45 50 55 60 

99t gcg nwc gcg tea tea etg eag aaa egt gca ggc a 5 90 

Gly Ala Xaa Ala Ser Ser Leu Gin Lys Arg Ala Gly 
65 70 



<210> 1488 

<211> 321 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 126 . .320 



<400> 1488 



aaaaaaetac aacteecagg gcgteccgga gcaggccaae gggaetaegg gaageagcgg 60 
geagcggccc gegggaggca eetcggagat ctgggtgcaa aagcecaggg ttaggaaccg 12 0 
tagnc atg etg cge ccc aag get ttg ace cag gtg eta age caa gee aac 170 







Met Leu Arg Pro Lys Ala Leu Thr Gin Val Leu Ser Gin Ala Asn 








1 




5 10 






15 






act 


gga 


gge gte 


eag age ace etg etg etg aat 


aae 


gag gga 


tea 


etg 


218 




Thr 


Gly 


Gly Val 


Gin Ser Thr Leu Leu Leu Asn 


Asn 


Glu Gly 


Ser 


Leu 












20 25 






30 








etg 


gee 


tae tet 


ggt tae ggg gac act gac gee 


egg 


gte acc 


get 


gcc 


266 




Leu 


Ala 


Tyr Ser 


Gly Tyr Gly Asp Thr Asp Ala 


Arg 


Val Thr 


Ala 


Ala 




%y 






35 


40 




45 










ata 


gee 


agt aae 


ate tgg gee gee tae gac egg 


aae 


ggg aac 


caa 


gcg 


314 




lie 


Ala 


Ser Asn 


lie Trp Ala Ala Tyr Asp Arg 


Asn 


Gly Asn 


Gin 


Ala 




m 






50 


55 




60 










ttt 


aat 


g 












321 




Phe 


Asn 

















65 



<210> 1489 

<211> 306 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 66 . .305 



<400> 1489 

aaaagcceea ecccggtgeg cgggtatggc ggeeagcctg tggatgggcg caectggaac 60 
cctac atg gat gag aac ttc ate tec aga gcc ttt gcc acc atg ggg gag 110 
Met Asp Glu Asn Phe He Ser Arg Ala Phe Ala Thr Met Gly Glu 
15 10 15 

acc gta atg age gte aaa att ate cga aae egc etc act ggg ate eca 158 
Thr Val Met Ser Val Lys He He Arg Asn Arg Leu Thr Gly He Pro 

20 25 30 

get ggc tac tgc ttt gta gaa ttt gca gat ttg gcc aea get gag aag 206 
Ala Gly Tyr Cys Phe Val Glu Phe Ala Asp Leu Ala Thr Ala Glu Lys 



1001 I 

/ 



35 

tgt ttg cat aaa att aat 
Cys Leu His Lys He Asn 
50 

aaa cgt ttt aaa ctg aac 
Lys Arg Phe Lys Leu Asn 

65 
age c 
Ser 
80 



40 

ggg aaa ccc ctt cca gga 
Gly Lys Pro Leu Pro Gly 
55 

tat gcc act tac ggg aaa 
Tyr Ala Thr Tyr Gly Lys 
70 75 



45 

gcc aca cct gcg 254 

Ala Thr Pro Ala 

60 

caa cca gat aac 302 
Gin Pro Asp Asn 

306 



<210> 1490 
<211> 472 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 213 . .470 



<400> 1490 

agtgcgcatc cggacgtagg aggtggaggt tgtggaattc gccgttcgaa agcagggact 60 
aaaagcccca cttcgtctta cgttccgaaa ggaaggcgtc tgttgagcct ttctctcagt 120 
cgtgagggag gcgtcgacgg cgtgcggaag tcctgagttg aggcttgcgg gatcctttcc 180 
ggagaaagcg caggctaaag ccgcaggtga ag atg tec aac tac gtg aac gac 233 

Met Ser Asn Tyr Val Asn Asp 

1 5 

atg tgg ccg ggc teg ceg cag gag aag gat teg ccc teg aec teg egg 281 
Met Trp Pro Gly Ser Pro Gin Glu Lys Asp Ser Pro Ser Thr Ser Arg 

10 15 20 

teg ggc ggg tec age egg ctg teg teg egg tct agg age cgc tct ttt 329 
Ser Gly Gly Ser Ser Arg Leu Ser Ser Arg Ser Arg Ser Arg Ser Phe 

25 30 35 

tec aga age tct egg tec eat tec cgc gtc teg age egg ttt teg tec 377 
Ser Arg Ser Ser Arg Ser His Ser Arg Val Ser Ser Arg Phe Ser Ser 
40 45 50 55 

agg agt egg agg age aag tec agg tec cgt tee ega age gee ace age 425 
Arg Ser Arg Arg Ser Lys Ser Arg Ser Arg Ser Arg Ser Ala Thr Ser 

60 65 70 

gga agt aca ggc get act cgc ggt cat act cgc gga scg gtc gcg at 472 
Gly Ser Thr Gly Ala Thr Arg Gly His Thr Arg Gly Xaa Val Ala 
75 80 85 

<210> 1491 
<211> 419 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 62 . .418 



1002 



<400> 1491 

agtgcgcggc cgcggtgctc taccggcgtg tcgctccgcc ccagggagag ccggcgctac 60 
c atg gag gag tac cat cgc cac tgc gac gag gtt ggc ttc aat get gag 109 
Met Glu Glu Tyr His Arg His Cys Asp Glu Val Gly Phe Asn Ala Glu 
15 10 15 

gaa gcc cac aat att gtc aaa gag tgt gta gat ggg gtt tta ggt ggt 157 
Glu Ala His Asn He Val Lys Glu Cys Val Asp Gly Val Leu Gly Gly 

20 25 30 

gaa gat tat aat cac aac amc ate aac cag tgg act gca age ata gtg 205 
Glu Asp Tyr Asn His Asn Xaa He Asn Gin Trp Thr Ala Ser He Val 

35 40 45 

gaa caa tec tta aca cac ctg gtt aag ttg gga aaa gcc tat aaa tat 253 
Glu Gin Ser Leu Thr His Leu Val Lys Leu Gly Lys Ala Tyr Lys Tyr 

50 55 60 

att gtg acc tgt gca gtg gtc cag aag age gca tat ggc ttt cac aca 301 
He Val Thr Cys Ala Val Val Gin Lys Ser Ala Tyr Gly Phe His Thr 
65 70 75 80 

gee age tec tgt ttt tgg gat ace aca tct gat gga ace tgt ace gta 34 9 

U Ala Ser Ser Cys Phe Trp Asp Thr Thr Ser Asp Gly Thr Cys Thr Val 
^iJ 85 90 95 

yi aga tgg gag aac egg acg ggg teg ggc aeg gag gtc teg ctg egg atg 3 97 

1^ Arg Trp Glu Asn Arg Thr Gly Ser Gly Thr Glu Val Ser Leu Arg Met 
y 100 105 110 

trg ate acg gtg gac gtc ggg g 4^9 
% Xaa He Thr Val Asp Val Gly 
^ 115 

- <210> 1492 

O <2H> 395 

fli <212> DNA 

ify <213> Homo sapiens 

S <22 0> 

^ <221> CDS 

^ <222> 149. .394 



<400> 1492 

geagttcttg agttccacat geagageaga tgcgacagct agaagtgagt ggggeccaga 
cectggceca ggaagatcea etaaaggagg ecatccttce gccttcttet geaggagtca 
ggatggaaag geagatgtaa agteeetc atg gcg aaa tat aac acg ggg ggc 

Met Ala Lys Tyr Asn Thr Gly Gly 

1 5 



aac 


ceg 


aca 


gag 


gat 


gtc 


tea 


gtc 


aat 


age 


cga 


cec 


ttc 


aga 


gtc 


aca 


220 


Asn 


Pro 


Thr 


Glu 


Asp 


Val 


Ser 


Val 


Asn 


Ser 


Arg 


Pro 


Phe 


Arg 


Val 


Thr 






10 










15 










20 










ggg 


cca 


aac 


tea 


tct 


tea 


gga 


ata 


caa 


gca 


aga 


aag 


aac 


tta 


ttc 


aac 


268 


Gly Pro Asn 


Ser 


Ser 


Ser 


Gly 


He 


Gin 


Ala 


Arg 


Lys 


Asn 


Leu 


Phe 


Asn 




25 










30 










35 










40 




aac 


caa 


gga 


aat 


gcc 


age 


ect 


ect 


gca 


gga 


ecn 


age 


aat 


gta 


ect 


aag 


316 


Asn 


Gin 


Gly Asn 


Ala 


Ser 


Pro 


Pro 


Ala 


Gly 


Pro 


Ser 


Asn 


Val 


Pro 


Lys 












45 










50 










55 




ttt 


ggg 


tec 


cca 


aag 


cca 


ect 


gtg 


gca 


gtr 


aac 


ctt 


ctt 


ctg 


agg 


aaa 


364 


Phe 


Gly 


Ser 


Pro 


Lys 


Pro 


Pro 


Val 


Ala 


Val 


Asn 


Leu 


Leu 


Leu 


Arg 


Lys 





1003 



60 65 
age ctg aca agg aac cca age cec cgt ttc t 
Ser Leu Thr Arg Asn Pro Ser Pro Arg Phe 
75 80 



70 



395 



<210> 1493 

<211> 503 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 137 . .502 



<400> 1493 

tagggccgcc attttgactg agcaacceta gtgacaggag ccgaagcagc agcgcaggtt 60 
gtececgttt cceetcccee tteccttcte cggttgcett eccgggccee ttaeacteca 120 
eagtcccggt eccgee atg tec eag aaa caa gaa gaa gag aac ect gcg gag 172 
Met Ser Gin Lys Gin Glu Glu Glu Asn Pro Ala Glu 
15 10 
gag ace gge gag gag aag cag gac aeg cag gag aaa gaa ggt att ctg 22 0 

Glu Thr Gly Glu Glu Lys Gin Asp Thr Gin Glu Lys Glu Gly He Leu 
15 20 25 

n cct gag aga get gaa gag gca aag eta aag gee aaa tac cca age eta 268 
f. Pro Glu Arg Ala Glu Glu Ala Lys Leu Lys Ala Lys Tyr Pro Ser Leu 

30 35 40 

^ gga caa aag cct gga gge tec gac ttc etc atg aag aga etc cag aaa 316 
^ Gly Gin Lys Pro Gly Gly Ser Asp Phe Leu Met Lys Arg Leu Gin Lys 
r{ ^5 50 55 60 

y ggg caa aag tac ttt gac tea gga gac tac aac atg gee aaa gee aag 364 
h: Gly Gin Lys Tyr Phe Asp Ser Gly Asp Tyr Asn Met Ala Lys Ala Lys 
3 65 70 75 

2 atg aag aat aag eag ctg cea agt gca gga cca gae aag aac ctg gtg 412 
Met Lys Asn Lys Gin Leu Pro Ser Ala Gly Pro Asp Lys Asn Leu Val 

80 85 90 

act ggt gat cac ate cec ame cca cag gat ctg ecc cag aga aag tec 460 
Thr Gly Asp His He Pro Xaa Pro Gin Asp Leu Pro Gin Arg Lys Ser 

95 100 105 

teg etc gte ame age aag ctt gcg ggt gge eag ttg aat gat g 503 
Ser Leu Val Xaa Ser Lys Leu Ala Gly Gly Gin Leu Asn Asp 
110 115 120 



<210> 1494 

<211> 428 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 54 . .428 



<400> 1494 



1004 



gactcccttc tcgtctcgag gcctgtggcg tctgggtccg ttggggcaga acc atg 56 

Met 
1 

gag gaa aag cct teg aaa gtg teg etc aag tet tee gac egc caa ggc 104 
Glu Glu Lys Pro Ser Lys Val Ser Leu Lys Ser Ser Asp Arg Gin Gly 

5 10 15 

teg gac gag gag age gtg cat age gac act egg gac ctg tgg acc acg 152 
Ser Asp Glu Glu Ser Val His Ser Asp Thr Arg Asp Leu Trp Thr Thr 

20 25 30 

acc acg ctg tec cag gea cag ctg aac atg ecg ctg tee gag gtc tge 200 
Thr Thr Leu Ser Gin Ala Gin Leu Asn Met Pro Leu Ser Glu Val Cys 

35 40 45 

gag ggc ttc gac gag gag ggc egc aac att age aag ace egc ggg tgg 24 8 

Glu Gly Phe Asp Glu Glu Gly Arg Asn He Ser Lys Thr Arg Gly Trp 
50 55 60 65 

cac age ecg ggg egg ggc teg ttg gac gag ggg tac aag gee age cac 2 96 

His Ser Pro Gly Arg Gly Ser Leu Asp Glu Gly Tyr Lys Ala Ser His 

70 75 80 

aag ecg gag wac tng acg age acg egc tgg tgg age tgg agt tge acc 344 
Lys Pro Glu Xaa Xaa Thr Ser Thr Arg Trp Trp Ser Trp Ser Cys Thr 

85 90 95 

gcg gea get cea tgg aaa tea ate tgg ggg aga agg aca ctg cat ccc 3 92 

Ala Ala Ala Pro Trp Lys Ser He Trp Gly Arg Arg Thr Leu His Pro 

100 105 110 

aga teg agg ecg gtc agt gtg gee teg cca ggc cgt 428 
Arg Ser Arg Pro Val Ser Val Ala Ser Pro Gly Arg 
115 120 125 





<210> 


1495 


m 


<211> 


443 




<212> 


DNA 




<213> 


Homo 
















<220> 






<221> 


CDS 



<222> 24 . .443 



<400> 1495 

atttcegggt caetgtagat gcg atg gcg ecg att cca aag act gtg ggg egg 53 

Met Ala Pro He Pro Lys Thr Val Gly Arg 
1 5 10 . 

ate aag eta gac tge tct eta egg ccc age tge cca ctg gag gtc get 101 
He Lys Leu Asp Cys Ser Leu Arg Pro Ser Cys Pro Leu Glu Val Ala 

15 20 25 

get gya ccc aaa ctt tge aag gaa ttc ggt cca gag gat tac ggc gaa 14 9 

Ala Xaa Pro Lys Leu Cys Lys Glu Phe Gly Pro Glu Asp Tyr Gly Glu 

30 35 40 

gag gac ata gtg gat ttt ctt ega egg ctt gtg gag agt gat ccc cag 197 
Glu Asp He Val Asp Phe Leu Arg Arg Leu Val Glu Ser Asp Pro Gin 

45 50 55 

ggc ctg cac egg ate cat gtg gat ggg age age ggg egg ctg cag ctg 245 
Gly Leu His Arg He His Val Asp Gly Ser Ser Gly Arg Leu Gin Leu 
60 65 70 



1005 



tgg 


cac 


cat 


gat 


tac 


etc 


ctg 


ggc 


cac 


ttg 


gat 


gat 


gaa 


ggg 


aaa 


tea 


Trp 


His 


His 


Asp 


Tyr 


Leu 


Leu 


Gly His 


Leii 


Asp 


Asp 


Glu 


Gly 


Lys 


Ser 


75 










80 










85 










90 


act 


gga 


cag 


agt 


gae 


agg 


ggc 


aag 


ggg 


get 


gag 


gga 


ctg 


ggc 


ace 


tac 


Thr 


Gly 


Gin 


Ser 


Asp Arg Gly 


Lys 


Gly Ala 


Glu 


Gly 


Leu 


Gly 


Thr 


Tvr 










95 










100 










105 




tgt 


ggt 


etc 


cgc 


aag 


tec 


ttc 


ctg 


tat 


cct 


ecc 


caa 


gag 


tet 


gag 


cec 


Cys 


Gly 


Leu 


Arg 
110 


Lys 


Ser 


Phe 


Leu 


Tyr 
115 


Pro 


Pro 


Gin 


Glu 


Ser 
120 


Glu 


Pro 


tgc 


cct 


caa 


age 


cec 


tet 


gee 


tet 


gee 


ace 


ttc 


cec 


agt 


gtc 


tea 


gae 


Cys 


Pro 


Gin 


Ser 


Pro 


Ser 


Ala 


Ser 


Ala 


Thr 


Phe 


Pro 


Ser 


Val 


Ser 


Asp 






125 










130 










135 






age 


ctg 






























Ser 


Leu 
140 

































<210> 


1496 




<211> 


405 




<212> 


DNA 




<213> 




'■'^ 


Homo 










<220> 




w 


<221> 


CDS 




<222> 


251. 



293 



341 



389 



437 



443 



<400> 1496 

agttgtetct gecgctgggg aaggtaaagc ggegaeggcg tectcaggag etgtggggte 60 
ecctgctaga agtgggggac teggcggggg agtcatttaa tactteatga ttagaacaaa 120 
tatgtgaaag tteccaceaa eeagtgagaa tttettcett cagacggttt tggatcttae 180 
tgcacagett tetgagaagt tcttttggtg eeatgttttg tggcttnmat caaaagagga 240 
gtttgtettc atg aag att cct aac att ggt aat gtg atg aat aaa ttt 289 

Met Lys lie Pro Asn lie Gly Asn Val Met Asn Lys Phe 

15 10 
gag ate ctt ggg gtt gta ggt gaa gga gee tat gga gtt gta ett aaa 337 
Glu lie Leu Gly Val Val Gly Glu Gly Ala Tyr Gly Val Val Leu Lys 

15 20 25 

tgc aga cac aag gaa aca eat gaa att gtg gcg ate aag aaa ttc aag 3 85 

Cys Arg His Lys Glu Thr His Glu lie Val Ala lie Lys Lys Phe Lys 
30 35 40 45 

gae agt gaa gaa aat gaa ga 405 
Asp Ser Glu Glu Asn Glu 
50 

<210> 1497 
<211> 280 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 47 . .280 



1006 



<400> 1497 

tttgggctgt gggcggtgcg casggagagc ccgggaaaag cgggaa atg gcg gcg 55 

Met Ala Ala 
1 

ccg age gcg ggg tct tgg tec ace ttc cag cac aag gag ctg atg gee 103 
Pro Ser Ala Gly Ser Trp Ser Thr Phe Gin His Lys Glu Leu Met Ala 

5 10 15 

get gae agg gga egc agg ata ttg gga gtg tgt ggc atg eat ect cat 151 
Ala Asp Arg Gly Arg Arg He Leu Gly Val Cys Gly Met His Pro His 
20 25 30 35 

cat cag gaa att eta aaa aag aam cga rkt ggt get age maa aca get 199 
His Gin Glu He Leu Lys Lys Xaa Arg Xaa Gly Ala Ser Xaa Thr Ala 

40 45 50 

gtt gtt gag cga att gtt aga aca tct tet gga gaa gga eat cat cae 247 
Val Val Glu Arg He Val Arg Thr Ser Ser Gly Glu Gly His His His 

55 60 65 

ett gga aat gag gga get eat cca ggc caa agt 280 
Leu Gly Asn Glu Gly Ala His Pro Gly Gin Ser 
70 75 

<210> 1498 

<211> 390 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 129 . .389 



<400> 1498 

acaeagttgt tgcaaagtgc tcageactaa gggagccagc geacagcaca gecaggaagg 60 
cgagcgagcc cagecagcee agceagecca gccagecegg aggtcatttg attgeeegcc 120 
tcagaacg atg gat ctg cat etc ttc gae tae tea gag cca ggg aac ttc 170 
Met Asp Leu His Leu Phe Asp Tyr Ser Glu Pro Gly Asn Phe 
15 10 
teg gae ate age tgg cca tgc aac age age gae tge ate gtg gtg gae 218 
Ser Asp He Ser Trp Pro Cys Asn Ser Ser Asp Cys He Val Val Asp 
15 20 25 30 

acg gtg atg tgt cec aac atg ece aac aaa age gte ctg etc tae aeg 266 
Thr Val Met Cys Pro Asn Met Pro Asn Lys Ser Val Leu Leu Tyr Thr 

35 40 45 

etc tec ttc att tae att ttc ate ttc gtc ate ggc atg att gee aac 314 
Leu Ser Phe He Tyr He Phe He Phe Val He Gly Met He Ala Asn 

50 55 60 

tec gtg gtg gtc tgg gtg aat ate cag gee aag ace aca ggc tat gae 362 
Ser Val Val Val Trp Val Asn He Gin Ala Lys Thr Thr Gly Tyr Asp 

65 70 75 

aeg cac tgc tae ate ttg aaa ect ggc e 390 
Thr His Cys Tyr He Leu Lys Pro Gly 
80 85 

<210> 1499 
<211> 367 



1007 



^ 0 



<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 211 . . 366 



<400> 1499 

atttgaatgg ggacttggat gaactttctc cttgaactat atatgtgatg gaaggagttt 60 
tctaatcaca taaatagagg aagattttaa gagtaatgat ggatttaaaa gctacttttc 120 
aaaggtttta ggagaaatcg gaagcataga agagatctgg gctcattcag ctcaatcaca 180 
gtgagagtta cccaaagctc agcatccgtg atg gtc tac ggg get tec gag gcg 234 

Met Val Tyr Gly Ala Ser Glu Ala 

1 5 

ate ggg eag cat cag tet tea get get aag ccg aga agg agt cag tea 2 82 

He Gly Gin His Gin Ser Ser Ala Ala Lys Pro Arg Arg Ser Gin Ser 

15 20 

^ gag age etc ggg cea gag tte cag ggg ate tgg gag tgg etg cea gae 330 

;--M Glu Ser Leu Gly Pro Glu Phe Gin Gly He Trp Glu Trp Leu Pro Asp 
25 30 35 40 

1^ tgg gae act ggt ett etc ctt cet ttg gae tea gae t 367 

yj Trp Asp Thr Gly Leu Leu Leu Pro Leu Asp Ser Asp 

^ 45 50 

X <210> 1500 

<211> 584 

1^ <212> DNA 

<213> Homo sapiens 



ru 



<220> 
<221> CDS 
<222> 277 . .582 



<400> 1500 

gtggccgctc taggeagcgg ggaggtcgcg gggttgaggg gggttgtgaa aggagagcgg 60 
cctctcctct atggteacgg ggccggggca cgettcccce aetctgtett gttacttccg 120 
gtagegaase tctcectett cetctgctcc cgeggggtct gtgctgagaa taatggcccg 180 
gttggeccgg gacgagtgga atgattaatg atgttttgea geagttttet acgtctgaaa 240 
ttttttatgt etctggaaec cagaatttge taagag atg gag gaa ect cag aaa 294 

Met Glu Glu Pro Gin Lys 
1 5 

age tat gtg aae aca atg gae ett gag aga gat gaa ect etc aaa age 342 
Ser Tyr Val Asn Thr Met Asp Leu Glu Arg Asp Glu Pro Leu Lys Ser 

10 15 20 

ace ggc ect cag att tct gtt agt gaa ttt tct tge cac tgc tgc tac 390 
Thr Gly Pro Gin He Ser Val Ser Glu Phe Ser Cys His Cys Cys Tyr 

25 30 35 

gae ate ctg gtt aae cec ace ace ttg aae tgt ggg cac age tte tge 438 
Asp He Leu Val Asn Pro Thr Thr Leu Asn Cys Gly His Ser Phe Cys 

40 45 50 

cgt eae tgc ett get tta tgg gat gcc att gaa aag tta ttt ect gat 486 
Arg His Cys Leu Ala Leu Trp Asp Ala He Glu Lys Leu Phe Pro Asp 



1008 



55 60 65 70 

gcc att aga ctg aga ttt gaa gac att cag cag aat aat gac ata gtc 534 

Ala He Arg Leu Arg Phe Glu Asp He Gin Gin Asn Asn Asp He Val 

75 80 85 

caa agt ctt gca gcc ttt cag aaa tat ggg aat gat cag att cct tta 582 
Gin Ser Leu Ala Ala Phe Gin Lys Tyr Gly Asn Asp Gin He Pro Leu 

90 95 100 

9C 584 

<210> 1501 

<211> 275 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 63 . .275 

<400> 1501 

-4\ cttgttcctc aagcggccgc tgggggcgcc agagcaggac cggagcgcgg gccaagctgg 60 
H ag atg gat gat get gac cct gag gaa aga aac tat gac aac atg ctg 107 
yj Met Asp Asp Ala Asp Pro Glu Glu Arg Asn Tyr Asp Asn Met Leu 

15 10 15 

aaa atg ctg tea gat ctg aat aag gac ttg gaa aag eta tta gaa gag 155 
Lys Met Leu Ser Asp Leu Asn Lys Asp Leu Glu Lys Leu Leu Glu Glu 

20 25 30 

atg gag aaa ate tea gtg cag gcg acc tgg atg gcc tat gac atg gtg 2 03 

Met Glu Lys He Ser Val Gin Ala Thr Trp Met Ala Tyr Asp Met Val 
^ 35 40 45 

y gtg atg cgc acc aac cct acg ctg gcc gag tec atg cgt egg ctg gag 251 
u Val Met Arg Thr Asn Pro Thr Leu Ala Glu Ser Met Arg Arg Leu Glu 
3 50 55 60 

3 gcc ttc gtc aac tgc aag gag 275 

Asp Ala Phe Val Asn Cys Lys Glu 
65 70 

<210> 1502 

<211> 423 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 210. .422 



<400> 1502 

gtcggccggc tccgcccggc tgccgcctag gatgaatatc atggacttca acgtgaagaa 60 
gctggcggcc gacgcaggca ccttcctcag tcgcgccgtg cagttcacag aagaaaagct 120 
tkggccaggc tgaraagaca gaattggatg ctcacttaga gaacctcctt agcaaagctg 180 
aatgtacnaa aatatggaca gaaaaaata atg aaa caa act gaa gtg tta ttg 233 

Met Lys Gin Thr Glu Val Leu Leu 

1 5 



1009 



cag 


cca 


aat 


cca 


aat 


gcc 


agg 


ata 


gaa 


gaa 


ttt 


gtt 


tat 


gag 


aaa 


ctg 


Gin 


Pro 


Asn 


Pro 


Asn 


Ala 


Arg 


He 


Glu 


Glu 


Phe 


Val 


Tyr 


Glu 


Lys 


Leu 




10 










15 










20 








gat 


aga 


aaa 


get 


cca 


agt 


cgt 


ata 


aac 


aac 


cca 


gaa 


ctt 


ttg 


gga 


caa 


Asp 


Arg 


Lys 


Ala 


Pro 


Ser 


Arg 


He 


Asn 


Asn 


Pro 


Glu 


Leu 


Leu 


Gly Gin 


25 










30 










35 










40 


tat 


atg 


att 


gat 


gca 


ggg 


act 


gag 


ttt 


ggc 


cca 


gga 


aca 


get 


tat 


ggt 


Tyr 


Met 


He 


Asp 


Ala 


Gly 


Thr 


Glu 


Phe 


Gly 


Pro 


Gly 


Thr 


Ala 


Tyr 


Gly 










45 










50 










55 




aat 


gcc 


ctt 


att 


aaa 


tgt 


gga 


gaa 


acc 


caa 


aaa 


aga 


att 


gga 


aca 


g 


Asn 


Ala 


Leu 


He 


Lys 


Cys 


Gly Glu 


Thr 


Gin 


Lys 


Arg 


He 


Gly 


Thr 










60 










65 










70 







281 



329 



377 



423 



<210> 1503 

<211> 257 

<212> DMA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 84 . .257 



<400> 1503 

agactggatt aggatgcctc gcgactaggg gtccagagac agaggcctcc agttcccagg 60 
cacttcggga agaggaggct gaa atg atg cay cag att tac age tgc agt gac 113 

Met Met His Gin He Tyr Ser Cys Ser Asp 
15 10 
gag aac ata gaa gtt ttc ace ace gtg att cet tec aag gta tec agt 161 
Glu Asn He Glu Val Phe Thr Thr Val He Pro Ser Lys Val Ser Ser 

15 20 25 

cca gcc aga aga aga gee aaa age tct cag cac etc ttg ace aag aat 209 
Pro Ala Arg Arg Arg Ala Lys Ser Ser Gin His Leu Leu Thr Lys Asn 

30 35 40 

gtg gtg ate gag teg gac ctg tac acg cac cag cec ctg gag ctg ctg 257 
Val Val He Glu Ser Asp Leu Tyr Thr His Gin Pro Leu Glu Leu Leu 
45 50 55 

<210> 1504 
<211> 394 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 90 . .392 



<400> 1504 

tctgtcegga eggaagcagg aagegggasg tagggceaeg eetgcggset gctggttgag 60 
gctgtgtggg tgggggacgg gecgaggcg atg gcg gag aag ttt gac cac eta 113 

Met Ala Glu Lys Phe Asp His Leu 

1 5 

gag gag cac ctg gag aag ttc gtg gag aac att egg cag etc ggc ate 161 



1010 



Glu Glu His Leu Glu Lys 
10 

ate gtc agt gac ttc cag 
He Val Ser Asp Phe Gin 
25 30 
ctg aat ttt att gtt act 
Leu Asn Phe lie Val Thr 
45 

cag ctt cat grt att act 
Gin Leu His Xaa He Thr 
60 

caa ggt cga aat ccc cag 
Gin Gly Arg Asn Pro Gin 
75 

eta get aaa aat gag caa 
Leu Ala Lys Asn Glu Gin 
90 



Phe Val Glu Asn He Arg 
15 20 
ccc age age cag gee ggg 
Pro Ser Ser Gin Ala Gly 
35 

ggc tta eag gat att gac 
Gly Leu Gin Asp He Asp 
50 

gta ccg tta gaa gtt ttt 
Val Pro Leu Glu Val Phe 
65 

etc tac ace aaa gag tgc 
Leu Tyr Thr Lys Glu Cys 
80 

gtt aaa ggc aag ate gac 
Val Lys Gly Lys He Asp 
95 100 



Gin Leu Gly He 

etc aac caa aag 209 
Leu Asn Gin Lys 
40 

aag tgc aga cag 257 
Lys Cys Arg Gin 
55 

gaa tat ata gat 305 
Glu Tyr He Asp 
70 

ctg gag agg get 353 

Leu Glu Arg Ala 

85 

ace at 394 
Thr 



<210> 1505 

<211> 282 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 28 . .282 



<400> 1505 

ggaaaagagg tgggatcgtt tgtcgck atg tgg agt ggc egt aag ctg ggc tec 54 

Met Trp Ser Gly Arg Lys Leu Gly Ser 
1 5 

tee ggg ggt tgg ttt tta aga gtg etg ggg cct gga gge tgt aat aea 102 

Ser Gly Gly Trp Phe Leu Arg Val Leu Gly Pro Gly Gly Cys Asn Thr 

10 15 20 25 

aaa get gcg egt ccc tta att tec teg gcg gtt tat gtg aag aac cag 150 

Lys Ala Ala Arg Pro Leu He Ser Ser Ala Val Tyr Val Lys Asn Gin 

30 35 40 

etc agt ggg act eta cag att aaa cea ggg gtt ttc aat gaa tac aga 198 
Leu Ser Gly Thr Leu Gin He Lys Pro Gly Val Phe Asn Glu Tyr Arg 

45 50 55 

ace ata tgg ttc aaa tec tac agg aeg ate ttt tec tgt ttg aac aga 246 
Thr He Trp Phe Lys Ser Tyr Arg Thr He Phe Ser Cys Leu Asn Arg 

60 65 70 

ata aag agt ttc agg tac cct tgg geg aga etg tac 2 82 

He Lys Ser Phe Arg Tyr Pro Trp Ala Arg Leu Tyr 
75 80 85 



<210> 1506 

<211> 482 

<212> DNA 

<213> Homo sapiens 



<220> 



1011 



<221> CDS 
<222> 329. .481 



<400> 1506 
agtgggggag 
gaacccagac 
acatggccaa 
ggaactggta 
taactcattt 
aaaagagaat 



aat aar ata 
Asn Lys lie 
10 

cat cat gat 
His His Asp 
25 

atw cgc aaa 
lie Arg Lys 



gctgacatca ccacggcggc agccctttaa gcgccccatc ctgtctgtcc 
acaagtcttc actccttcct gcgagccctg aggaagcctt ctttccccag 
caagggtcct tcctatggca tgagccgcaa ttctaccaga ggtacaagga 
ccattccttc tgaaattatt ccaatcaata gaaaaagagg gaatcctccc 
tatgaggcca gcatcattct gataccaaag ccaggcagag acacaaccaa 
tttagaccaa tatccttg atg aac att gat gca aaa ate etc 

Met Asn lie Asp Ala Lys lie Leu 
1 5 
ctg gca aac cga ate cag cag cac ate aaa aag ctt ate 
Leu Ala Asn Arg lie Gin Gin His lie Lys Lys Leu lie 

15 20 
caa gtg gge ttc ate cet ggg atg caa ggc tgg ttc aat 
Gin Val Gly Phe He Pro Gly Met Gin Gly Trp Phe Asn 

30 35 40 

tea rta aat gta ate cag cac ata a 
Ser Xaa Asn Val He Gin His He 
45 50 



60 
120 
180 
240 
300 
352 



400 



448 



482 



<210> 1507 

<211> 887 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 290 . . 886 



<400> 1507 

aggcaggcgg gcttgattga eacaggagag ggctggcttt ttggagggct ettagcaacg 60 
gecctggttg agccecctca gecatgagaa aatcaaatca atgtgeeatt ettceaggcg 120 
egaggcagea gcggctgcag ttcaacatga aaggaggett cctccctgee tgetaattae 180 
ctgctcttcc cgatctcatc gtttctgect ttgcaaagtg ctactgagaa gggggaagaa 240 
acgteegeca cecatccccc ttgctgcctg ggggttcaga cttgattag atg get aac 298 

Met Ala Asn 
1 

agg ggc ceg age tat ggc tta age cga gag nng cag gag aag ate gag 34 6 

Arg Gly Pro Ser Tyr Gly Leu Ser Arg Glu Xaa Gin Glu Lys He Glu 

5 10 15 

cag aag tat gat gcg gac ctg gag aac aag ctg gtg gac tgg ate ate 3 94 

Gin Lys Tyr Asp Ala Asp Leu Glu Asn Lys Leu Val Asp Trp He He 
20 25 30 35 

Ctg cag tgc gee gag gac ata gag cac ceg ccc ccc ggc agg gee eat 442 
Leu Gin Cys Ala Glu Asp He Glu His Pro Pro Pro Gly Arg Ala His 

40 45 50 

ttt cag aaa tgg tta atg gac ggg aeg gte ctg tgc aag ctg ata aat 4 90 

Phe Gin Lys Trp Leu Met Asp Gly Thr Val Leu Cys Lys Leu He Asn 

55 60 65 

agt tta tac cca eca gga caa gag ccc ata ccc aag ate tea gag tea 538 



1012 



^ 0 



Ser 


Leu 


Tyr 


Pro 


Pro 


Gly 


Gin 


Glu 


Pro 


He 


Pro 


Lys 


He 


Ser 


Glu 


Ser 






70 










75 










80 








aag 


atg 


get 


ttt 


aag 


eag 


atg 


gag 


eaa 


ate 


tee 


eag 


tte 


eta 


aaa 


get 


Lys 


Met 


Ala 


Phe 


Lys 


Gin 


Met 


Glu 


Gin 


He 


Ser 


Gin 


Phe 


Leu 


Lys 


Ala 




85 










90 










95 








gcg 


gag 


ace 


tat 


ggt 


gtc 


aga 


ace 


acc 


gae 


ate 


ttt 


cag 


aeg 


gtg 


gat 


Ala 


Glu 


Thr 


Tyr 


Gly 


Val 


Arg 


Thr 


Thr 


Asp 


He 


Phe 


Gin 


Thr 


Val 


Asp 


100 










105 










110 










115 


eta 


tgg 


gaa 


ggg 


aag 


gae 


atg 


gea 


get 


gtg 


eag 


agg 


acc 


etg 


atg 


get 


Leu 


Trp 


Glu 


Gly 


Lys 


Asp 


Met 


Ala 


Ala 


Val 


Gin 


Arg 


Thr 


Leu 


Met 


Ala 










120 










125 










130 




tta 


ggc 


age 


gtt 


gea 


gte 


ace 


aag 


gat 


gat 


ggc 


tge 


tat 


egg 


gga 


gag 


Leu 


Gly 


Ser 


Val 


Ala 


Val 


Thr 


Lys 


Asp 


Asp 


Gly 


Cys 


Tyr 


Arg 


Gly 


Glu 








135 










140 










145 






cca 


tec 


tgg 


ttt 


cac 


agg 


aaa 


gee 


cag 


eag 


aat 


egg 


aga 


ggc 


ttt 


tec 


Pro 


Ser 


Trp 


Phe 


His 


Arg 


Lys 


Ala 


Gin 


Gin 


Asn 


Arg 


Arg 


Gly 


Phe 


Ser 






150 










155 










160 








gag 


gag 


eag 


ett 


ege 


eag 


gga 


eag 


aac 


gta 


ata 


ggc 


etg 


cag 


atg 


ggc 


Glu 


Glu 


Gin 


Leu 


Arg 


Gin 


Gly Gin 


Asn 


Val 


He 


Gly 


Leu 


Gin 


Met 


Gly 




165 










170 










175 








age 


aac 


agg 


gag 


ete 


cea 


ggc 


ggg 


eat 


gae 


agg 


gta 


egg 


gat 


gee 


cag 


Ser 


Asn 


Arg 


Glu 


Leu 


Pro 


Gly Gly His 


Asp 


Arg 


Val 


Arg 


Asp 


Ala 


Gin 


180 










185 










190 










195 


gca 


gat 


cat 


gta 


g 
























Ala 


Asp 


His 


Val 



























<210> 1508 
<211> 687 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 90 . . 686 



586 



634 



682 



730 



778 



826 



874 



887 



<400> 1508 

agccatatce cagccccgtc tgeagggagc eggaggtget gctgctgcta ttgtgtggat 60 
gccgcgcgtg tettctettc tttccagag atg get aac agg ggc ccg age tat 113 

Met Ala Asn Arg Gly Pro Ser Tyr 

1 5 

ggc tta age cga gag gtg eag gag aag ate gag eag aag tat gat gcg 161 
Gly Leu Ser Arg Glu Val Gin Glu Lys He Glu Gin Lys Tyr Asp Ala 

10 15 20 

gae etg gag aac aag etg gtg gae tgg ate ate etg cag tge gee gag 2 09 

Asp Leu Glu Asn Lys Leu Val Asp Trp He He Leu Gin Cys Ala Glu 
25 30 35 40 

gae ata gag cac ccg ccc ccc ggc agg gee cat ttt cag aaa tgg tta 257 
Asp He Glu His Pro Pro Pro Gly Arg Ala His Phe Gin Lys Trp Leu 

45 50 55 

atg gae ggg acg gtc etg tge aag etg ata aat agt tta tac cea cea 305 
Met Asp Gly Thr Val Leu Cys Lys Leu He Asn Ser Leu Tyr Pro Pro 

60 65 70 

gga eaa gag ccc ata ccc aag ate tea gag tea aag atg get ttt aag 353 



1013 



Gly Gin Glu 


Pro 


He 


Pro 


Lys 


He 


Ser 


Glu 


Ser 


Lys 


Met 


Ala 


Phe 


Lys 






75 










80 










85 






cag 


atg 


gag 


caa 


ate 


tec 


cag 


ttc 


eta 


aaa 


get 


gcg 


gag 


acc 


tat 


ggt 


Gin 


Met 


Glu 


Gin 


He 


Ser 


Gin 


Phe 


Leu 


Lys 


Ala 


Ala 


Glu 


Thr 


Tyr 


Gly 




90 










95 










100 






gtc 


aga 


acc 


acc 


gac 


ate 


ttt 


cag 


acg 


gtg 


gat 


eta 


tgg 


gaa 


ggg 


aag 


Val 


Arg 


Thr 


Thr 


Asp 


He 


Phe 


Gin 


Thr 


Val 


Asp 


Leu 


Trp 


Glu 


Gly 


Lys 


105 










110 










115 








120 


gac 


atg 


gca 


get 


gtg 


cag 


agg 


acc 


ctg 


atg 


get 


tta 


ggc 


age 


gtt 


gca 


Asp 


Met 


Ala 


Ala 


Val 


Gin 


Arg 


Thr 


Leu 


Met 


Ala 


Leu 


Gly 


Ser 


Val 


Ala 










125 










130 










135 




gtc 


acc 


aag 


gat 


gat 


ggc 


tgc 


tat 


egg 


gga 


gag 


cca 


tec 


tgg 


ttt 


cac 


Val 


Thr 


Lys 


Asp 


Asp 


Gly 


Cys 


Tyr Arg Gly Glu 


Pro 


Ser 


Trp 


Phe 


His 








140 










145 










150 






agg 


aaa 


gcc 


cag 


cag 


aat 


egg 


aga 


ggc 


ttt 


tec 


gag 


gag 


cag 


ett 


ege 


Arg 


Lys 


Ala 


Gin 


Gin 


Asn 


Arg 


Arg 


Gly 


Phe 


Ser 


Glu 


Glu 


Gin 


Leu 


Arg 






155 










160 










165 






cag 


gga 


cag 


aac 


gta 


ata 


ggc 


ctg 


cag 


atg 


ggc 


age 


aac 


agg 


gag 


etc 


Gin 


Gly 


Gin 


Asn 


Val 


He 


Gly Leu 


Gin 


Met 


Gly 


Ser 


Asn 


Arg 


Glu 


Leu 




170 










175 










180 








cca 


ggc 


ggg 


cat 


gac 


agg 


gta 


egg 


gat 


gcc 


cag 


gca 


gat 


cat 


gta 


g 


Pro 


Gly Gly His 


Asp 


Arg 


Val 


Arg Asp Ala 


Gin 


Ala 


Asp 


His 


Val 




185 










190 










195 











0 <210> 1509 
<211> 427 
<212> DNA 

<213> Homo sapiens 



tat 


eeg 


gcc 


ett 


cca 


cag 


cec 


aac 


ttc 


aaa 


age 


tta 


ett 


cet 


Tyr 


Pro 


Ala 


Leu 


Pro 


Gin 


Pro 


Asn 


Phe 


Lys 


Ser 


Leu 


Leu 


Pro 






25 










30 










35 




gtc 


cat 


tgg 


cac 


cat 


aca 


gee 


tee 


aag 


tet 


ctg 


act 


tgt 


get 


Val 


His 


Trp 


His 


His 


Thr 


Ala 


Ser 


Lys 


Ser 


Leu 


Thr 


Cys 


Ala 




40 










45 










50 




caa 


cat 


gaa 


gat 


cat 


ttt 


gag 


ctg 


aaa 


tat 


get 


aat 


ace 


gtg 


Gin 


His 


Glu 


Asp 


His 


Phe 


Glu 


Leu 


Lys 


Tyr 


Ala 


Asn 


Thr 


Val 


55 










60 










65 








ttt 


gat 


tae 


gtc 


tgg 


ett 


cga 


gac 


cac 


tgc 


cgc 


tea 


gca 


teg 


Phe 


Asp 


Tyr 


Val 


Trp 


Leu 


Arg 


Asp 


His 


Cys 


Arg 


Ser 


Ala 


Ser 



Met Arg 
70 



401 



449 



497 



545 



593 



641 



687 



<220> 
<221> CDS 
<222> 156 . .425 



<400> 1509 

ccgctgggee egageggget gggggagggg agegtgggge egaeagtttt gggggtgaaa 60 
aggeaaaagg cgggtgaaag gctgeetccc gagaetctec ttgcttggaa ttctgeecae 120 
tctgcggagt tagcagtcac gacctecagc acagg atg tgg tac cac aga ttg 173 

Met Trp Tyr His Arg Leu 
1 5 

tec cac eta cac age agg ett cag gac ttg ctg aag gga gga gtc ata 221 
Ser His Leu His Ser Arg Leu Gin Asp Leu Leu Lys Gly Gly Val He 
10 IS 20 

tta get 269 



317 



365 



tac 413 



1014 



75 

aac tct aag act ca 
Asn Ser Lys Thr 
90 



80 



85 



427 



<210> 1510 
<211> 479 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 120 . . 479 



<400> 1510 

taagataggt ataagaggca kggtggcggg cggaaaccgg tctcattgaa ctcgcctgca 60 
gctcttgggt tttttgtggc ttccttcgtt attggagcca ggcctacacc ccagcaacc 119 
atg tec aag gga cct gca gtt ggt att gat ctt ggc acc acc tac tct 167 
Met Ser Lys Gly Pro Ala Val Gly lie Asp Leu Gly Thr Thr Tyr Ser 
15 10 15 

tgt gtg ggt gtt ttc cag cac gga aaa gtc gag ata att gcc aat gat 215 
Cys Val Gly Val Phe Gin His Gly Lys Val Glu He He Ala Asn Asp 
."S 25 30 

cag gga aac cga acc act cca age tat gtc gcc ttt acg gae act gaa 263 
=0=1 Gin Gly Asn Arg Thr Thr Pro Ser Tyr Val Ala Phe Thr Asp Thr Glu 
- 35 40 45 

Q egg ttg ate ggt gat gee gca aag aat caa gtt gea atg aac ecc acc 311 
?|j Arg Leu He Gly Asp Ala Ala Lys Asn Gin Val Ala Met Asn Pro Thr 
ry 50 55 60 

^ aac aca gtt ttt gat gee aaa egt ctg att gga cgc aga ttt gat gat 359 
Asn Thr Val Phe Asp Ala Lys Arg Leu He Gly Arg Arg Phe Asp Asp 
65 70 75 80 

^ get gtt gtc cag tct gat atg aaa cat tgg ccc ttt atg gtg gtg aat 407 
Ala Val Val Gin Ser Asp Met Lys His Trp Pro Phe Met Val Val Asn 

B5 90 95 

gat get ggc agg ccc aag gtc caa gta gaa tac aag gga gag acc aaa 455 
Asp Ala Gly Arg Pro Lys Val Gin Val Glu Tyr Lys Gly Glu Thr Lys 

100 105 110 

age ttc tat cca gag gag gtg tct 479 
Ser Phe Tyr Pro Glu Glu Val Ser 
115 120 



<210> 1511 
<211> 226 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 21 . . 224 



<400> 1511 



1015 



tgaaagattt ccaggaccta atg ctt gcc agt rrg gag ctg act gcc aaa cga 53 

Met Leu Ala Ser Xaa Glu Leu Thr Ala Lys Arg 
15 10 

egg aag caa cag aaa gtt tgg atg tgg aat etc att cag gaa agt gtg 101 

Arg Lys Gin Gin Lys Val Trp Met Trp Asn Leu lie Gin Glu Ser Val 
15 20 25 

tta gag cat ttc agg acc cac ccc aca gtc egg gaa cag att cca ctt 149 

Leu Glu His Phe Arg Thr His Pro Thr Val Arg Glu Gin lie Pro Leu 
30 35 40 

ctg gaa caa aag gtt etc att ggg gee ctg tec cca gga eta gca gca 197 

Leu Glu Gin Lys Val Leu lie Gly Ala Leu Ser Pro Gly Leu Ala Ala 
45 50 55 

gae ttc ttg tta aaa get ttt aaa age ag 226 

Asp Phe Leu Leu Lys Ala Phe Lys Ser 

60 65 

<210> 1512 

<211> 599 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 202 . . 597 



<400> 1512 

gtcagttggt cacgtggttg ttcggagcgg gcgageggag ttageagggc tttactgcag 60 
agcgcgecgg gcactccage gacegtgggg atcagcgtag gtgagctgtg gecttttgeg 12 0 
aggtgctgca gccatagcta cgtgcgttcg ctacgaggat tgagcgtctc eacccatett 180 
etgtgcttca ceatctacat a atg aat ccc agt atg aag cag aaa caa gaa 231 

Met Asn Pro Ser Met Lys Gin Lys Gin Glu 
15 10 
gaa ate aaa gag aat ata aag aat agt tet gtc cca aga aga act ctg 279 
Glu He Lys Glu Asn He Lys Asn Ser Ser Val Pro Arg Arg Thr Leu 

15 20 25 

aag atg att cag cet tet gca tet gga tet ctt gtt gga aga gaa aat 327 
Lys Met He Gin Pro Ser Ala Ser Gly Ser Leu Val Gly Arg Glu Asn 

30 35 40 

gag ctg tec gca gge ttg tec aaa agg aaa cat egg aat gac cac tta 375 
Glu Leu Ser Ala Gly Leu Ser Lys Arg Lys His Arg Asn Asp His Leu 

45 50 55 

aca tet aca act tec age cet ggg gtt att gtc cca gaa tet agt gaa 423 
Thr Ser Thr Thr Ser Ser Pro Gly Val He Val Pro Glu Ser Ser Glu 

60 65 70 

aat aaa aat ctt gga gga gtc acc cag gag tea ttt gat ctt atg att 471 
Asn Lys Asn Leu Gly Gly Val Thr Gin Glu Ser Phe Asp Leu Met He 
75 80 85 90 

aaa gaa aat cca tec tet cag tat tgg aag gaa gtg gca gaa aaa egg 519 
Lys Glu Asn Pro Ser Ser Gin Tyr Trp Lys Glu Val Ala Glu Lys Arg 

95 100 105 

aga aag geg ctg tat gaa gea ctt aag gmn aat gag aaa ctt cat aaa 567 
Arg Lys Ala Leu Tyr Glu Ala Leu Lys Xaa Asn Glu Lys Leu His Lys 
110 115 120 



1016 



gaa att gaa caa aag gac aat gaa att gcc eg 599 
Glu lie Glu Gin Lys Asp Asn Glu lie Ala 
125 130 

<210> 1513 
<211> 442 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 45 . .440 



<400> 1513 

attgtttttt aattactagt cttctgtgct tcaccatcta cata atg aat ccc agt 56 

Met Asn Pro Ser 
1 

atg aag cag aaa caa gaa gaa ate aaa gag aat ata aag aat agt tet 104 

Met Lys Gin Lys Gin Glu Glu lie Lys Glu Asn lie Lys Asn Ser Ser 

5 10 15 20 

gte eea aga aga aet etg aag atg att eag cet tet gea tct gga tet 152 

Val Pro Arg Arg Thr Leu Lys Met He Gin Pro Ser Ala Ser Gly Ser 

25 30 35 

ett gtt gga aga gaa aat gag etg tec gea ggc ttg tec aaa agg aaa 200 
Leu Val Gly Arg Glu Asn Glu Leu Ser Ala Gly Leu Ser Lys Arg Lys 

40 45 50 

eat egg aat gae cae tta aea tct aea act tee age cet ggg gtt att 248 
His Arg Asn Asp His Leu Thr Ser Thr Thr Ser Ser Pro Gly Val He 

55 60 65 

gte cca gaa tet agt gaa aat aaa aat ett gga gga gte ace eag gag 296 
Val Pro Glu Ser Ser Glu Asn Lys Asn Leu Gly Gly Val Thr Gin Glu 

70 75 80 

tea ttt gat ett atg att aaa gaa aat cca tec tct cag tat tgg aag 344 
Ser Phe Asp Leu Met He Lys Glu Asn Pro Ser Ser Gin Tyr Trp Lys 
85 90 95 100 

gaa gtg gea gaa aaa egg aga aag geg etg tat gaa gea ett aag gmn 3 92 

Glu Val Ala Glu Lys Arg Arg Lys Ala Leu Tyr Glu Ala Leu Lys Xaa 

105 110 115 

aat gag aaa ett eat aaa gaa att gaa caa aag gae aat gaa att gee 440 
Asn Glu Lys Leu His Lys Glu He Glu Gin Lys Asp Asn Glu He Ala 

120 125 130 

eg 442 

<210> 1514 

<211> 731 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 334 . . 729 



1017 



<400> 1514 

gtcagttggt cacgtggttg ttcggagcgg gcgagcggag ttagcagggc tttactgcag 60 
agcgcgccgg gcactccagc gaccgtgggg atcagcgtag gtgagctgtg gccttttgcg 12 0 
aggtgctgca gccatagcta cgtgcgttcg ctacgaggat tgagcgtctc cacccagtaa 180 
gtgggcaaga ggcggcagga agtgggtacg caggggcgca aggcgcacag cctctagacg 24 0 
actcgctttc cctccggcca acctctgaag ccgcgtccta ctttnacagc tgcagggccg 300 
cggcctggtc ttctgtgctt caccatctac ata atg aat ccc agt atg aag cag 354 

Met Asn Pro Ser Met Lys Gin 
1 5 

aaa caa gaa gaa ate aaa gag aat ata aag aat agt tct gtc cca aga 402 
Lys Gin Glu Glu lie Lys Glu Asn lie Lys Asn Ser Ser Val Pro Arg 

10 15 20 

aga act ctg aag atg att cag cct tct gca tct gga tct ctt gtt gga 450 
Arg Thr Leu Lys Met lie Gin Pro Ser Ala Ser Gly Ser Leu Val Gly 

25 30 35 

aga gaa aat gag ctg tec gca ggc ttg tec aaa agg aaa cat egg aat 4 98 

Arg Glu Asn Glu Leu Ser Ala Gly Leu Ser Lys Arg Lys His Arg Asn 
40 45 50 55 

gac cac tta aca tct aca act tec age cct ggg gtt att gtc cca gaa 546 
Asp His Leu Thr Ser Thr Thr Ser Ser Pro Gly Val lie Val Pro Glu 
60 65 70 

n agt gaa aat aaa aat ctt gga gga gtc ace cag gag tea ttt gat 594 

W Ser Ser Glu Asn Lys Asn Leu Gly Gly Val Thr Gin Glu Ser Phe Asp 
•fi 75 80 85 

ctt atg att aaa gaa aat cca tec tct cag tat tgg aag gaa gtg gca 642 
^ Leu Met lie Lys Glu Asn Pro Ser Ser Gin Tyr Trp Lys Glu Val Ala 

90 95 100 

Q gaa aaa egg aga aag geg ctg tat gaa gca ctt aag gmn aat gag aaa 690 
Glu Lys Arg Arg Lys Ala Leu Tyr Glu Ala Leu Lys Xaa Asn Glu Lys 

LT; 105 110 115 

ctt cat aaa gaa att gaa caa aag gac aat gaa att gee eg 731 
J Leu His Lys Glu lie Glu Gin Lys Asp Asn Glu He Ala 
120 125 130 



1^ 



<210> 1515 

<211> 285 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 10 . . 285 



<400> 1515 

gttetataa atg ygt cac aag aat ggc ttc cct cag gaa ggc ggc att ace 51 
Met Xaa His Lys Asn Gly Phe Pro Gin Glu Gly Gly He Thr 
15 10 
get gee ttt ctg cag aaa agg aaa eta agg etc age aag aac cam cgc 99 
Ala Ala Phe Leu Gin Lys Arg Lys Leu Arg Leu Ser Lys Asn Xaa Arg 
15 20 25 30 

cca gee aga gyc aag gtc aca gag cac gtc cgt ggc acg cgt cca ggg 147 
Pro Ala Arg Xaa Lys Val Thr Glu His Val Arg Gly Thr Arg Pro Gly 
35 40 45 



1018 



teg 


tgc 


cac 


rgc 


agg 


rcc 


ggy 


ngc 


tte 


gga 


egc 


ggg 


cak 


ecg 


ggt 


ccc 


Ser 


Cys 


His 


Xaa 


Arg 


Xaa 


Gly Xaa 


Phe 


Gly Arg 


Gly Xaa 


Pro 


Gly 


Pro 








50 










55 










60 






wtn 


gny 


ttg 


aca 


gat 


ggg 


gaa 


aec 


gag 


gee 


egg 


eeg 


get 


gee 


gar 


get 


Xaa 


Xaa 


Leu 


Thr 


Asp 


Gly 


Glu 


Thr 


Glu 


Ala 


Arg 


Pro 


Ala 


Ala 


Glu 


Ala 






65 










70 










75 








cct 


cgc 


acc 


tac 


ccc 


age 


aac 


kea 


aat 


tea 


cca 


cct 


egg 


aet 






Pro 


Arg 


Thr 


Tyr 


Pro 


Ser 


Asn 


Xaa 


Asn 


Ser 


Pro 


Pro 


Arg 


Thr 







80 85 90 



<210> 1516 

<211> 406 

<212> DMA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 111 . .404 



<400> 1516 

gagatcaaag ggcgtcgeec aaagegggac aggtccagcg gttgttctgt gtgaagtegc 60 
W gcggetteea eccaegcagk ttctaagtga aggceagaaa ctegctcgee atg teg 116 

Met Ser 

m 1 

bH get gca gag gcg ggg ggt gtt tte cac aga gee agg ggc agg ace ctg 164 
^ Ala Ala Glu Ala Gly Gly Val Phe His Arg Ala Arg Gly Arg Thr Leu 

f^z ^ 10 15 

^ gcc gcg ttt ccc gca gaa aag gaa age gaa tgg aaa ggc cca tte tac 212 
1,-^ Ala Ala Phe Pro Ala Glu Lys Glu Ser Glu Trp Lys Gly Pro Phe Tyr 

20 25 30 

j tte ate ctg ggc gca gac cca eag ttt ggg ctg ate aag gee tgg tec 260 
y Phe He Leu Gly Ala Asp Pro Gin Phe Gly Leu He Lys Ala Trp Ser 
O ^5 40 45 50 

act ggg gac tgt gac aat ggc ggt gac gaa tgg gaa eag gag ate cgt 308 
Thr Gly Asp Cys Asp Asn Gly Gly Asp Glu Trp Glu Gin Glu He Arg 

SB 60 65 

eta act gag caa gcc gtc eag gee ate aac aag ctg aac ccc aaa ccc 356 
Leu Thr Glu Gin Ala Val Gin Ala He Asn Lys Leu Asn Pro Lys Pro 

70 75 80 

aaa tte tte gtt ctg tgc ggc gac etc ate cac gcc atg cca ggg aag 404 
Lys Phe Phe Val Leu Cys Gly Asp Leu He His Ala Met Pro Gly Lys 
85 90 95 

cc 



<210> 1517 

<211> 372 

<212> DNA 

<213> Homo sapiens 



406 



<220> 
<221> CDS 
<222> 164 . .370 



1019 



: 

1^ 



<400> 1517 

gtagttagta aggagccgga tgattgcctc agcaggtgtg aagcgtgtgc tttagtttcg 60 
tgggaggcct ggcatccccg agagggaggg gaaaggtaac cactcctttg tggaggtcgc 12 0 
cagggtcatt gtcgtggatt tgcacagtcg gctgggcggt gca atg gcg gaa aga 175 

Met Ala Glu Arg 

1 

aaa gga aca gcc aaa gtg gac ttt ttg aag aag att gag aaa gaa ate 223 

Lys Gly Thr Ala Lys Val Asp Phe Leu Lys Lys He Glu Lys Glu He 

5 10 15 20 

caa cag aaa tgg gat act gag aga gtg ttt gag gtc aat gca tct aat 271 

Gin Gin Lys Trp Asp Thr Glu Arg Val Phe Glu Val Asn Ala Ser Asn 

25 30 35 

tta gag aaa cag acc age aag ggc aag tat ttt gta acc ttc cca tat 319 
Leu Glu Lys Gin Thr Ser Lys Gly Lys Tyr Phe Val Thr Phe Pro Tyr 

40 45 50 

cca tat atg aat gga cgc ctt cat ttg gga cac acg ttt tct tta tec 367 
Pro Tyr Met Asn Gly Arg Leu His Leu Gly His Thr Phe Ser Leu Ser 

55 60 65 

aaa tg 372 
Lys 

<210> 1518 

<211> 465 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 87 . .464 



<400> 1518 

cccgcctcaa aggaagaaga gtccaccttg cgaccgtatc cgctagcgcg gcctgggatg 60 
cgcttgggct ccctgttcgt tcccac atg cag ggc age aca agg aga atg ggc 113 

Met Gin Gly Ser Thr Arg Arg Met Gly 

1 5 

gtc atg act gat gtc cac egg cgc ttc etc cag ttg ctg atg acc cat 161 

Val Met Thr Asp Val His Arg Arg Phe Leu Gin Leu Leu Met Thr His 

10 15 20 25 

ggc gtg eta gag gaa tgg gac gtg aag cgc ttg cag acg cac tgc tac 209 

Gly Val Leu Glu Glu Trp Asp Val Lys Arg Leu Gin Thr His Cys Tyr 

30 35 40 

aag gtc cat gac cgc aat gcc acc gta gat aag ttg gag gac ttc ate 257 
Lys Val His Asp Arg Asn Ala Thr Val Asp Lys Leu Glu Asp Phe He 

45 50 55 

aac aac att aac agt gtc ttg gag tec ttg tat att gag ata aag aga 305 
Asn Asn He Asn Ser Val Leu Glu Ser Leu Tyr He Glu He Lys Arg 

60 65 70 

gga gtc acg gaa gat gat ggg aga cec att tat gcg ttg gtg aat ctt 353 
Gly Val Thr Glu Asp Asp Gly Arg Pro He Tyr Ala Leu Val Asn Leu 

75 80 85 

get aca act tea att tee aaa atg get aeg gat ttt gca gag aat gaa 401 
Ala Thr Thr Ser He Ser Lys Met Ala Thr Asp Phe Ala Glu Asn Glu 



1020 



90 95 100 105 

ctg gat ttg ttt aga aag get ctg gaa ctg att att gac tea gaa ace 449 

Leu Asp Leu Phe Arg Lys Ala Leu Glu Leu lie lie Asp Ser Glu Thr 

110 115 120 

ggc ttt geg tct tee a 465 
Gly Phe Ala Ser Ser 
125 

<210> 1519 
<211> 441 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 188. 



.439 



: : 



<400> 1519 

acaagtatgt tacgatggct cgattgcttt tgcctagcgg 
agcaccaaat aaeeaaggaa aaggaagtga gttaggacgt 
gagtgctgag atttgggagt ctgegctagg eccgettgga 
tteactc atg ttt gca eec gcg gtg atg cgt get 

Met Phe Ala Pro Ala Val Met Arg Ala 

1 5 
act etc ggc tat gga gtc ccc atg ttg atg gat 
Thr Leu Gly Tyr Gly Val Pro Met Leu Met Asp 
15 20 25 

aaa ctg aaa gag aat aaa ata tct tta gag teg 
Lys Leu Lys Glu Asn Lys lie Ser Leu Glu Ser 

35 40 
aaa gae tee aag ttt gat gac tgg aag aat att 
Lys Asp Ser Lys Phe Asp Asp Trp Lys Asn lie* 

50 55 
tgg gaa gat cet gac etc etc caa gga aga ate 
Trp Glu Asp Pro Asp Leu Leu Gin Gly Arg lie 

65 70 
eta aga caa ctt gac tct gc 
Leu Arg Gin Leu Asp Ser 
80 



aaaeeattea ctaaggaecg 
actcgtcttg gtgagagcgt 
gttctgagcc gatggaagag 
ttt egc aag aac aag 
Phe Arg Lys Asn Lys 
10 

cet gag ctt gaa aaa 
Pro Glu Leu Glu Lys 
30 

gaa tat gag aaa ate 
Glu Tyr Glu Lys lie 
45 

^9^ 99^ ccc agg cet 
Arg Gly Pro Arg Pro 
60 

cag aaa gee tta aga 
Gin Lys Ala Leu Arg 
75 



60 
120 
180 
229 



277 



325 



373 



421 



441 



<210> 1520 

<211> 314 

<212> DMA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 21 . .314 



<400> 1520 

atggttcega gggcaggact atg gga ggc tgc cet gta egg aaa aga aga aga 

Met Gly Gly Cys Pro Val Arg Lys Arg Arg Arg 



53 



1021 



15 10 
aat ggc agt aaa gag ggc aac cat cat tec acc cag ccc aaa agg aat 101 
Asn Gly Ser Lys Glu Gly Asn His His Ser Thr Gin Pro Lys Arg Asn 

15 20 25 

aag aga aac cct ate ttt cag gat tct caa gat aca gag gta ttt tea 149 
Lys Arg Asn Pro He Phe Gin Asp Ser Gin Asp Thr Glu Val Phe Ser 

30 35 40 

tgg agt gat aat gaa agg age age age egc att aat ate cca gag aga 197 
Trp Ser Asp Asn Glu Arg Ser Ser Ser Arg He Asn He Pro Glu Arg 

45 50 55 

gca agt gga cca gaa ggc aac tta aac cag att gtt act gaa ccc gat 245 
Ala Ser Gly Pro Glu Gly Asn Leu Asn Gin He Val Thr Glu Pro Asp 
60 65 70 75 

gca aac ttt ccc cag ttc ttg cat gag ggg tat gta cca tge caa ggt 293 
Ala Asn Phe Pro Gin Phe Leu His Glu Gly Tyr Val Pro Cys Gin Gly 

80 85 90 

ett tac tec cat ate aac cag 214 
Leu Tyr Ser His He Asn Gin 
95 

<210> 1521 

<211> 404 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 178 . .402 



<400> 1521 

ateattacge getcttaagg tttctccgtg gtgttttgga aggtccegge aeggctaccg 60 
tcgeceeacg ctaggaaatt ttttttttat ttteaaeett tgttacatag caetgaggct 120 
acaagatcat agttcattta aagcccccat ccctgeaagg tggtgcttte taccaat 177 
atg aat ett ttc aac ctg gae cgt ttt cgc ttt gag aaa agg aat aag 225 
Met Asn Leu Phe Asn Leu Asp Arg Phe Arg Phe Glu Lys Arg Asn Lys 
15 10 15 

att gag gaa gcg ccc gaa gca acc cct caa cct tec cag cct ggc cct 273 
He Glu Glu Ala Pro Glu Ala Thr Pro Gin Pro Ser Gin Pro Gly Pro 

20 25 30 

tct tea cca att tct ett agt get gaa gag gag aat get gaa ggg gam 321 
Ser Ser Pro He Ser Leu Ser Ala Glu Glu Glu Asn Ala Glu Gly Xaa 

35 40 45 

gtt age agg gca aac act cct gat tea gat ata act gaa aaa aca gaa 369 
Val Ser Arg Ala Asn Thr Pro Asp Ser Asp He Thr Glu Lys Thr Glu 

50 55 60 

gat tct agt gtt cca gaa act cca gat amt gaa ag 404 
Asp Ser Ser Val Pro Glu Thr Pro Asp Xaa Glu 
65 70 75 



<210> 1522 
<211> 421 
<212> DNA 

<213> Homo sapiens 



1022 



<220> 
<221> CDS 
<222> 12 . .419 



<400> 1522 

accttagcaa g atg gcg get ccc tgg gcg tec ctg cgc ctg gtc gcc ccc 50 
Met Ala Ala Pro Trp Ala Ser Leu Arg Leu Val Ala Pro 
15 10 
^tg tgg aat ggg cgt ate agg ggc ate cat cgc ctg ggt gcg gca gtg 98 
Met Trp Asn Gly Arg He Arg Gly He His Arg Leu Gly Ala Ala Val 

15 20 25 

gcc eca gag ggc agt cag aag aag aaa agg aca ata etc cag ttc ctg 146 
Ala Pro Glu Gly Ser Gin Lys Lys Lys Arg Thr He Leu Gin Phe Leu 
30 35 40 45 

acc aac tat ttc tac gat gtg gag get ctg agg gat tac ttg etc caa 194 
Thr Asn Tyr Phe Tyr Asp Val Glu Ala Leu Arg Asp Tyr Leu Leu Gin 

50 55 60 

agg gag atg tac aag gtg cat gag aaa aat egg ttt cga gac aag gag 242 
Arg Glu Met Tyr Lys Val His Glu Lys Asn Arg Phe Arg Asp Lys Glu 

65 70 75 

tgg ate agg eca gat aag tat ggc cat ttc tct cag gag ttc tgg aat 290 
Trp He Arg Pro Asp Lys Tyr Gly His Phe Ser Gin Glu Phe Trp Asn 

80 85 90 

ttc tgt gaa gtg ect gtc gaa get gtg gat gcc ggt gac tgt gac ate 338 
Phe Cys Glu Val Pro Val Glu Ala Val Asp Ala Gly Asp Cys Asp He 

95 100 105 

aac tac gag ggc ctg gat aac etc etc cgc ctg aag gag etc cag tec 386 
Asn Tyr Glu Gly Leu Asp Asn Leu Leu Arg Leu Lys Glu Leu Gin Ser 
110 115 120 125 

ttg teg ctg cag cgc tge tec cae gtg gac gac tg 421 
Leu Ser Leu Gin Arg Cys Ser His Val Asp Asp 
130 135 

<210> 1523 
<211> 461 
<212> DNA 

< 2 1 3 > Homo s ap i ens 

<220> 
<221> CDS 
<222> 165 . .461 



<400> 1523 

agtggaataa cececttctg aaaaatggtt teacccgetc cgtctetaga aegggteggg 60 
ccgetaccac tgtccggccc ggaggggaac tgttttctcc ggaagtgaca acacgetgac 120 
taggaaaagg aggaggcggg gcagtggggc ettcggcggc gact atg gaa gga gcc 176 

Met Glu Gly Ala 

1 

ggc tac agg gtg gtg ttt gag aag ggc gga gtg tac ctg cae acc age 224 
Gly Tyr Arg Val Val Phe Glu Lys Gly Gly Val Tyr Leu His Thr Ser 
5 10 15 20 



1023 



iU 



get 


aag 


aag 


tat 


eag 


gac 


ega 


gac 


tct 


etc 


ate 


get 


ggt 


gtc 


ate 


egt 


Ala 


Lys 


Lys 


Tyr 


Gin 


Asp 


Arg 


Asp 


Ser 


Leu 


He 


Ala 


Gly 


Val 


He 


Arg 










25 










30 










35 




gtc 


gtg 


gaa 


aag 


gae 


aat 


gae 


gtc 


etc 


ctg 


cae 


tgg 


get 


cct 


gta 


gag 


Val 


Val 


Glu 


Lys 


Asp 


Asn 


Asp 


Val 


Leu 


Leu 


His 


Trp 


Ala 


Pro 


Val 


Glu 








40 










45 










50 






gag 


get 


gga 


gat 


tec 


ace 


caa 


ate 


etc 


tte 


tee 


aag 


aag 


gac 


tec 


agt 


Glu 


Ala 


Gly 


Asp 


Ser 


Thr 


Gin 


lie 


Leu 


Phe 


Ser 


Lys 


Lys 


Asp 


Ser 


Ser 






55 










60 










65 








ggg 


ggt 


gac 


tea 


tgt 


get 


tet 


gag 


gag 


gaa 


eca 


ace 


ttt 


gac 


cec 


gge 


Gly 


Gly 


Asp 


Ser 


Cys 


Ala 


Ser 


Glu 


Glu 


Glu 


Pro 


Thr 


Phe 


Asp 


Pro 


Gly 




70 










75 










80 










tat 


gaa 


cct 


gan 


rgg 


get 


gtc 


ate 


age 


act 


gtg 


egg 


cea 


eag 


mns 




Tyr 


Glu 


Pro 


Xaa 


Xaa 


Ala 


Val 


He 


Ser 


Thr 


Val 


Arg 


Pro 


Gin 


Xaa 




85 










90 










95 













272 



320 



368 



416 



461 



<210> 1524 

<211> 290 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 128 . .289 



<400> 1524 

gtgagagttc ceeatetgag gegtttgttg eagctacetg eacttctaga tgctcceeag 60 
gttcatcctg tgtegtctec cccacctacc agteatctte ttgtgagccc tgggettagg 120 
agtcace atg gca act gaa gag tte ate ate cgc ate cec eca tac cac 169 

Met Ala Thr Glu Glu Phe He He Arg He Pro Pro Tyr His 

15 10 
tat ate eat gtg ctg gac eag aae age aae gtg tee egt gtg gag gtc 217 
Tyr He His Val Leu Asp Gin Asn Ser Asn Val Ser Arg Val Glu Val 
15 20 25 30 

ggg cea aag ace tac ate egg eag gae aat gag agg gta ctg ttt gee 265 
Gly Pro Lys Thr Tyr He Arg Gin Asp Asn Glu Arg Val Leu Phe Ala 

35 40 45 

cec atg cgc atg gtg ace gtc cec e 290 
Pro Met Arg Met Val Thr Val Pro 
50 

<210> 1525 

<211> 510 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 223. .510 



<400> 1525 

atagattggm aeregctggt gagetggcae eetccgctte gectgetcte ccetectetc 60 



1024 



9^ 0 



tgcgcatctt ccccctagca cagagaagag agtacagcag 
gggctgggaa ggtggagtga ggacgcagag acctagagcc 
gaggcagccc agccgtaggg ccagacccgg gaaaaggaga 





aag 


gat 


gcc 


cgc 


tat 


acc 


aat 


ggg 


cac 


etc 


ttc 


acc 




Lys 


Asp 


Ala 


Arg 


Tyr 


Thr 


Asn 


Gly 


His 


Leu 


Phe 


Thr 




5 










10 










15 






tea 


ggc 


atg 


ace 


atg 


tge 


tat 


gee 


tgt 


rae 


aag 


age 




Ser 


Gly 


Met 


Thr 


Met 


"Cys 


Tyr 


Ala 


Cys 


Xaa 


Lys 


Ser 












25 










30 








gaa 


gcc 


etc 


ate 


tge 


cea 


acc 


tge 


aat 


gtg 


act 


ate 




Glu 


Ala 


Leu 


He 


Cys 


Pro 


Thr 


Cys 


Asn 


Val 


Thr 


He 










40 










45 










aaa 


gac 


acc 


etc 


gcc 


aac 


tgt 


acc 


aag 


gtc 


aag 


cag 




Lys 


Asp 


Thr 


Leu 


Ala 


Asn 


Cys 


Thr 


Lys 


Val 


Lys 


Gin 








55 










60 












gcg 


gcc 


ctg 


ctg 


aag 


aac 


aac 


acc 


gcc 


ttg 


cag 


tec 




Ala 


Ala 


Leu 


Leu 


Lys 


Asn 


Asn 


Thr 


Ala 


Leu 


Gin 


Ser 






70 










75 










80 


ii n 


agt 


aag 


aca 


acc 


ate 


egg 


gag 


egg 


cea 


age 


teg 


gcc 




Ser 


Lys 


Thr 


Thr 


He 


Arg 


Glu 


Arg 


Pro 


Ser 


Ser 


Ala 


ill 


85 










90 










95 
































<210> 1526 






















<211> 332 






















<212> DNA 





















ctcgggggtg agcagagcta 
agggagatga gtggeaacag 
ag atg aag gaa gcc 

Met Lys Glu Ala 

1 



20 



65 



35 



50 



120 
180 
234 



282 



330 



378 



426 



474 



510 



<213> Homo sapiens 



<220> 
<221> CDS 
<222> 135. 



.332 



<400> 1526 

cttcctaaat agaggggcet gggaaactga aatgcccaca 
gcageeagct ggaaggacat teaggtaece gggtaggcte 
gcttcctctc gggc atg acc gga aag gcc aag acc 
Met Thr Gly Lys Ala Lys Thr 
1 5 
atg aag gaa gee aag gat gcc cgc tat acc aat 
Met Lys Glu Ala Lys Asp Ala Arg Tyr Thr Asn 

15 20 
ace att tea gtt tea ggc atg acc atg tge tat 
Thr He Ser Val Ser Gly Met Thr Met Cys Tyr 

30 35 
ate aca gcc aag gaa gcc etc ate tge cea acc 
He Thr Ala Lys Glu Ala Leu He Cys Pro Thr 



tccaggaagt cetaggaget 
cteectgega eagaccttca 
egg gaa aag gag aag 
Arg Glu Lys Glu Lys 
10 

eac etc ttc ace 



ggg 

Gly His 
25 
tgt 



Leu Phe Thr 

aac aag age 
Ser 



45 50 
cac aac cgc tgt aaa gac 
His Asn Arg Cys Lys Asp 
65 



55 



gcc 

Ala Cys Asn Lys 
40 

tge aat gtg act ate 
Cys Asn Val Thr He 
60 



60 
120 
170 



218 



266 



314 



332 



<210> 1527 



1025 




<211> 457 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 64 . .456 



<400> 1527 

ctctctctgc cgggttccgg gaaaaggagc tcctgctgcc actgctcttc cggagcctgc 60 





age 


acg 


ggg 


cce 


etg 


eeg 


egc 


ace 


gtg 


gag 


etc 


ttc 


tat 


gae 


gtg 


etg 


108 






Mec 


Cjiy 


Pro 


Leu 


Pro 


Arg 


Thr 


Val 


Glu 


Leu 


Phe 


Tyr 


Asp 


Val 


Leu 








1 








5 










10 










15 






tec 


ccc 


tae 


tec 


tgg 


etg 


ggc 


ttc 


gag 


ate 


etg 


tgc 


egg 


tat 


cag 


aat 


156 




Ser 


Pro 


Tyr 


Ser 


Trp 
20 


Leu 


Gly 


Phe 


Glu 


He 
25 


Leu 


Cys 


Arg 


Tyr 


Gin 
30 


Asn 






ate 


tgg 


aac 


ate 


aac 


etg 


eag 


ttg 


egg 


cce 


age 


etc 


ata 


aca 


ggg 


ate 


204 




He 


Trp 


Asn 


He 


Asn 


Leu 


Gin 


Leu 


Arg 


Pro 


Ser 


Leu 


He 


Thr 


Gly 


He 












35 










40 










45 








yi 


atg 


aaa 


gae 


agt 


gga 


aae 


aag 


eet 


eca 


ggt 


etg 


ett 


ccc 


egc 


aaa 


gga 


252 




Met 


Lys 


Asp 


Ser 


Gly Asn 


Lys 


Pro 


Pro 


Gly 


Leu 


Leu 


Pro 


Arg 


Lys 


Gly 










50 










55 










60 












eta 


tae 


atg 


gca 


aat 


gac 


tta 


aag 


etc 


etg 


aga 


cac 


cat 


etc 


cag 


att 


300 




Leu 


Tyr 


Met 


Ala 


Asn 


Asp 


Leu 


Lys 


Leu 


Leu 


Arg 


His 


His 


Leu 


Gin 


He 








65 










70 










75 














eee 


ate 


cac 


ttc 


cce 


aag 


gat 


ttc 


ttg 


tet 


gtg 


atg 


ett 


gaa 


aaa 


gga 


348 




Pro 


He 


His 


Phe 


Pro 


Lys 


Asp 


Phe 


Leu 


Ser 


Val 


Met 


Leu 


Glu 


Lys 


Gly 






80 










85 










90 










95 






agt 


ttg 


tet 


gee 


atg 


egt 


ttc 


etc 


aec 


gee 


gtg 


aac 


ttg 


gag 


eat 


eca 


396 




Ser 


Leu 


Ser 


Ala 


Met 


Arg 


Phe 


Leu 


Thr 


Ala 


Val 


Asn 


Leu 


Glu 


His 


Pro 














100 










105 










110 








gag 


atg 


etg 


gag 


aaa 


gcg 


tec 


egg 


gag 


etg 


tgg 


atg 


cgc 


gtc 


tgg 


tea 


444 




Glu 


Met 


Leu 


Glu 


Lys 


Ala 


Ser 


Arg 


Glu 


Leu 


Trp 


Met 


Arg 


Val 


Trp 


Ser 






agg 
Arg 


aat 
Asn 


gaa 
Glu 


115 
gae 
Asp 


a 








120 










125 






457 



130 



<210> 1528 
<211> 402 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 220 . .402 



<400> 1528 

gacgtasatc tcatgtgacc aggagtcgac gtrtgeagaa stcctggtaa tctggtcctt 60 

gttccegtet ggataeeagc ttccttcagc agcgeaggcg gtggtccetg aggecegtgg 120 

aaggagteaa aettgeggga attttgeaga agteattgta tteaaagaag aataagcaag 180 

aaagaaaaga aggaaggaag agaggtagac agataeaag atg aaa tee tgt eaa 234 



1026 



aaa atg gaa gga aaa cca gaa aat gag 
Lys Met Glu Gly Lys Pro Glu Asn Glu 
10 

gag cca aag cct gag gaa aag cca gaa 
Glu Pro Lys Pro Glu Glu Lys Pro Glu 

25 30 
gag gcc aaa gca aaa gga act ttt aga 
Glu Ala Lys Ala Lys Gly Thr Phe Arg 

40 45 
cag gag ttt aaa gaa gat atr mwc 
Gin Glu Phe Lys Glu Asp Xaa Xaa 
55 60 



Met Lys Ser Cys Gin 

1 5 
agt gar cca aag cat gag gaa 282 
Ser Glu Pro Lys His Glu Glu 
15 20 
gag gag gag aag eta gag gag 330 
Glu Glu Glu Lys Leu Glu Glu 
35 

gaa agg ctg att caa tct etc 378 
Glu Arg Leu lie Gin Ser Leu 
50 

402 



<210> 1529 
<211> 396 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 199. .396 



<400> 1529 
atcatttcag 
gctggtgtga 
tccccagcac 
cttagggaat 



ccc tec ttc 
Pro Ser Phe 

etc agg aag 
Leu Arg Lys 
30 

ccc cag gcc 
Pro Gin Ala 
45 

tac ate tat 
Tyr lie Tyr 
60 



ecctgacacc aaggcaggag gctaggaggt 
acaeaggggg taetgggggg gcttagcccc 
caccatcaag gcctegaggc teccagctcc 
cccgaacg atg aca gaa aag gag gtg 
Met Thr Glu Lys Glu Val 
1 5 
cca gca gag act egg caa agt ggg 
Pro Ala Glu Thr Arg Gin Ser Gly 
15 20 
ggt tct aca ggg aca aag gag atg 
Gly Ser Thr Gly Thr Lys Glu Met 
35 

aat ggg gag gca gtg gga get ggg 
Asn Gly Glu Ala Val Gly Ala Gly 
50 

gag gaa gag gaa 
Glu Glu Glu Glu 
65 



ctacaaatag cgactgggta 
caaggaagag gaccagtttt 
etctaeagee tgtggactga 
ctg gag tec cct aag 
Leu Glu Ser Pro Lys 
10 

egg eta aag cag tta 
Arg Leu Lys Gin Leu 
25 

gaa ctt ccc cca gag 
Glu Leu Pro Pro Glu 
40 

ggt ggg ccc ate tac 
Gly Gly Pro lie Tyr 
55 



60 
120 
180 
231 



279 



327 



375 



396 



<210> 1530 
<211> 379 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 97 . .378 
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«^ 0 



<400> 1530 

atagggaggc ggctgaacaa ggttgtgggg gtaggaagct agggttagag gcaacccgtg 60 
aggctagaac cccgaacgtg gtcggttgga gmaaat atg tec etc egg agg cae 114 

Met Ser Leu Arg Arg His 
1 5 

att ggg aac cet gag tat ctg atg aaa agg ata eea eag aae eca aga 162 
He Gly Asn Pro Glu Tyr Leu Met Lys Arg He Pro Gin Asn Pro Arg 

10 15 20 

tac cag cat ate aaa tea aga ctg gac act ggt aac agt atg act aaa 210 
Tyr Gin His He Lys Ser Arg Leu Asp Thr Gly Asn Ser Met Thr Lys 

25 30 35 

tat act gag aag etc gaa gag att aag aaa aat tat aga tac aaa aaa 258 
Tyr Thr Glu Lys Leu Glu Glu He Lys Lys Asn Tyr Arg Tyr Lys Lys 

40 45 50 

gat gag ctt ttc aag aga eta aaa gtt aca act ttt gee cag ctg ate 306 
Asp Glu Leu Phe Lys Arg Leu Lys Val Thr Thr Phe Ala Gin Leu He 
55 60 65 70 

ate caa gtt get tee etc tet gat caa aca ctg gaa gtg aca get gag 354 
He Gin Val Ala Ser Leu Ser Asp Gin Thr Leu Glu Val Thr Ala Glu 

75 80 85 

gag att caa agg ctg gaa gac aat g 379 
Glu He Gin Arg Leu Glu Asp Asn 
90 





<210> 


1531 




<211> 


417 


ru 


<212> 
<213> 


DNA 
Homo 




<220> 






<221> 


CDS 




<222> 


52 . . 









<400> 1531 

ettegtttee ttggcaaegc agtaeaeaag tgetagcect ageagctcgc g atg tge 57 

Met Cys 
1 

ttc age aga gea gac get geg gat aae tac cet ttt gga aca tgt caa 105 
Phe Ser Arg Ala Asp Ala Ala Asp Asn Tyr Pro Phe Gly Thr Cys Gin 

5 10 15 

eag agg aaa ctt ttt cet cae ttc eat ecc ceg aat ttg att ggg aac 153 
Gin Arg Lys Leu Phe Pro His Phe His Pro Pro Asn Leu He Gly Asn 

20 25 30 

aag ttt gte cet ctt agg gga tea ecc cae aga ggg cet ggg tgt tat 201 
Lys Phe Val Pro Leu Arg Gly Ser Pro His Arg Gly Pro Gly Cys Tyr 
35 40 45 50 

ttt tea gat gga tat gge ttg gea tac gac tta tet aag ate eea ace 249 
Phe Ser Asp Gly Tyr Gly Leu Ala Tyr Asp Leu Ser Lys He Pro Thr 

55 60 65 

agt ata aaa gga tat act ttg gga gee aga aca get gtg agg ttt aag 297 
Ser He Lys Gly Tyr Thr Leu Gly Ala Arg Thr Ala Val Arg Phe Lys 
70 75 80 
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cca ata cag aag gaa atg aca cct cat gca ggc agg tac cag aac gta 345 
Pro lie Gin Lys Glu Met Thr Pro His Ala Gly Arg Tyr Gin Asn Val 

85 90 95 

agt cct cag cag gaa maa cac aaa caa aat ttt get cca ttt aat gtc 393 
Ser Pro Gin Gin Glu Xaa His Lys Gin Asn Phe Ala Pro Phe Asn Val 

100 105 110 

ttg gtg cct cga ttt aag aac tac 417 
Leu Val Pro Arg Phe Lys Asn Tyr 
115 120 

<210> 1532 

<211> 477 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 290 . . 475 



Ul <400> 1532 

atcttgtgtt gttgaggctg aggactgact ggggttctga 

ly agcgttaaaa ggatctgaac aaagtctgct caaatctcct 
ttgaacagag actgtctcgc tctgtcaccc aggctagagt 
cactggagcc ctgatctagg ctcaaaccat cctcccacct 
actaaggttt cttcacatat aaaaatctat tgtaaaaata 



aca ctg aac tnt ggg cct gaa tgg 
Thr Leu Asn Xaa Gly Pro Glu Trp 
10 

agt att aca tec cct cct ctt tct 
Ser lie Thr Ser Pro Pro Leu Ser 

25 30 
gca gat tat cgt tac ggc aga gaa 
Ala Asp Tyr Arg Tyr Gly Arg Glu 

40 45 
gac aac aag ata cct tea gac ctt 
Asp Asn Lys lie Pro Ser Asp Leu 
55 60 





gaa 


acg 


cag 


fy 


Glu 


Thr 


Gin 


n= 




5 




:4= 


agt 


ggt 


ggg 


^=J 


Ser 


Gly 


Gly 




20 








tat 


aaa 


tta 




Tyr 


Lys 


Leu 




ttc 


ctt 


aaa 




Phe 


Leu 


Lys 



gactccctgt cccggaccgc 
gctgtgaacc agcagaattt 
gcagtggtgc tatcgtaact 
cagcctccca agtagctggg 
cggaaaaga atg gca gcg 

Met Ala Ala 

1 

etc cga get ctg tec 
Leu Arg Ala Leu Ser 
15 

eca gca ttg ceg aag 
Pro Ala Leu Pro Lys 
35 

gaa atg tta gca ctt 
Glu Met Leu Ala Leu 
50 

ct 



60 
120 
180 
240 
298 



346 



394 



442 



477 



<210> 1533 

<211> 469 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 90 . .467 



<400> 1533 

atgtatgttc acaaatgage eacagcctta tcagetgggg ttgagggaag actggtctag 60 
gtgctgctcc tgaaettggt etctgagee atg get tee cat aga cae tea ggt 113 
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^ 0 



Met Ala Ser His Arg His Ser Gly 
1 5 

ccc tec age tac aag gtg gge aec atg geg gag aag ttt gae tgc cae 161 
Pro Ser Ser Tyr Lys Val Gly Thr Met Ala Glu Lys Phe Asp Cys His 

10 15 20 

tac tgc agg gat ccc ttg cag ggg aag aag tat gtg caa aag gat gge 209 
Tyr Cys Arg Asp Pro Leu Gin Gly Lys Lys Tyr Val Gin Lys Asp Gly 
25 30 35 40 

cae cac tgc tgc ctg aaa tgc ttt gae aag ttc tgt gee aac aec tgt 257 
His His Cys Cys Leu Lys Cys Phe Asp Lys Phe Cys Ala Asn Thr Cys 

45 50 55 

gtg gaa tgc egc aag ccc ate ggt geg gae tee aag gag gtg cae tat 305 
Val Glu Cys Arg Lys Pro lie Gly Ala Asp Ser Lys Glu Val His Tyr 

60 65 70 

aag aac egc ttc tgg cat gae aec tgc ttc cge tgt gee aag tgc ett 353 
Lys Asn Arg Phe Trp His Asp Thr Cys Phe Arg Cys Ala Lys Cys Leu 

75 80 85 

cae ccc ttg gee aat gag aec ttt gtg gee aag gae aac aag ate ctg 401 
His Pro Leu Ala Asn Glu Thr Phe Val Ala Lys Asp Asn Lys lie Leu 

90 95 100 

tgc aac aag tgc acc act egg gag gae tec ccc aag tgc aag ggg tgc 44 9 

Cys Asn Lys Cys Thr Thr Arg Glu Asp Ser Pro Lys Cys Lys Gly Cys 
105 110 115 120 

ttc aag gee att gtg aea gg 469 
Phe Lys Ala lie Val Thr 
125 

<210> 1534 

<211> 401 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 90 . .401 



<400> 1534 

atgtatgttc acaaatgagc eacagcctta tcagctgggg ttgagggaag aetggtctag 60 
gtgctgctcc tgaaettggt etctgagee atg get tee cat aga cae tea ggt 113 

Met Ala Ser His Arg His Ser Gly 

1 5 

ccc tec age tac aag gtg gge acc atg geg gag aag ttt gae tkn eca 161 
Pro Ser Ser Tyr Lys Val Gly Thr Met Ala Glu Lys Phe Asp Xaa Pro 

10 15 20 

eta ctg cag gga tec ctt gea ggg gaa gaa gta tgt gca aaa gga tgg 209 
Leu Leu Gin Gly Ser Leu Ala Gly Glu Glu Val Cys Ala Lys Gly Trp 
25 30 35 40 

eca cca ctg caa gca ttg cgt gaa gtg caa caa gge cay nac ate tgg 257 
Pro Pro Leu Gin Ala Leu Arg Glu Val Gin Gin Gly His Xaa He Trp 

45 50 55 

agg aat ere tta cea gga tea gee ctg gca tgc ega ttg ctt tgt gtg 305 
Arg Asn Xaa Leu Pro Gly Ser Ala Leu Ala Cys Arg Leu Leu Cys Val 
60 65 70 



1030 



tgt tac ctg ata aga age tgg ctg ggc age gtt tea eeg etg tgg agg 353 
Cys Tyr Leu He Arg Ser Trp Leu Gly Ser Val Ser Pro Leu Trp Arg 

75 80 85 

ace agt att act gcg tgg att get aca aga aet ttg tgg eca nga agt 401 
Thr Ser He Thr Ala Trp He Ala Thr Arg Thr Leu Trp Pro Xaa Ser 
90 95 100 



<210> 1535 
<211> 411 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 192 . .410 



<400> 1535 

ataacgacct taaeagceat aacggeegta aetgecataa eggccggetg cgegaggeec 60 

;^ ttecageatt tecacttteg tcaggtactg gagagggetg eeggccggat geeagggeag 120 

Ul ^ggggcaggg eggaeggeta ggagtteaag aaacatcetg gtetgaggga aaggctgcag 180 

ectgeaccge c atg aat aag ett tte age ttc tgg aag agg aag aat gag 23 0 
y Met Asn Lys Leu Phe Ser Phe Trp Lys Arg Lys Asn Glu 

J acc egc age eag gge tac aac ett cga gaa aag gat tta aag aaa ctt 278 
'■^ Thr Arg Ser Gin Gly Tyr Asn Leu Arg Glu Lys Asp Leu Lys Lys Leu 
^ 15 20 25 

^ eae aga get get tea gte ggg gat ttg aag aag etg aag gaa tac ett 326 

y His Arg Ala Ala Ser Val Gly Asp Leu Lys Lys Leu Lys Glu Tyr Leu 

nj 30 35 40 45 

fy cag ate aag aaa tat gat gta aat atg eag gac aaa aaa tac agt gtt 374 

^ Gin He Lys Lys Tyr Asp Val Asn Met Gin Asp Lys Lys Tyr Ser Val 

p 55 60 

gte eaa tet tet aga tgg ett tta tee tac acc aet c 411 

Val Gin Ser Ser Arg Trp Leu Leu Ser Tyr Thr Thr 
65 70 



<210> 1536 
<211> 466 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 286 . .465 



<400> 1536 

cyctteaatc teagcacctc caagggteag eaccteccet ccggctccet ecgetacege 60 

gggeeggaac ttttgtcgat aggaacgggt ttgcacagtt gagtgttgtc ggecggegtg 120 

aaggagacta gggggccatc etctteettt cgecgtcgcc gecgeggagg agtegageeg 180 

agetgatttg ategaggagc gcggttaecg gacgggetgg gtctatggtc getecgcggg 240 

ccgctcegec ggctggtget tttttatcag ggcaagctgt gttcc atg gca ggg aac 297 

Met Ala Gly Asn 
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ttt 


tgg 


cag 


age 


tec 


cac 


tat 


ttg 


caa 


tgg 


att 


ttg 


gat 


aaa 


caa 


gat 


345 


Phe 


Trp 


Gin 


Ser 


Ser 


His 


Tyr 


Leu 


Gin 


Trp 


He 


Leu 


Asp 


Lys 


Gin 


Asp 




5 










10 










15 










20 




ctg 


ttg 


aag 


gag 


cgc 


caa 


aag 


gat 


tta 


aag 


ttt 


etc 


tea 


gag 


gaa 


gaa 


393 


Leu 


Leu 


Lys 


Glu 


Arg 
25 


Gin 


Lys 


Asp 


Leu 


Lys 
30 


Phe 


Leu 


Ser 


Glu 


Glu 
35 


Glu 




tat 


tgg 


aag 


tta 


caa 


ata 


ttt 


ttt 


aca 


aat 


gtt 


ate 


caa 


gea 


tta 


ggt 


441 


Tyr 


Trp 


Lys 


Leu 
40 


Gin 


He 


Phe 


Phe 


Thr 
45 


Asn 


Val 


He 


Gin 


Ala 
50 


Leu 


Gly 




gaa 


cat 


ctt 


aaa 


tta 


aga 


caa 


caa 


g 
















466 


Glu 


His 


Leu 
55 


Lys 


Leu 


Arg 


Gin 


Gin 
60 





















<210> 1537 

<211> 376 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 110. 



.376 



<400> 1537 

agagagtggg gagggggcaa gtgtcagtca ggaegggagt 
cctaggtggc agacaggggg cccgggcegc tgcgtgttgt 



etc 
Leu 

gca 

Ala 

20 

ate 

He 

cga 
Arg 

atg 
Met 

cgc 
Arg 



ctg ggg 
Leu Gly 
5 

aca gat 
Thr Asp 

tgt gac 
Cys Asp 

gee ctg 
Ala Leu 

ctg gca 
Leu Ala 

70 
ttc cac 
Phe His 
85 



aac 
Asn 

ggc 
Gly 

ate 
He 

aag 

Lys 

55 

tta 

Leu 

ate 
He 



ccg 
Pro 

tec 
Ser 

ate 

He 

40 

aag 

Lys 



ttc age 
Phe Ser 

10 
ctg caa 
Leu Gin 
25 

aat gag 
Asn Glu 

egg etc 
Arg Leu 



aca eca gtg ggg 
Thr Pro Val Gly 



aca gtg ctg 
Thr Val Leu 

ctt gtg 
Leu Val 



agt 
Ser 

aeg 
Thr 

aac 
Asn 

gag 
Glu 
75 



gag 
Glu 

gag 
Glu 

ggg 

Gly 
60 
aca 
Thr 



gat tgg 
Asp Trp 
30 

gaa ggg 
Glu Gly. 
45 

aac egg 
Asn Arg 

tgt gtg 
Cys Val 



ccggcgggtt acageggagg 
ecacccaag atg gag ttc 

Met Glu Phe 

1 

cag tgc etc gaa aag 
Gin Cys Leu Glu Lys 
15 

aeg ttg aat atg gag 
Thr Leu Asn Met Glu 
35 

eca aag gat gee att 
Pro Lys Asp Ala He 
50 

aac tac aga gag gtg 
Asn Tyr Arg Glu VaT 
65 

arg aac tgt ggc cac 
Xaa Asn Cys Gly His 
80 



60 
118 



166 



214 



262 



310 



358 



376 



<210> 1538 

<211> 592 

<212> DNA 

<213> Homo sapiens 



<220> 



1032 



<221> CDS 
<222> 356 . .592 



<400> 1538 

cacctccccg ccttgttgtc caacttctcc cggagcagcc ggagagcagg cgtcgggacg 60 
cagcaaagag aggagagacc ccagagtcag aaggagtgag aaccctgacc cctaatccca 120 
ctgcatccag ccaataggag cccagccacc atggcggast gcaggaggtg cagatcacag 180 
aggagaagcc actgttgcca ggacagacgc ctgaggcggc caaggaggct gagttagctg 240 
cccgaatcct cctggaccag ggacagactc actctgtgga gacaccatac ggctctgtca 300 
ctttcactgt mtggcacccc caaacccaaa cgcccagcga tccttaccta ccacg atg 358 

Met 
1 

tgg gac tea act ata aat ctt get tec age cac tgt tte agt teg agg 406 
Trp Asp Ser Thr lie Asn Leu Ala Ser Ser His Cys Phe Ser Ser Arg 

5 10 15 

aea tge agg aaa tea tte aga ctt tgt gcg ggt tea tgt gga tgc cce 454 
Thr Cys Arg Lys Ser Phe Arg Leu Cys Ala Gly Ser Cys Gly Cys Pro 
O 20 25 30 

•■^ tgg aat gga aga ggg age cct gtg tte eet ttg gga tat eag tae eea 502 
ifl Trp Asn Gly Arg Gly Ser Pro Val Phe Pro Leu Gly Tyr Gin Tyr Pro \ 

35 40 45 

\.\ tet ctg gae eag ctt gea gac atg ate cct tgc gtc etg eag tac eta 550 
^ Ser Leu Asp Gin Leu Ala Asp Met lie Pro Cys Val Leu Gin Tyr Leu 

50 55 60 65 

'"^^ aat tte tet aea ata att gga gtg gtg ttg gag etg gag cct 592 
^ Asn Phe Ser Thr lie lie Gly Val Val Leu Glu Leu Glu Pro 
^ 70 75 

nj <210> 1539 

ry <2ii> 391 

Ig. <212> DNA 

<213> Homo sapiens 

^ <220> 

<221> CDS 
<222> 114 . .389 



<400> 1539 

aaaaggcaag tgaaggtgga agcggccgeg gcggcagcag accccagagt eagaaggagt 60 
gagaaeeetg acccctaate eeaetgcatc cagceaatag gageecagce acc atg 116 

Met 
1 

gcg gas tgc agg agg tgc aga tea eag agg aga age cac tgt tgc eag 164 
Ala Xaa Cys Arg Arg Cys Arg Ser Gin Arg Arg Ser His Cys Cys Gin 

5 10 15 

gae aga cgc etg agg egg eea aga etc act etg tgg aga cac eat aeg 212 
Asp Arg Arg Leu Arg Arg Pro Arg Leu Thr Leu Trp Arg His His Thr 

20 25 30 

get ctg tea ctt tea etg tet atg gea ecc cea aac eea aae gee eag 260 
Ala Leu Ser Leu Ser Leu Ser Met Ala Pro Pro Asn Pro Asn Ala Gin 

35 40 45 

ega tec tta cct acc aeg atg tgg gac tea act ata aat ctt get tec 308 
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Arg Ser Leu Pro Thr Thr Met Trp Asp Ser Thr He Asn Leu Ala Ser 

50 55 60 65 

age cac tgt ttc agt teg agg aca tgc agg aaa tea ttc aga act ttg 356 

Ser His Cys Phe Ser Ser Arg Thr Cys Arg Lys Ser Phe Arg Thr Leu 

70 75 80 

tgc ggg ttc aat gtg gat gcc cct gga amt gga ag 391 
Cys Gly Phe Asn Val Asp Ala Pro Gly Xaa Gly 
85 90 



3 



<210> 1540 

<211> 441 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 149 . .439 



<400> 1540 

m eccggaaatg cgtgttctag etttctgtgt gcttaggtge cegagetact gagggtetaa 60 
y,' gtccgggeag ccgaagagtg tggtaggtaa cggteetcag egcaagggtc atttcgtcgc 120 
|.| tgggaaggga cggccctegc cegcggtg atg gtg gtt age aag atg aac aaa 172 

Met Val Val Ser Lys Met Asn Lys 

% ^ 5 

gat gcg eag atg aga gca gcg att aac caa aag ttg ata gaa act gga 220 
=4J Asp Ala Gin Met Arg Ala Ala He Asn Gin Lys Leu He Glu Thr Gly 
= 10 15 20 

p gaa aga gaa cgc etc aaa gag ttg ctg aga get aaa tta att gaa tgt 268 

uJ Glu Arg Glu Arg Leu Lys Glu Leu Leu Arg Ala Lys Leu lie Glu Cys 

Hi 25 30 35 40 

^ ggc tgg aag gat eag ttg aag gca cac tgt - aaa gag gta att aaa gaa 316 

.^^ Gly Trp Lys Asp Gin Leu Lys Ala His Cys Lys Glu Val He Lys Glu 

% 45 50 . 55 

aaa gga eta gaa cac gtt act gtt gat gae ttg gtg get gaa ate act 364 
Lys Gly Leu Glu His Val Thr Val Asp Asp Leu Val Ala Glu He Thr 

60 65 70 

cca aaa ggc aga gcc ctg gta cct gac agt gta aag aag gag etc eta 412 
Pro Lys Gly Arg Ala Leu Val Pro Asp Ser Val Lys Lys Glu Leu Leu 

75 80 85 

caa aga ata aga aca ttc ett get eag ca 441 
Gin Arg He Arg Thr Phe Leu Ala Gin 

90 95 . . 

<210> 1541 
<211> 369 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 92 . . 367 
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<400> 1541 

cccggaaatg cgtgttctag ctttctgtgt gcttaggtgc ccgagctact gagggtctaa 60 
gtccgggcag ccgaagagtg tggttagcaa g atg aac aaa gat gcg cag atg 112 

Met Asn Lys Asp Ala Gin Met 
1. 5 

aga gca gcg att aac caa aag ttg ata gaa act gga gaa aga gaa cgc 160 
Arg Ala Ala He Asn Gin Lys Leu He Glu Thr Gly Glu Arg Glu Arg 

10 15 20 

etc aaa gag ttg ctg aga get aaa tta att gaa tgt ggc tgg aag gat 208 
Leu Lys Glu Leu Leu Arg Ala Lys Leu He Glu Cys Gly Trp Lys Asp 

25 30 35 

eag tng aag gca cae tgt aaa gag gta att aaa gaa aaa gga eta gaa 256 
Gin Xaa Lys Ala His Cys Lys Glu Val He Lys Glu Lys Gly Leu Glu 
40 45 50 55 

cac gtt act gtt gat gac ttg gtg get gaa ate act cca aaa gge aga 304 
His Val Thr Val Asp Asp Leu Val Ala Glu He Thr Pro Lys Gly Arg 

60 65 70 

gee ctg gta cet gac agt gta aag aag gag etc eta eaa aga ata aga 352 
Ala Leu Val Pro Asp Ser Val Lys Lys Glu Leu Leu Gin Arg He Arg 

75 80 85 

aea tte ett get eag ea 369 
Thr Phe Leu Ala Gin 
90 

<210> 1542 
^ <211> 501 

^ <212> DNA 

H <213> Homo sapiens 

nj <220> 

m <221> CDS 

<222> 149 . ,499 



<400> 1542 

cccggaaatg cgtgttctag ctttctgtgt gettaggtgc ccgagctact gagggtctaa 60 
gtccgggcag ccgaagagtg tggtaggtaa cggteetcag cgeaagggtc atttcgtegc 120 
tgggaaggga cggccctcgc ccgcggtg atg gtg gtg age tat gee cgt ggt 172 

Met Val Val Ser Tyr Ala Arg Gly 

1 5 

ect eag ggc egg gac ceg ggc cca gee cag get cet tte gat gtt age 220 
Pro Gin Gly Arg Asp Pro Gly Pro Ala Gin Ala Pro Phe Asp Val Ser 

10 15 20 

aag atg aac aaa gat gcg cag atg aga gca gcg att aac eaa aag ttg 268 
Lys Met Asn Lys Asp Ala Gin Met Arg Ala Ala He Asn Gin Lys Leu 
25 30 35 40 

ata gaa act gga gaa aga gaa cgc etc aaa gag ttg ctg aga get aaa 316 
He Glu Thr Gly Glu Arg Glu Arg Leu Lys Glu Leu Leu Arg Ala Lys 

45 50 55 

tta att gaa tgt ggc tgg aag gat eag ttg aag gca cae tgt aaa gag 364 
Leu He Glu Cys Gly Trp Lys Asp Gin Leu Lys Ala His Cys Lys Glu 

60 65 70 

gta att aaa gaa aaa gga eta gaa cac gtt act gtt gat gac ttg gtg 412 
Val He Lys Glu Lys Gly Leu Glu His Val Thr Val Asp Asp Leu Val 
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^ 0 



75 80 85 

get gaa ate act cea aaa gge aga gee ctg gta ect gae agt gta aag 460 
Ala Glu lie Thr Pro Lys Gly Arg Ala Leu Val Pro Asp Ser Val Lys 

90 95 100 

aag gag ete eta caa aga ata aga aca tte ett get cag ca 501 
Lys Glu Leu Leu Gin Arg lie Arg Thr Phe Leu Ala Gin 
105 110 115 

<210> 1543 
<211> 500 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 33 . . 500 



<400> 1543 

ctetcecege eccgcecctc gtctcctcca ag atg gcg age ggc ggc age ggg 53 

Met Ala Ser Gly Gly Ser Gly 
1 5 

999 9^9 tea gta ect geg etg tgg agt gaa gtg aae egg tat ggc cag 101 
Gly Val Ser Val Pro Ala Leu Trp Ser Glu Val Asn Arg Tyr Gly Gin 

10 15 20 

aae ggc gae tte acg cgc get ete aag ace gte aat aag ata eta cag 149 
Asn Gly Asp Phe Thr Arg Ala Leu Lys Thr Val Asn Lys lie Leu Gin 

25 30 35 

ate aae aaa gat gae gta act gee ctg cat tgt aaa gtg gta tgc ctt 197 
y lie Asn Lys Asp Asp Val Thr Ala Leu His Cys Lys Val Val Cys Leu 
40 45 50 55 

ate cag aat gga agt tte aag gaa get ttg aat gtc ate aat act eac 245 
lie Gin Asn Gly Ser Phe Lys Glu Ala Leu Asn Val He Asn Thr His 

60 65 70 

ace aaa gtg tta gee aat aac tct etc tec ttt gaa aag gca tat tgc 293 
Thr Lys Val Leu Ala Asn Asn Ser Leu Ser Phe Glu Lys Ala Tyr Cys 

75 80 85 

gag tac agg ctg aac aga att gag aat gcc ttg aag aca ata gaa agt 341 
Glu Tyr Arg Leu Asn Arg He Glu Asn Ala Leu Lys Thr lie Glu Ser 

90 95 100 

gee aae cag cag aca gae aaa ctg aag gag ctt tat gga caa gtg tta 389 
Ala Asn Gin Gin Thr Asp Lys Leu Lys Glu Leu Tyr Gly Gin Val Leu 

105 110 115 

tac egt ttg gaa cgc tat gat gaa tgc tta gca gtg tat aga gat etc 437 
Tyr Arg Leu Glu Arg Tyr Asp Glu Cys Leu Ala Val Tyr Arg Asp Leu 
120 125 ■ 130 135 

gtc cga aac tec caa gat gnt atg atg agg aga gga aaa caa act tte 485 
Val Arg Asn Ser Gin Asp Xaa Met Met Arg Arg Gly Lys Gin Thr Phe 

140 145 150 

age agt tgt tgc age 500 
Ser Ser Cys Cys Ser 
155 



<210> 1544 
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<211> 343 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 159. . 341 



- p? 



<400> 1544 

cgtccgggct agttcctggc gcgacggccg cgggccagtt tctatctcct catccagggc 60 
ttgcgggcga ggcctgtttt aagtctccag taaccgagcg gaggcccggc aggcgcgacc 120 
cgggctgcgt acgtcagagc tgcctccgaa gtggtaaa atg tgc tgc gag aag tgg 176 

Met Cys Cys Glu Lys Trp 
1 5 

age cgc gtg gcg gaa atg ttt etc ttc aet gag gag egg gag gat tgt 224 
Ser Arg Val Ala Glu Met Phe Leu Phe Thr Glu Glu Arg Glu Asp Cys 
10 15 20 

O aag ata ctg tgc ctt tgc tec agg gca ttt gtg gag gat cga aaa ttg 272 
:Jj Lys lie Leu Cys Leu Cys Ser Arg Ala Phe Val Glu Asp Arg Lys Leu 
iifl 25 30 35 

1^ tac aat ttg gga tta aaa ggc tat tac ate aga gac agt gge aae aat 320 
^ Tyr Asn Leu Gly Leu Lys Gly Tyr Tyr lie Arg Asp Ser Gly Asn Asn 
40 45 50 

tea gga gac eag gcg aca gaa ga 343 
Ser Gly Asp Gin Ala Thr Glu 
^ 55 60 

p <210> 1545 

fy <211> 502 

m <212> DNA 

^ <213> Homo sapiens 

S <220> 

^ <221> CDS 

<222> 65 . .502 



<400> 1545 

gtgagaggeg gtagggeggc ggcggeggtg gtateggcgg cagtgntgag ggggtteegg 6 0 

gaag atg gtg ctg ate aag gaa ttc cgt gtg gtt ttg cca tgt tct gtt 109 
Met Val Leu lie Lys Glu Phe Arg Val Val Leu Pro Cys Ser Val 
15 10 15 

eag gag tat cag gtt ggg eag ctt tac tct gtt gca gaa get agt aag 157 
Gin Glu Tyr Gin Val Gly Gin Leu Tyr Ser Val Ala Glu Ala Ser Lys 

20 25 30 

aat gag act ggt ggt gga gaa gga att gaa gtc tta aag aat gaa ect 205 
Asn Glu Thr Gly Gly Gly Glu Gly lie Glu Val Leu Lys Asn Glu Pro 

35 40 45 

tat gag aag gat gga gaa aag gga cag tat aeg eac aaa att tat cac 253 
Tyr Glu Lys Asp Gly Glu Lys Gly Gin Tyr Thr His Lys lie Tyr His 

50 55 60 

eta aag age aaa gtg ect gca ttc gtg agg atg att get eee gag ggc 301 
Leu Lys Ser Lys Val Pro Ala Phe Val Arg Met He Ala Pro Glu Gly 
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^ 0 



65 

tec ttg gtg ttt cat gag 
Ser Leu Val Phe His Glu 
80 85 
aca att gta acg aat gaa 
Thr lie Val Thr Asn Glu 
100 

gaa aca tgg cac aaa cca 
Glu Thr Trp His Lys Pro 
115 

tta gat cca aac aca tgg 
Leu Asp Pro Asn Thr Trp 
130 

gca gat aga 
Ala Asp Arg 
145 



70 75 
aaa gcc tgg aat gcg tac 
Lys Ala Trp Asn Ala Tyr 
90 

tat atg aaa gat gat ttc 
Tyr Met Lys Asp Asp Phe 
105 

gac ttg gga aca tta gaa 
Asp Leu Gly Thr Leu Glu 
120 

aaa act gtt gaa att gtc 
Lys Thr Val Glu He Val 
135 



ccc tac tgt aga 349 
Pro Tyr Cys Arg 
95 

ttc att aaa ate 397 
Phe He Lys He 
110 

aat gta cat ggt 44 5 

Asn Val His Gly 
125 

eat ata gat att 493 

His He Asp He 

140 

502 



<210> 1546 

<211> 261 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 55. .261 



- <400> 1546 

Q gtttacttcc gggtttatta etactgaagg aagaaetagg ctttcatccc cgcc atg 57 
ry Met 

ry 1 

V gcg gag ctg ate eag aag aag eta cag gga gaa gtg gag aaa tat eaa 105 
Ala Glu Leu He Gin Lys Lys Leu Gin Gly Glu Val Glu Lys Tyr Gin 

S 5 10 15 

cag eta eag aag gae tta agt aaa tee atg teg ggg agg eag aaa ett 153 
Gin Leu Gin Lys Asp Leu Ser Lys Ser Met Ser Gly Arg Gin Lys Leu 

20 25 30 

gaa gca eaa eta aca gaa aat aat ate gtg aaa gag gaa etg gcc ctg 201 
Glu Ala Gin Leu Thr Glu Asn Asn He Val Lys Glu Glu Leu Ala Leu 

35 40 45 

ctg gat ggg tee aae gtg gtc ttt aaa ett etg ggt ccg gtg eta gtc 249 
Leu Asp Gly Ser Asn Val Val Phe Lys Leu Leu Gly Pro Val Leu Val 
50 55 60 65 

aaa cag gag ctg ' 261 

Lys Gin Glu Leu 



<210> 1547 

<211> 258 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 26 . . 256 



1038 



^ 0 



<400> 1547 

gcttggtgcg cccgctgtca ccgcc atg get gcc ccg tgt ttg ctg egg caa 52 

Met Ala Ala Pro Cys Leu Leu Arg Gin 
1 5 

gga cga gcc ggg gcg ctg aag act atg etc cag gaa gcc cag gtg ttt 100 

Gly Arg Ala Gly Ala Leu Lys Thr Met Leu Gin Glu Ala Gin Val Phe 

10 15 20 25 

cga gga ctt gey tct acg gtt wet twg net gcg gaa tea ggg aag agt 148 

Arg Gly Leu Ala Ser Thr Val Xaa Xaa Xaa Ala Glu Ser Gly Lys Ser 

30 35 40 

gaa aag ggt cag cea mag aat tec aag aag caa agt cca eca aaa aag 196 
Glu Lys Gly Gin Pro Xaa Asn Ser Lys Lys Gin Ser Pro Pro Lys Lys 

45 50 55 

cca gcc cca gtg cet get gag ccg ttt gae aac act ace tac aag aac 244 
Pro Ala Pro Val Pro Ala Glu Pro Phe Asp Asn Thr Thr Tyr Lys Asn 
60 65 70 

Q ctg cag cat cat ga 258 
Leu Gin His His 

HI ^5 

5.S <210> 1548 

<211> 360 
<212> DNA 
<213> Homo sapiens 

s <220> 

O <221> CDS 

fU <222> 111 . .359 

'% <400> 1548 

cattttgatg geaggaagag tccggttctg kgacagetgg agacagtggt ggtgactgaa 60 
ataactttae caaaggaaag ctattttgcg aactatcttc tccagcggag atg gem 116 

Met Ala 
1 

aat gtg ctt tgt aac aga gcc aga ctg gtt tec tat etc cca gga ttt 164 
Asn Val Leu Cys Asn Arg Ala Arg Leu Val Ser Tyr Leu Pro Gly Phe 

5 10 15 

tgc tct tta gtt aaa agg gtt gtc aat ecc aaa gcc ttt teg act gea 212 
Cys Ser Leu Val Lys Arg Val Val Asn Pro Lys Ala Phe Ser Thr Ala 

20 25 30 

gga tea tea ggt teg gat gag tct cat gtg get get gca cet cea gat 260 
Gly Ser Ser Gly Ser Asp Glu Ser His Val Ala Ala Ala Pro Pro Asp 
35 40 45 50 

ata tgc tct cga aca gtg tgg cet gat gaa act atg gga ecc ttt gga 308 
He Cys Ser Arg Thr Val Trp Pro Asp Glu Thr Met Gly Pro Phe Gly 

55 60 65 

cet caa gat cag agg ttc cag ctt cet ggg aac ata ggt ttt gat tgt 356 
Pro Gin Asp Gin Arg Phe Gin Leu Pro Gly Asn He Gly Phe Asp Cys 

70 75 80 

cac e 360 
His 
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<210> 1549 

<211> 341 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 179. .340 



<400> 1549 

tattcttagg taagatgtag gggtagaatg gtggcccctg caaaaggtaa gccttcctcc 60 
taatcctaga atcgtggatg gtaccttatt tggataaaaa ggtctttgca gatgtaatta 120 
agaaccttga gatgaggaga tcatcctgga ttatctggtg gactgtaaag tcaatgac 178 
atg tat tea tat atg aca gaa gag aag aca tgg aga aga gga ggg agt 226 
Met Tyr Ser Tyr Met Thr Glu Glu Lys Thr Trp Arg Arg Gly Gly Ser 
1 5 10 15 

agt tgt gac cgt gga ggc aga gaa tgg agt aat gtg ate ata aat caa 274 
Ser Cys Asp Arg Gly Gly Arg Glu Trp Ser Asn Val lie lie Asn Gin 

20 25 30 

gga atg ctg aca gee aet aaa get gga gaa ggc caa gga cag ata ttc 322 
Gly Met Leu Thr Ala Thr Lys Ala Gly Glu Gly Gin Gly Gin lie Phe 
^ 35 40 45 

'-"^^ aat eet cec gta gaa gta c 341 
Asn Pro Pro Val Glu Val 
50 

p <210> 1550 
ify <211> 328 
h1 <212> DNA 

<213> Homo sapiens 

^ <220> 

O <221> CDS 

<222> 148 . . 327 



<400> 1550 

etcctcaett ccggcttege tgetettggt tctggttctg gaggetgggt tgagaggteg 60 
n^cggtccgam tgtcetegge ggttggteag tgtgaatttg tgaeagetge agttgctcee 120 
egeccccgag marmcgagga gtctace atg get caa gaa tct ccc aaa aat tea 174 

Met Ala Gin Glu Ser Pro Lys Asn Ser 

1 5 

gea gea gaa att cea gtg act agt aat gga gaa gtt gat gac tct cgt 222 

Ala Ala Glu lie Pro Val Thr Ser Asn Gly Glu Val Asp Asp Ser Arg 

10 15 20 25 

gaa cat age ttt aat agg gat ttg aag cat tea tta cea tct gga ett 270 

Glu His Ser Phe Asn Arg Asp Leu Lys His Ser Leu Pro Ser Gly Leu 

30 35 40 

ggt etc tea gaa ace caa att aca tet cat ggc ttt gac aat ace aaa 318 
Gly Leu Ser Glu Thr Gin lie Thr Ser His Gly Phe Asp Asn Thr Lys 

45 50 55 

gar ggt gtt a 328 
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If 0 



Glu Gly Val 
60 

<210> 1551 
<211> 282 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 103 . .282 



<400> 1551 

acctggtcaa ggccgttcct tcagtgtttt cagacgccct gggaacgcgg ctgcagggtc 60 
cggtcttcgg tttgcacagc tagaggccgc gcasagcaaa gg atg age gga acc 114 

Met Ser Gly Thr 

1 

ttg gaa aag gtg ctg tgc ctg agg aac aat acc att ttt aag caa gcc 162 

Leu Glu Lys Val Leu Cys Leu Arg Asn Asn Thr lie Phe Lys Gin Ala 

5 10 15 20 

ttt tct etc tta agg ttt aga act tea gga gag aag cee ate tat tet 210 

Phe Ser Leu Leu Arg Phe Arg Thr Ser Gly Glu Lys Pro lie Tyr Ser 

25 30 35 

gta ggt gga att eta eta agt ate agt egg cee tae aag aea aag cec 258 
Val Gly Gly lie Leu Leu Ser lie Ser Arg Pro Tyr Lys Thr Lys Pro 

40 45 50 

acc cac ggc att gga aag tac aag 2 82 

Thr His Gly lie Gly Lys Tyr Lys 
55 60 

<210> 1552 
<211> 507 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 339 . . 506 



<400> 1552 

agaracagae ttgtgaaaaa gagttatgee eactttgggg agacttegaa aaggttaaga 60 
agttcttaea agagttetac eaggatgatg aaetegggaa gaagcagtte aagtatggga 120 
aecagttggt teggctgget eatcgggaae aggtggetet gtatgtggae etggacgaeg 180 
tagccgagga tgaccccgag ttggtggact caatttgtga gaatgeceag gcgctaegeg 240 
aastetttgc tgatgcegta caagagctge tgcctcagta caaggagagg gaagtggtaa 300 
ataaagatgt cctggacgtt tacattgagc atcggeta atg atg gag cag egg agt 356 

Met Met Glu Gin Arg Ser 
1 5 

egg gac cct ggg atg gtc cga age cec cag aac cag tac cct get gaa 404 
Arg Asp Pro Gly Met Val Arg Ser Pro Gin Asn Gin Tyr Pro Ala Glu 

10 15 20 

etc atg cgc aga ttt gag ctg tat ttt eaa ggc eet age age aac aag 452 
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Leu Met Arg Arg Phe Glu Leu Tyr Phe Gin Gly Pro Ser Ser Asn Lys 

25 30 35 

cct cgt gtg ate egg gaa gtg egg get gac tct gtg ggg aag ttg gta 500 
Pro Arg Val lie Arg Glu Val Arg Ala Asp Ser Val Gly Lys Leu Val 

40 45 50 

act gtg e 507 
Thr Val 
55 



<210> 1553 

<211> 458 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 93 . .458 



^ <400> 1553 

atcttcggtg ggggtacggg tgttttacgc caggaegetg atgcgtttgg gttctcgtct 60 

geagaccctc tggacctggt eacgattcca ta atg tae cac aae agt agt eag 113 

l\ Met Tyr His Asn Ser Ser Gin 

^ aag egg eae tgg aee ttc tee age gag gag eag ctg gea aga etg egg 161 

^ Lys Arg His Trp Thr Phe Ser Ser Glu Glu Gin Leu Ala Arg Leu Arg 

^£ 10 15 20 

^ get gac gcc aae cgc aaa ttc aga tgc aaa gee gtg gee aae ggg aag 209 

p Ala Asp Ala Asn Arg Lys Phe Arg Cys Lys Ala Val Ala Asn Gly Lys 
III 25 30 35 

ni gtt ett ecg aat gat cea gtc ttt ett gag cct cat gaa gaa atg aca 257 

Val Leu Pro Asn Asp Pro Val Phe Leu Glu Pro His Glu Glu Met Thr 
S 40 45 50 55 

^ etc tgc aaa tae tat gag aaa agg tta ttg gaa ttc tgt teg gtg ttt 305 

^ Leu Cys Lys Tyr Tyr Glu Lys Arg Leu Leu Glu Phe Cys Ser Val Phe 

60 65 70 

aag cea gea atg cca aga tet gtt gtg ggt acg get tgt tat ttc aaa 353 

Lys Pro Ala Met Pro Arg Ser Val Val Gly Thr Ala Cys Tyr Phe Lys 

75 80 85 

cgt ttt tat ett aat aae tea gta atg gaa tat eae ecc agg ata ata 401 

Arg Phe Tyr Leu Asn Asn Ser Val Met Glu Tyr His Pro Arg lie lie 

90 95 100 

atg etc act tgt gea ttt ttg gee tgc aaa gta gat gaa ttc aat gta 449 

Met Leu Thr Cys Ala Phe Leu Ala Cys Lys Val Asp Glu Phe Asn Val 

105 110 115 

tct agt cct 458 
Ser Ser Pro 
120 



<210> 1554 

<211> 316 

<212> DNA 

<213> Homo sapiens 
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^ 0 



<220> 
<221> CDS 
<222> 19. ,315 



<400> 1554 

gagaagggtc gggccaag atg gcg gtg cag gtg gtg cag gcg gtg cag gcg 51 

Met Ala Val Gin Val Val Gin Ala Val Gin Ala 
15 10 
gtt cat etc gag tct gac get tte etc gtt tgt etc aac eae get ctg 99 
Val His Leu Glu Ser Asp Ala Phe Leu Val Cys Leu Asn His Ala Leu 
15 20 25 

- age aea gag aag gag gaa gta atg ggg etg tge ata ggg gag ttg aae 14 7 

Ser Thr Glu Lys Glu Glu Val Met Gly Leu Cys He Gly Glu Leu Asn 

30 35 40 

gat gat aea agg agt gae tee aaa ttt gea tat act gga act gaa atg 195 
Asp Asp Thr Arg Ser Asp Ser Lys Phe Ala Tyr Thr Gly Thr Glu Met 
45 50 55 

Q egc aea gtt get gaa aag gtt gat gee gtc aga att gtt eae att cat 243 
^ Thr Val Ala Glu Lys Val Asp Ala Val Arg He Val His He His 

^ 60 ■ 65 70 75 

tct gtc ate ate tta ega egt tct gat aag agg aag gac cga gta gaa 291 
Ui ^^-^ -^^^ -^-^^ Arg Ser Asp Lys Arg Lys Asp Arg Val Glu 

^ 80 85 90 

att tct eca gag cag ctg tct gea g 316 
Hi He Ser Pro Glu Gin Leu Ser Ala 
95 





<210> 


1555 


: 

H : ; 


<211> 


288 


:ks j 


<212> 


DNA 




<213> 


Homo 




<220> 






<221> 


CDS 




<222> 


96 . . 



<400> 1555 

gcagtcagtt teeaagtttt gctttgcaat cagtagtttt caagggaget tttaaagctg 60 
aactgaaatg tttgaaatgt ggaacactet tgaec atg aaa tat gtt eta ett 113 



Met Lys Tyr Val Leu Leu 
1 5 



ama 


tkg 


ccy 


tmm 


age 


ett 


waa 


aaa 


gtt 


ett 


tge 


att 


aga 


gtc 


aag 


gat 


Xaa 


Xaa 


Pro 


Xaa 


Ser 


Leu 


Xaa 


Lys 


Val 


Leu 


Cys 


He 


Arg 


Val 


Lys 


Asp 








10 










15 










20 






tac 


att 


ett 


cct 


gga 


gee 


aag 


cat 


ggg 


gee 


age 


tgt 


aaa 


caa 


gee 


gea 


Tyr 


He 


Leu 


Pro 


Gly Ala 


Lys 


His 


Gly 


Ala 


Ser 


Cys 




Gin 


Ala 


Ala 






25 










30 










35 








ttt 


etc 


ett 


ggg 


gag 


act 


gat 


aat 


tta 


aaa 


ggt 


ttg 


ttg 


tgt 


cag 


aaa 


Phe 


Leu 


Leu 


Gly 


Glu 


Thr 


Asp 


Asn 


Leu 


Lys 


Gly 


Leu 


Leu 


Cys 


Gin 


Lys 




40 










45 










50 










cat 


tec 


cag 


ett 


cat 


cac 


caa 


ccc 


ttt 


cct 


t 












His 


Ser 


Gin 


Leu 


His 


His 


Gin 


Pro 


Phe 


Pro 
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55 60 

<210> 1556 

<211> 483 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 140 . .481 



<400> 1556 

gwtttgtggt cccggagaag agattggcgg aggggaaaga ctgagtcgtc tttcctttgc 60 
ccgcttctgt ggactgttcg aacgcccagg ggtgggccaa acccgtttct taggaaacca 120 
ggaatccagg gaaggcaga atg get tec ttt ggg tgg aag agg aaa att ggt 172 

Met Ala Ser Phe Gly Trp Lys Arg Lys lie Gly 
15 10 
gag aag gtc tea aag gtc act tec cag eag ttt gaa get gaa get get 220 
Glu Lys Val Ser Lys Val Thr Ser Gin Gin Phe Glu Ala Glu Ala Ala 

15 20 25 

gat gag aag gat gta gtt gae aae gat gaa ggg aae tgg ett eat gee 268 
Asp Glu Lys Asp Val Val Asp Asn Asp Glu Gly Asn Trp Leu His Ala 

30 35 40 

att aaa egt agg aaa gaa att ett ett gaa gge tgt get gag aaa agt 316 
lie Lys Arg Arg Lys Glu lie Leu Leu Glu Gly Cys Ala Glu Lys Ser 

45 50 55 

aaa cag ctg aag gat gaa gga gee agt ttg get gaa aat aaa aga tat 364 
Lys Gin Leu Lys Asp Glu Gly Ala Ser Leu Ala Glu Asn Lys Arg Tyr 
60 65 70 75 

egg gag gea att eag aag tgg gat gaa gea eta eag tta act cca aat 412 
Arg Glu Ala lie Gin Lys Trp Asp Glu Ala Leu Gin Leu Thr Pro Asn 

80 85 90 

gat get ace eta tae gar atg aaa tea eag gtg eta atg tet ett eat 460 
Asp Ala Thr Leu Tyr Glu Met Lys Ser Gin Val Leu Met Ser Leu His 

95 100 105 

gaa atg ttt ccc age agt aca tg 483 
Glu Met Phe Pro Ser Ser Thr 
110 

<210> 1557 
<211> 422 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 60. .422 



<400> 1557 

attgctctta tagectgtga gggaggaaga aaeatttgee arccaggcya gtgacagaa 59 

atg gat teg aaa tay eag tgt gtg aag ctg aat gat ggt cae ttc atg 107 

Met Asp Ser Lys Tyr Gin Cys Val Lys Leu Asn Asp Gly His Phe Met 
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y f 



1 5 10 15 

cct gtc ctg gga ttt ggc acc tat gcg cct gca gag gtt cct aaa agt 155 

Pro Val Leu Gly Phe Gly Thr Tyr Ala Pro Ala Glu Val Pro Lys Ser 

20 25 30 

aaa get tta gag gcc acc aaa ttg gca att gaa get ggc ttc cgc cat 203 

Lys Ala Leu Glu Ala Thr Lys Leu Ala lie Glu Ala Gly Phe Arg His 

35 40 45 

att gat tct get eat tta tac aat aat gag gag cag gtt gga ctg gcc 251 

lie Asp Ser Ala His Leu Tyr Asn Asn Glu Glu Gin Val Gly Leu Ala 

50 55 60 

ate cga age aag att gca gat ggc agt gtg aag aga gaa gae ata ttc 299 

lie Arg Ser Lys lie Ala Asp Gly Ser Val Lys Arg Glu Asp lie Phe 

65 70 75 80 

tac act tea aag ctt tgg tgc aat tec eat cga cca gag ttg gtc cga 347 

Tyr Thr Ser Lys Leu Trp Cys Asn Ser His Arg Pro Glu Leu Val Arg 

85 90 95 

cca gcc ttg gaa agg tea ctg ara aat ctt caa ttg gat tat gtt gae 395 

Pro Ala Leu Glu Arg Ser Leu Xaa Asn Leu Gin Leu Asp Tyr Val Asp 

100 105 110 

etc tac ctt ayt eat ttt cca gtg tct 422 

Leu Tyr Leu Xaa His Phe Pro Val Ser 

115 120 

<210> 1558 

<211> 387 

<212> DNA 

%D <213> Homo sapiens 

3 

O <220> 

ifll <221> CDS 

ni <222> 71. .385 



<400> 1558 

atgcactcaa geagagaaga aatccacaaa gaetcacagt ctgctggtgg geagagaaga 60 
cagaaacgae atg age aca gca gga aaa gta ate aaa tgc aaa gca get 109 

Met Ser Thr Ala Gly Lys Val lie Lys Cys Lys Ala Ala 

15 10 
gtg eta tgg gag gta aag aaa cec ttt tec att gag gat gtg gag gtt 157 
Val Leu Trp Glu Val Lys Lys Pro Phe Ser lie Glu Asp Val Glu Val 

15 20 25 

gca cct cct aag get tat gaa gtt cgc att aag atg gtg get gta gga 205 
Ala Pro Pro Lys Ala Tyr Glu Val Arg lie Lys Met Val Ala Val Gly 
30 35 40 45 

ate tgt cgc aca gat gae cac rtg gtt agt ggc aac ctg gtg acc cec 253 
lie Cys Arg Thr Asp Asp His Xaa Val Ser Gly Asn Leu Val Thr Pro 

50 55 60 

ctt cct gtg att tta ggc cat gag gca gcc ggc ate gtg gag agt gtt 301 
Leu Pro Val lie Leu Gly His Glu Ala Ala Gly He Val Glu Ser Val 

65 70 75 

gga gaa ggg gtg act aca gtc aaa cca ggt aca gga ttc aca etc agg 349 
Gly Glu Gly Val Thr Thr Val Lys Pro Gly Thr Gly Phe Thr Leu Arg 

80 85 90 

gaa cac gtg tgg ttc acc ate cag gat ttc cca gcc tg 387 
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Glu His Val Trp Phe Thr lie Gin Asp Phe Pro Ala 
95 100 105 

<210> 1559 

<211> 520 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 75 . . 518 



<400> 1559 

acttcccctt cctgtacagg gcaggttgtg cagctggagg cagagcagtc ctctctgggg 60 
agcctgaagc aaac atg gat caa gaa act gta ggc aat gtt gtc ctg ttg 110 
Met Asp Gin Glu Thr Val Gly Asn Val Val Leu Leu 
15 10 
ip gcc ate gtc acc etc ate age gtg gtc cag aat gga ttc ttt gcc cat 158 
jjj Ala lie Val Thr Leu He Ser Val Val Gin Asn Gly Phe Phe Ala His 
til 1^ 20 25 

9tg gag cac gaa age agg acc cag aat ggg agg age ttc cag agg 2 06 

Lys Val Glu His Glu Ser Arg Thr Gin Asn Gly Arg Ser Phe Gin Arg 
30 35 40 

99^ ctt gcc ttt gag egg gtc tac act gcc aac cag aac tgt 254 

Thr Gly Thr Leu Ala Phe Glu Arg Val Tyr Thr Ala Asn Gin Asn Cys 
^ 45 50 55 60 

5 gta gat gcg tac ccc act ttc etc get gtg etc tgg tct gcg ggg eta 302 

Q Val Asp Ala Tyr Pro Thr Phe Leu Ala Val Leu Trp Ser Ala Gly Leu 
m 65 70 75 

pj ett tgc age caa gtt cct get gcg ttt get gga ctg atg tac ttg ttt 350 
"f^ Leu Cys Ser Gin Val Pro Ala Ala Phe Ala Gly Leu Met Tyr Leu Phe 
'X, 80 85 90 

9tg agg caa aag tac ttt gtc ggt tac eta gga gag aga aeg cag age 3 98 

^ Val Arg Gin Lys Tyr Phe Val Gly Tyr Leu Gly Glu Arg Thr Gin Ser 
95 100 105 

ace cet ggc tac ata ttt ggg aaa cgc ate ata etc ttc ctg ttc etc 446 
Thr Pro Gly Tyr He Phe Gly Lys Arg He He Leu Phe Leu Phe Leu 

110 115 120 

atg tec gtt get ggc ata ttc aac tat nay ste ate ttc ttt ttc gga 494 
Met Ser Val Ala Gly He Phe Asn Tyr Xaa Xaa He Phe Phe Phe Gly 
125 130 135 140 

agt gac ttt gaa aac tac ata aag ac 520 
Ser Asp Phe Glu Asn Tyr He Lys 
145 



<210> 1560 

<211> 557 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 134 . . 556 
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<400> 1560 

atctcggtgc atctgttggg cgggaccgcg gggcctgtga caccgcacgc tgagctctgt 60 
gatgtagccg cttgcggaga ctgcaagcag ccgcggcgcg cccggccctc cctcttccgc 120 
tgccgccgtg gga atg gaa aca tct gcc cca cgt gcc gga age caa gtg 169 
Met Glu Thr Ser Ala Pro Arg Ala Gly Ser Gin Val 
15 10 
gtg gcg aca act gcg cgc cac tec gcg gcc tae cgc gea gat ect eta 217 
Val Ala Thr Thr Ala Arg His Ser Ala Ala Tyr Arg Ala Asp Pro Leu 

15 20 25 

cgt gtg tee teg ega gac aag etc ace gaa atg gee gcg tec agt caa 265 
Arg Val Ser Ser Arg Asp Lys Leu Thr Glu Met Ala Ala Ser Ser Gin 

30 35 40 

gga aac ttt gag gga aat ttt gag tea ctg gac ett geg gaa ttt get 313 
Gly Asn Phe Glu Gly Asn Phe Glu Ser Leu Asp Leu Ala Glu Phe Ala 
45 50 55 60 

aag aag eag cca tgg tgg cgt aas tgt teg ggc agg aat ctg gac ett 361 
Lys Lys Gin Pro Trp Trp Arg Xaa Cys Ser Gly Arg Asn Leu Asp Leu 
65 70 75 

Ijl cag eag aaa agt ata gcg tgg caa ccc age tgt tea ttg gag gtg tea 409 
Gin Gin Lys Ser lie Ala Trp Gin Pro Ser Cys Ser Leu Glu Val Ser 

80 85 90 

ctg gat ggt gea eag gtt tea tat tee aga agg ttg gaa agt tgg ctg 457 
Leu Asp Gly Ala Gin Val Ser Tyr Ser Arg Arg Leu Glu Ser Trp Leu 

95 100 105 

caa eag ctg tgg gag gtg gat ttt tte tee tte agg tet gta tgt gaa 505 
Gin Gin Leu Trp Glu Val Asp Phe Phe Ser Phe Arg Ser Val Cys Glu 

110 115 120 

atg tte tea gat gtt tgg aaa tte eac ctg ccc att aag gaa tgt ggt 553 
Met Phe Ser Asp Val Trp Lys Phe His Leu Pro lie Lys Glu Cys Gly 
125 130 135 140 

gtg g 557 



Val 

<210> 1561 
<211> 396 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 123 . .395 



<400> 1561 

gctggctggc gcgcaggacc gegggeattt aeecgtgctt tcecaageet ggaagaactc 60 
gteatgctct ttgtagegtg gtgcttctgt tgcteaeaga ggtgcctgct tcccettetg 120 
cc atg att gga agt tte ctg agg cet ccc cag cca tgt gga act gae 167 
Met lie Gly Ser Phe Leu Arg Pro Pro Gin Pro Cys Gly Thr Asp 
15 10 15 

aac ttg cet knt gat gat ttt caa gag agt wgt get atg atg tgg caa 215 
Asn Leu Pro Xaa Asp Asp Phe Gin Glu Ser Xaa Ala Met Met Trp Gin 
20 25 30 
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aag tat gca gga age agg 
Lys Tyr Ala Gly Ser Arg 
35 

ttc cac ggt gtg ttc tat 
Phe His Gly Val Phe Tyr 
50 

att caa aag ttt cat tec 
lie Gin Lys Phe His Ser 
65 

cag ctg cag age eat ecc 
Gin Leu Gin Ser His Pro 
80 85 



egg tea atg cct etg gga 
Arg Ser Met Pro Leu Gly 
40 

gcc ggg ggc ttt gee att 
Ala Gly Gly Phe Ala He 
55 

^gg get tta tat tac aag 
Arg Ala Leu Tyr Tyr Lys 
70 75 
gag gea eag gaa get ctg 
Glu Ala Gin Glu Ala Leu 
90 



gca agg ate ctt 263 
Ala Arg He Leu 
45 

gtg tat tac etc 311 

Val Tyr Tyr Leu 

60 

ttg gca gtg gag 359 
Leu Ala Val Glu 

q 396 



<210> 1562 

<211> 328 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 55 . .327 



^ <400> 1562 

J? aattacceag ectaaccatt tctcaggtgc ttgcgaggtg atcagaaggc aaag atg 57 
■J\ Met 



105 



1 

teg gag ega aaa gta tta aac aaa tac tac ecg eeg gac ttt gac cea 
Ser Glu Arg Lys Val Leu Asn Lys Tyr Tyr Pro Pro Asp Phe Asp Pro 

5 10 15 

tea aag ate ecc aaa etc aag etc ecc aaa gac egg cag tac gtg gtg 153 
Ser Lys He Pro Lys Leu Lys Leu Pro Lys Asp Arg Gin Tyr Val Val 

20 25 30 

egg ctg atg gcc ecc ttc aac atg agg tgt aag acg tgc gga gaa tac 201 
Arg Leu Met Ala Pro Phe Asn Met Arg Cys Lys Thr Cys Gly Glu Tyr 

35 40 45 

ate tac aag ggg aag aaa ttc aac get egg aag gag acg gtg eag aac 249 
He Tyr Lys Gly Lys Lys Phe Asn Ala Arg Lys Glu Thr Val Gin Asn 
50 55 60 65 

gag gtc tac ctg ggc etg ecc ate ttc cgc ttt tac ate aag tgc acg 297 
Glu Val Tyr Leu Gly Leu Pro He Phe Arg Phe Tyr He Lys Cys Thr 

70 75 80 

cgc tgc ctg gca gag ate ace ttc aag aca g 
Arg Cys Leu Ala Glu He Thr Phe Lys Thr 
85 90 



328 



<210> 1563 

<211> 350 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 131 . . 349 
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<400> 1563 

agtcgtgcga cancgtcact tacggccgga gctgtttgtg ctgggagctg gtggcgcggt 
gcagggctct taagaacgaa cggcttgggc gcggactggt atccggggac tgtgacttgc 
agggtccgcc atg gag cca gag cag atg ctg gag gga caa acg cag gtt 
Met Glu Pro Glu Gin Met Leu Glu Gly Gin Thr Gin Val 
15 10 
gca gaa aat cct cac tct gag tac ggt etc aca gac aac gtt gag aga 
Ala Glu Asn Pro His Ser Glu Tyr Gly Leu Thr Asp Asn Val Glu Arg 

15 20 25 

ata gta gaa aat gag aag att aat gca gaa aag tea tea aag cag aag 
lie Val Glu Asn Glu Lys lie Asn Ala Glu Lys Ser Ser Lys Gin Lys 
30 35 40 45 

gta gat etc cag tct ttg cca act cgt gee tac ctg gat cag aca gtt 
Val Asp Leu Gin Ser Leu Pro Thr Arg Ala Tyr Leu Asp Gin Thr Val 

50 55 60 

rtg cct ate tta tta eag gga ctt get gtn get tgc a 
Xaa Pro lie Leu Leu Gin Gly Leu Ala Val Ala Cys 
65 70 



60 
120 
169 



217 



265 



313 



350 



m 



<210> 1564 

<211> 395 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 83 . .394 



<400> 1564 
aacatcatta actgtgaaa 
tatteggtte aggaagcat 



ctg 
Leu 

eag 
Gin 

att 
He 

ata 
He 

aca 

Thr 

75 

tgt 

Cys 



aca 
Thr 

gtg 

Val 

ttc 
Phe 

cgt 

Arg 

60 

ate 

'He 



ttt 
Phe 

ggc 
Gly 

cac 

His 

45 

att 

He 



gtt act 
Val Thr 
15 

aaa agg 
Lys Arg 
30 

ata aag 
He Lys 

caa ctt 
Gin Leu 



etc age aaa 
Leu Ser Lys 



ctg gaa cag ctg 
Leu Glu Gin Leu 
95 



a gtccaacagt cagtttaatt atggtatgca accactcatg 
t aa atg cca gac cat ggt gga ttc gta tgg gga 
Met Pro Asp His Gly Gly Phe Val Trp Gly 
15 10 
ata aaa ate att tct caa gaa gtt cag ttg ctg 
He Lys He He Ser Gin Glu Val Gin Leu Leu 

20 25 
gaa aat cct act ata caa tta eat tta ctg tea 
Glu Asn Pro Thr He Gin Leu His Leu Leu Ser 

35 40 
atg atg ttt get act ttg ctt ate act ate cat 
Met Met Phe Ala Thr Leu Leu He Thr He His 

50 55 
tac aga tgc ate ttc aaa aat tgg aat cag cac 
Tyr Arg Cys He Phe Lys Asn Trp Asn Gin His 

65 70 
tct att ttc gga aag atg tgt tat gtg aaa ccc 
Ser He Phe Gly Lys Met Cys Tyr Val Lys Pro 
80 85 90 

ccc ctt ggt gac tat aac age aat gee a 
Pro Leu Gly Asp Tyr Asn Ser Asn Ala 
100 



60 
112 



160 



208 



256 



304 



352 



395 
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^ 0 



<210> 1565 

<211> 518 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 132 . .518 



^2 



<400> 1565 

aatattctca cagtctgatt tgagcataag gcatcagatt gaatttgtga aagctttcaa 60 

gacagctttt ctcctgtgac tttgactttc ttcattatat ttgtggattt ttgtttctgg 120 

aagaatccgt c atg act eta ctg gaa cct gag atg tta atg atg gya gta 170 
Met Thr Leu Leu Glu Pro Glu Met Leu Met Met Xaa Val 

15 10 

cag tea gtg eta cag ttg aaa cte eag cag ege egg ace egg gaa gaa 218 

Gin Ser Val Leu Gin Leu Lys Leu Gin Gin Arg Arg Thr Arg Glu Glu 

15 20 25 

etg gtg age eaa ggg ate atg eeg ect ttg aaa agt cca gee gea ttt 266 

Leu Val Ser Gin Gly lie Met Pro Pro Leu Lys Ser Pro Ala Ala Phe 

n 30 35 40 45 

■^^ cat gag eag aga agg age ttg gag egg gee agg aea gag gac tat etc 314 

His Glu Gin Arg Arg Ser Leu Glu Arg Ala Arg Thr Glu Asp Tyr Leu 

50 55 60 

^ aaa egg aag att cgt tec egg eeg gag aga teg gag etg gte agg atg 362 

„ Lys Arg Lys lie Arg Ser Arg Pro Glu Arg Ser Glu Leu Val Arg Met 

Q 65 70 75 

•IT: eac att ttg gaa gag ace teg get gag cca tec etc eag gee aag cag 410 

His lie Leu Glu Glu Thr Ser Ala Glu Pro Ser Leu Gin Ala Lys Gin 

80 85 90 

J; etg aag ctg aag aga gee aga eta gee grk gae etc aat gag aag att 458 

y Leu Lys Leu Lys Arg Ala Arg Leu Ala Xaa Asp Leu Asn Glu Lys lie 

95 100 105 

gea cag agg cet gnn ntt ttn gag ctg gtg gag aag aac ate ett cct 506 

Ala Gin Arg Pro Xaa Xaa Xaa Glu Leu Val Glu Lys Asn He Leu Pro 

110 115 120 125 

gtt gag tec age 518 
Val Glu Ser Ser 

<210> 1566 

<211> 345 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 79. .345 



<400> 1566 

gaaagtgtct cttgcgtgcg tgggccggag gttagtgtge ggggcccgce ggsggttgaa 60 
aagtecgaga gaatcagg atg gag gcc gtg gcg aeg gcg aeg gcg gcg aag 111 
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^ 0 



Met Glu Ala Val Ala Thr Ala Thr Ala Ala Lys 
15 10 
gaa ccc gat aag ggc tgc ata gag cct gga cct ggg cac tgg ggt gag 159 
Glu Pro Asp Lys Gly Cys He Glu Pro Gly Pro Gly His Trp Gly Glu 

15 20 25 

ctg age egg aca cca gtc cca tet aaa cec cag gac aaa gtg gaa gca 207 
Leu Ser Arg Thr Pro Val Pro Ser Lys Pro Gin Asp Lys Val Glu Ala 

30 35 40 

get gag gca aca cca gtg gee ctg gae agt gac acc tec ggg get gaa 255 
Ala Glu Ala Thr Pro Val Ala Leu Asp Ser Asp Thr Ser Gly Ala Glu 

45 50 55 

aat gca gea gtg agt get atg ctg eac get gta gee gee age cgc ctg 303 
Asn Ala Ala Val Ser Ala Met Leu His Ala Val Ala Ala Ser Arg Leu 
60 65 70 75 

cct gtt tgc age cag cag cag ggt gaa ccc gac ttg aea gag 345 
Pro Val Cys Ser Gin Gin Gin Gly Glu Pro Asp Leu Thr Glu 
80 85 





<210> 


1567 




<211> 


351 








<212> 


DNA 


•3Jt \ 








<213> 


Homo 


yj 


<220> 




:, 


<221> 


CDS 










<222> 


117 . 










<400> 


1567 



sapiens 



fy gggteettgc acgettegct ccaactcctg eagagctgag ccggagggga atccggaagg 60 
gacaegetsa aeaggaacag aaatgaataa aagtcgctgg cagagtagaa gacgae atg 119 

Met 

:£ 1 

gga gaa gaa gee acc age aga acc ett gst tea gac tee gtg nat yck 167 
M Gly Glu Glu Ala Thr Ser Arg Thr Leu Xaa Ser Asp Ser Val Xaa Xaa 
5 10 15 

raa gac agg tet gac tec egg gca gca cag ccc get cac gat tee ggc 215 
Xaa Asp Arg Ser Asp Ser Arg Ala Ala Gin Pro Ala His Asp Ser Gly 

20 25 30 

cac ggt gat gac gag tet ceg tea acc teg tet ggc aca get ggg ace 263 
His Gly Asp Asp Glu Ser Pro Ser Thr Ser Ser Gly Thr Ala Gly Thr 

35 40 45 

tec tet gtg eea gag eta cct ggg ttt tac ttt gac ect gaa aag aaa 311 
Ser Ser Val Pro Glu Leu Pro Gly Phe Tyr Phe Asp Pro Glu Lys Lys 
50 55 60 65 

cgc tac ttc cgc ttg etc cct gga cat aac aac tgc aac c 351 
Arg Tyr Phe Arg Leu Leu Pro Gly His Asn Asn Cys Asn 



<210> 1568 

<211> 235 

<212> DNA 

<213> Homo sapiens 
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<220> 
<221> CDS 
<222> 67 . . 234 



<400> 1568 

gaagctcact gagaattatc ctgagctgtg ttaacaaact gacagaacac agaattttta 60 
ctcaaa atg gat tgg tta aac gtc ttt aaa gat ttt ttc age att gga 108 
Met Asp Trp Leu Asn Val Phe Lys Asp Phe Phe Ser lie Gly 
15 10 
aaa gtg aaa aga aaa cct agt gtg cca gat tct gca tct cct get gat 156 
Lys Val Lys Arg Lys Pro Ser Val Pro Asp Ser Ala Ser Pro Ala Asp 
15 20 25 30 

gat agt ttt gtt gac cea ggg gaa cgt etc tat gae ete aae atg ccc 204 
Asp Ser Phe Val Asp Pro Gly Glu Arg Leu Tyr Asp Leu Asn Met Pro 

35 40 45 

get tat gtg aaa ttt aae tae atg get gae a 235 
Ala Tyr Val Lys Phe Asn Tyr Met Ala Asp 
50 55 









m 


<210> 


1569 




<211> 


548 




<212> 


DNA 




<213> 


Homo 


. ?^ 


<220> 




. 


<221> 


CDS 




<222> 


153 . 



548 



<400> 1569 

eteaagtgga assggatgat gaggeegeat tcctggagcg ectggetegg egtgaggaaa 60 

J g&egeeaaaa acgccttcag gaggetetgg ageggeagaa ggagttegae eeaacaataa 12 0 

y eagatgeaag tctgtsgctc ccaageagaa ga atg eaa aat gae aea gca gaw 173 

Q Met Gin Asn Asp Thr Ala Xaa 

1 5 

aat gaa act ace gag aag gaa gmm aaa agt gaa agt cge caa gaa aga 221 

Asn Glu Thr Thr Glu Lys Glu Xaa Lys Ser Glu Ser Arg Gin Glu Arg 

10 15 20 

tae gag ata gag gam mea gaa aea gtc ace aag tee tae cag aag aat 269 

Tyr Glu lie Glu Xaa Xaa Glu Thr Val Thr Lys Ser Tyr Gin Lys Asn 

25 30 35 

gat tgg agg gat get gaa gaa aae aag aaa gaa gac aag gaa aag gag 317 

Asp Trp Arg Asp Ala Glu Glu Asn Lys Lys Glu Asp Lys Glu Lys Glu 

40 45 50 55 

gag gag gaa gag gag aag cca aag ega ggg age att gga gaa aat cag 365 

Glu Glu Glu Glu Glu Lys Pro Lys Arg Gly Ser He Gly Glu Asn Gin 

60 65 70 

gta gag gtg atg gtg gaa gag aaa aca act gaa age cag gag gaa aea 413 

Val Glu Val Met Val Glu Glu Lys Thr Thr Glu Ser Gin Glu Glu Thr 

75 80 85 

gtg gta atg tea tta aaa aat ggg cag ate agt tea gaa gag cct aaa 461 

Val Val Met Ser Leu Lys Asn Gly Gin He Ser Ser Glu Glu Pro Lys 

90 95 100 
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caa gag gag gag agg gaa caa ggt tea gat gag att tec eat cat gaa 509 
Gin Glu Glu Glu Arg Glu Gin Gly Ser Asp Glu He Ser His His Glu 

105 110 115 

aag atg gaa gag gaa gac aag gaa aga get gag gea gag 54 8 

Lys Met Glu Glu Glu Asp Lys Glu Arg Ala Glu Ala Glu 
120 125 130 

<210> 1570 
<211> 492 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 175 . .492 



y ! 



<400> 1570 

ip gtagttcttc tcgatcgtgt cagtttgtaa ggcgagggcg gaagttggat tcctggcetg 60 
agaatattag gegtagtttt ecagtttttg gcaaagcgga aataettaag gcccctgggt 120 
^ tgactgggtt ctttgtttta tctaceggct tctgctttac gaeaggteac aaac atg 177 

Met 
1 

tea gac aaa agt gaa tta aag get gag ttg gaa cgt aag aag eag cga 225 
Ser Asp Lys Ser Glu Leu Lys Ala Glu Leu Glu Arg Lys Lys Gin Arg * 
J? 5 10 15 

'=0 ctg gee caa ate aga gag gaa aag aag aga aaa gaa gaa gaa agg aaa 273 
s Leu Ala Gin He Arg Glu Glu Lys Lys Arg Lys Glu Glu Glu Arg Lys 

p 20 25 30 

aaa aaa gaa aca gac eag aag aag gaa get gtt get cct gtg caa gaa 321 
Lys Lys Glu Thr Asp Gin Lys Lys Glu Ala Val Ala Pro Val Gin Glu 
% 35 40 45 

gaa tea gat ett gaa aaa aaa agg aga gaa get gaa gea ttg ctt caa 369 
y Glu Ser Asp Leu Glu Lys Lys Arg Arg Glu Ala Glu Ala Leu Leu Gin 
-kJ 50 55 60 65 

age atg ggg eta act cea gaa tec cec att gte cct cct cct atg tet 417 
Ser Met Gly Leu Thr Pro Glu Ser Pro He Val Pro Pro Pro Met Ser 

70 75 80 

cea tee tec aaa tet gtg age act cea agt gaa get gga age aag act 465 
Pro Ser Ser Lys Ser Val Ser Thr Pro Ser Glu Ala Gly Ser Lys Thr 

85 90 95 

ctg gag atg gcg ccg tgg gat eta gac 492 
Leu Glu Met Ala Pro Trp Asp Leu Asp 
100 105 

<210> 1571 
<211> 523 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 26. .523 
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^ 0 



<400> 1571 

caaagaggca tgtctgactc aggga atg acc tta tat age tac gge atg etg 52 

Met Thr Leu Tyr Ser Tyr Gly Met Leu 
1 5 

ete cea tgt ggg gta gac cag ttc cat ggc act gaa tat gtg tgc tgc 100 
Leu Pro Cys Gly Val Asp Gin Phe His Gly Thr Glu Tyr Val Cys Cys 
10 15 20 25 

ect cag aca aag att att gga tct gtg tea aaa gaa gag gaa gag gaa 148 
Pro Gin Thr Lys He He Gly Ser Val Ser Lys Glu Glu Glu Glu Glu 

30 35 40 

gat gaa gag gaa gag gaa gag gaa gat gaa gag gaa gac tat gat gtt 196 
Asp Glu Glu Glu Glu Glu Glu Glu Asp Glu Glu Glu Asp Tyr Asp Val 

45 50 55 

tat aaa agt gaa ttt cct act gaa gca gat etg gaa gac ttc aca gaa 244 
Tyr Lys Ser Glu Phe Pro Thr Glu Ala Asp Leu Glu Asp Phe Thr Glu 

60 65 70 

gca get gtg gat gag gat gat gag gat gag gaa gaa ggg gag gaa gtg 292 
Ala Ala Val Asp Glu Asp Asp Glu Asp Glu Glu Glu Gly Glu Glu Val 

75 80 85 

gtg gag gam cgr grw tac tac tat gac acc ttc aaa gga gat gac tae 340 
Val Glu Xaa Arg Xaa Tyr Tyr Tyr Asp Thr Phe Lys Gly Asp Asp Tyr 
90 95 100 105 

aat gag gag aat cct act gaa ecc ggc age gac gge acc atg tea gac 3 88 

Asn Glu Glu Asn Pro Thr Glu Pro Gly Ser Asp Gly Thr Met Ser Asp 
110 115 120 

^ aag gaa att act crt gat gtc aaa get gte tgc tee cag gag geg atg 436 
s Lys Glu He Thr Xaa Asp Val Lys Ala Val Cys Ser Gin Glu Ala Met 

O 125 130 135 

ry aeg ggg ecc tgc egg gee gtg atg ect cgt tgg tae ttc gac ete tee 4 84 

Thr Gly Pro Cys Arg Ala Val Met Pro Arg Trp Tyr Phe Asp Leu Ser 
140 145 - 150 

^ aag gga aag tgc gtg cgc ttt ata tat ggt ggc tgc ggc 523 
M Lys Gly Lys Cys Val Arg Phe He Tyr Gly Gly Cys Gly 
U 155 160 165 

<210> 1572 

<211> 392 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 193 . .390 



<400> 1572 

gtgagggggc gtggceaaga tggeegcgtg ygggatccte gggtaecggg agegaaegag 60 
gaggttetgg eteagtgeat eeaetetggg agagegtgga ectggttcet gggggcgatc 120 
gmeagtcaec eatcaaeatt cggtggaggg acagtgttta tgateecgge ttaaaaceae 180 
tgaccatctc tt atg acc cag cca cct gee tec acg tct gga ata atg ggt 231 

Met Thr Gin Pro Pro Ala Ser Thr Ser Gly He Met Gly 

15 10 
act ctt tec teg tgg aat ttg aag att eta cag ata aat cag etg cac 279 



1054 



Thr Leu Ser Ser Trp Asn Leu Lys lie Leu Gin lie Asn Gin Leu His 

15 20 25 

tta gtg cat tgg aac gca gtc aaa ttt gaa aac ttt gag gat gca gca 32 7 

Leu Val His Trp Asn Ala Val Lys Phe Glu Asn Phe Glu Asp Ala Ala 
30 35 40 45 

ctg gaa gaa aat ggt ttg get gtg ata gga gta ttt tta aag gna aat 375 
Leu Glu Glu Asn Gly Leu Ala Val lie Gly Val Phe Leu Lys Xaa Asn 

50 55 60 

tct cag tct ccc ttg aa 392 
Ser Gin Ser Pro Leu 
65 

<210> 1573 
<211> 499 
<212> DNA 
<2 13 > Homo sapiens 

<220> 
<221> CDS 
,7; <222> 108 . .497 



<400> 1573 

agcagtgacg tgacacgcag cccacggtct gtactgacgc gccctcgctt cttcctcttt 60 
ctcgactcca tcttcgcggt agctgggacc gccgttcagt cgccaat atg cag etc 116 

Met Gin Leu 

1 

ttt gtc cgc gee cag gag eta eae ace ttc gag gtg acc ggc cag gaa 164 
Phe Val Arg Ala Gin Glu Leu His Thr Phe Glu Val Thr Gly Gin Glu 

5 10 15 

acg gtc gee cag ate aag get eat gta gee tea ctg gag ggc att gee 212 
Thr Val Ala Gin He Lys Ala His Val Ala Ser Leu Glu Gly He Ala 
20 25 30 35 

ccg gaa gat caa gtc gtg etc ctg gca ggc gcg ccc ctg gag gat gag 260 
Pro Glu Asp Gin Val Val Leu Leu Ala Gly Ala Pro Leu Glu Asp Glu 

40 45 50 

gcc act ctg ggc cag tgc ggg gtg gag gee ctg act acc ctg gaa gta 308 
Ala Thr Leu Gly Gin Cys Gly Val Glu Ala Leu Thr Thr Leu Glu Val 

55 60 65 

gca ggc cgc atg ctt gga ggt aaa gtc cat ggt tec ctg gcc cgt get 356 
Ala Gly Arg Met Leu Gly Gly Lys Val His Gly Ser Leu Ala Arg Ala 

70 75 80 

gga aaa gtg aga ggt cag act cct aag gtg gee aaa cag gag aag aag 404 
Gly Lys Val Arg Gly Gin Thr Pro Lys Val Ala Lys Gin Glu Lys Lys 

85 90 95 

aag aag aag aca ggt egg get aak egg egg atg cag tac aac egg ege 452 
Lys Lys Lys Thr Gly Arg Ala Xaa Arg Arg Met Gin Tyr Asn Arg Arg 
100 105 110 115 

ttt gtc aac gtt gtg cca cct ttg gca aga aga agg gcc caa tgc aa 4 99 

Phe Val Asn Val Val Pro Pro Leu Ala Arg Arg Arg Ala Gin Cys 
120 125 130 

<210> 1574 
<211> 468 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 184 . .468 



m 



m 



<400> 1574 

ttttcccggc acatgcgcac cgcagcgggt cgcgcgccct 
agtgcagccg gagaccagcc tacagccgcc tgcatctgta 
gtcccagctg cgcgcgcccc ccagtcccgc acccgttcgg 
acc atg ccg gtc aaa gga ggc acc aag tgc ate 
Met Pro Val Lys Gly Gly Thr Lys Cys lie 
15 10 
gga ttt aac ttc ate tte tgg ett gee ggg att 
Gly Phe Asn Phe lie Phe Trp Leu Ala Gly lie 

20 25 
gga eta tgg ete ega tte gac tct cag acc aag 
Gly Leu Trp Leu Arg Phe Asp Ser Gin Thr Lys 

35 40 
gaa act aat aat aat aat tec age ttc tac aca 
Glu Thr Asn Asn Asn Asn Ser Ser Phe Tyr Thr 

50 55 
ate gga gee ggc gee ete atg atg etg gtg ggc 
lie Gly Ala Gly Ala Leu Met Met Leu Val Gly 

65 70 
999 9ct gtg cag gag tec cag tgc atg etg gga 
Gly Ala Val Gin Glu Ser Gin Cys Met Leu Gly 
80 85 90 

<210> 1575 
<211> 498 
<212> DNA 

<213> Homo sapiens 



aaggagtggc actttttaaa 
tccagcgcca ggtcecgeca 
cecaggctaa gttagecetc 
aaa tac etg etg ttc 
Lys Tyr Leu Leu Phe 
15 

get gtc ett gee att 
Ala Val Leu Ala He 
30 

age ate ttc gag caa 
Ser He Phe Glu Gin 
45 

gga gtc tat att etg 
Gly Val Tyr lie Leu 
60 

tte etg ggc tgc tgc 
Phe Leu Gly Cys Cys 
75 

etg ttc tte ggc ttc 
Leu Phe Phe Gly Phe 
95 



60 
120 
180 
228 



276 



324 



372 



420 



468 



<220> 
<221> CDS 
<222> 54 . .497 



<400> 1575 

ctetggaacg gttgceatgg cageggctgg gcgtgetget tagcagggga aag atg 56 

Met 
1 

gcg gtg acg ggc tgg ttg gag agt etg egg aca gee cag aag act gcg 104 
Ala Val Thr Gly Trp Leu Glu Ser Leu Arg Thr Ala Gin Lys Thr Ala 

5 10 15 

etg etg cag gac ggg aga agg aag gtt cae tat tta ttc cca gac ggc 152 
Leu Leu Gin Asp Gly Arg Arg Lys Val His Tyr Leu Phe Pro Asp Gly 

20 25 30 

aag gaa atg get gaa gaw tat gac gag aag acg agt gaa eta ett gtg 200 
Lys Glu Met Ala Glu Xaa Tyr Asp Glu Lys Thr Ser Glu Leu Leu Val 
35 40 45 
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^ 0 



aga aag tgg cgt gtg aaa agt gcc ctg gga gcc atg ggc cag tgg cag 248 

Arg Lys Trp Arg Val Lys Ser Ala Leu Gly Ala Met Gly Gin Trp Gin 

50 55 60 65 

ctt gaa gta gga gac cca gcg ccc eta gga gca ggg aac ctg ggg cct 296 

Leu Glu Val Gly Asp Pro Ala Pro Leu Gly Ala Gly Asn Leu Gly Pro 

70 75 80 

gaa etc ate aag gaa age aat gcc aat cct ate ttc atg cgc aag gac 344 

Glu Leu lie Lys Glu Ser Asn Ala Asn Pro lie Phe Met Arg Lys Asp 

85 90 95 

acc aag atg agt ttc cag tgg egg att cga aac etc ccc tat cct aag 392 

Thr Lys Met Ser Phe Gin Trp Arg lie Arg Asn Leu Pro Tyr Pro Lys 

100 105 110 

gat gtc tat agt gtc tet gtg gae cag aag gag cgc tgc ate att gtc 440 

Asp Val Tyr Ser Val Ser Val Asp Gin Lys Glu Arg Cys lie He Val 

115 120 125 

aga aca acc aac aag aag tac tac aag aag ttc tec att cct gat eta 488 

Arg Thr Thr Asn Lys Lys Tyr Tyr Lys Lys Phe Ser He Pro Asp Leu 

_ 130 135 140 145 

Q gat aga cac c 49q 
=^ Asp Arg His 

'Zl <210> 1576 

<211> 533 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 49 . .531 



<400> 1576 

ttagagaaaa gtgcctggag ggcttttaag gagtcacagt gecatcac atg etc aaa 57 

Met Leu Lys 
1 

cat etc cac aat ggt gca agg ate aca gtg cag atg cca cct aca ate 105 
His Leu His Asn Gly Ala Arg He Thr Val Gin Met Pro Pro Thr He 

5 10 15 

gag ggc cac tgg gtc tee aca ggc tgt gaa gta agg tea ggc cca gag 153 
Glu Gly His Trp Val Ser Thr Gly Cys Glu Val Arg Ser Gly Pro Glu 
20 25 30 35 

ttc ate aca agg tec tac aga ttc tac cac aat aac acc ttc aag gee 201 
Phe He Thr Arg Ser Tyr Arg Phe Tyr His Asn Asn Thr Phe Lys Ala 

40 45 50 

tac caa ttt tat tat ggc age aac egg tgc aca aat ccc act tat act 249 
Tyr Gin Phe Tyr Tyr Gly Ser Asn Arg Cys Thr Asn Pro Thr Tyr Thr 

55 60 65 

etc ate ate egg ggc aag ate ege etc cgc cag gee tec tgg ate ate 297 
Leu He He Arg Gly Lys He Arg Leu Arg Gin Ala Ser Trp He He 

70 75 80 

cga ggg ggc aeg gaa gee gac tac cag ctg cac aac gtc cag gtg ate 345 
Arg Gly Gly Thr Glu Ala Asp Tyr Gin Leu His Asn Val Gin Val He 

85 90 95 

tgc cac aca gag gcg gtg gee gag aag etc ggc cag cag gtg aac cgc 393 
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^ 0 



Cys 


His 


Thr 


Glu 


Ala 


Val 


Ala 


Glu 


Lys 


Leu 


Gly 


Gin 


Gin 


Val 


Asn 


Arg 


100 










105 










110 










115 


aca 


tgc 


ccg 


ggc 


ttc 


etc 


gea 


gac 


ggg 


ggt 


ccc 


tgg 


gtg 


cag 


gac 


gtg 


Thr 


Cys 


Pro 


Gly 


Phe 


Leu 


Ala 


Asp Gly Gly 


Pro 


Trp 


Val 


Gin 


Asp 


Val 










120 










125 










130 




gcc 


tat 


gac 


etc 


tgg 


ega 


gag 


gag 


aac 


ggc 


tgt 


gag 


tgc 


ace 


aag 


gcc 


Ala 


Tyr 


Asp 


Leu 
135 


Trp 


Arg 


Glu 


Glu 


Asn 
140 


Gly 


Cys 


Glu 


Cys 


Thr 
145 


Lys 


Ala 


gtg 


aac 


ttt 


gcc 


atg 


cat 


gaa 


ett 


eag 


etc 


ate 


egg 


gtg 


gag 


aa 




Val 


Asn 


Phe 
150 


Ala 


Met 


His 


Glu 


Leu 
155 


Gin 


Leu 


He 


Arg 


Val 
160 


Glu 







<210> 1577 

<211> 560 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 297 . . 560 



<400> 1577 

acaaggagac tcggaagtgt ctgatcagag ccceagagga ggcettgaga gectgttggc' 60 

gtaccgttcc aeaettggat ccaggaateg ggcgtgttcc aggctgctct ctatggtagc 120 

tttgggegga tagagggggc gcgcaaagta ttaagggaca ataatggccg etttcaaggt 180 

gtggattttg gctccttgag cetgtctgag cgaggggtgg cagcgccggc gecccagaat 240 

cegggacaga agggtcccaa gagtcgegct tggtgagaga aatcccagat eetgtg atg 299 

Met 

ifU 1 

^ ggg gac acc agt gag gat gcc teg ate cat ega ttg gaa ggc act gat 347 
Gly Asp Thr Ser Glu Asp Ala Ser He His Arg Leu Glu Gly Thr Asp 

5 10 15 

ctg gac tgt cag gtt ggt ggt ctt att tgc aag tec aaa agt gcg gee 395 
Leu Asp Cys Gin Val Gly Gly Leu He Cys Lys Ser Lys Ser Ala Ala 

20 25 30 

age gag cag eat gtc ttc aag get cet get ccc cgc cet tea tta etc 443 
Ser Glu Gin His Val Phe Lys Ala Pro Ala Pro Arg Pro Ser Leu Leu 

35 40 45 

gga ctg gac ttg ctg get tec ctg aaa egg aga gag ega gag gag aag 4 91 

Gly Leu Asp Leu Leu Ala Ser Leu Lys Arg Arg Glu Arg Glu Glu Lys 
50 55 60 65 

gac gat ggg gag gac aag aag aag tec aaa gtc tec tec tac aag gac 539 
Asp Asp Gly Glu Asp Lys Lys Lys Ser Lys Val Ser Ser Tyr Lys Asp 

70 75 80 

tgg gaa gag age aag gat gac 560 
Trp Glu Glu Ser Lys Asp Asp 
85 



<210> 1578 

<211> 332 

<212> DNA 

<213> Homo sapiens 
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<220> 
<221> CDS 
<222> 17 . .331 



<400> 1578 

aagcgcgagg agaaag atg gcg gcg atg gcg gtc ggg ggt get ggt ggg age 52 
Met Ala Ala Met Ala Val Gly Gly Ala Gly Gly Ser 
15 10 

cgc gtg tec age ggg agg gae ctg aat tgc gte eee gaa ata get gae 100 

Arg Val Ser Ser Gly Arg Asp Leu Asn Cys Val Pro Glu lie Ala Asp 

15 20 25 

aca eta ggg get gtg gee aag cag ggg ttt gat ttc etc tge atk eet 148 

Thr Leu Gly Ala Val Ala Lys Gin Gly Phe Asp Phe Leu Cys Xaa Pro 

30 35 40 

gte tte eat ceg egt tte aag agg gag tte att eag gaa eet get aag 196 

Val Phe His Pro Arg Phe Lys Arg Glu Phe lie Gin Glu Pro Ala Lys 

45 50 55 60 

aat egg ccc ggt cec cag aca cga tea gae eta ctg etg tea gga agg 244 

Asn Arg Pro Gly Pro Gin Thr Arg Ser Asp Leu Leu Leu Ser Gly Arg 

65 70 75 

gae tgg aat aeg eta att gtg gga aag ett tet eea tgg att egt eea 292 

f^'I Asp Trp Asn Thr Leu lie Val Gly Lys Leu Ser Pro Trp lie Arg Pro 
^ 80 85 90 

gae tea aaa gtg gag aag att cge agg aae tee gag geg g 332 

•Jl Asp Ser Lys Val Glu Lys lie Arg Arg Asn Ser Glu Ala 
^ 95 100 105 

□ <210> 1579 

flj <211> 390 . 

<212> DNA 
"J <213> Homo sapiens 

W <220> 

%^ <221> CDS 

<222> 162 . .389 



-5 s 



<400> 1579 

gegttccgtt ggeggcggat tcgaaegtte ggaetgaggt ttttetgcet gaagaagegt 60 
eatacggaee ggattgtttt cgetggceea gtgteeeegg agettgtgtg egatacagag 120 
ageacctegg aagetgaggc agctggtact tgaeagagag g atg gcg etg teg ace 176 

Met Ala Leu Ser Thr 



ata 


gte 


tee 


cag 


agg 


aag 


cag 


ata 


aag 


egg 


aag 


1 

get 


cec 


egt 


gge 


5 

ttt 


lie 


Val 


Ser 


Gin 


Arg 


Lys 


Gin 


He 


Lys 


Arg 


Lys 


Ala 


Pro 


Arg 


Gly 


Phe 










10 










15 










20 




eta 


aag 


cga 


gte 


tte 


aag 


cga 


aag 


aag 


eet 


eaa 


ett 


egt 


etg 


gag 


aaa 


Leu 


Lys 


Arg 


Val 


Phe 


Lys 


Arg 


Lys 


Lys 


Pro 


Gin 


Leu 


Arg 


Leu 


Glu 


Lys 








25 










30 










35 






agt 


ggt 


gae 


tta 


ttg 


gtc 


cat 


etg 


aac 


tgt 


tta 


ctg 


ttt 


gtt 


cat 


cga 


Ser 


Gly Asp 


Leu 


Leu 


Val 


His 


Leu 


Asn 


Cys 


Leu 


Leu 


Phe 


Val 


His 


Arg 






40 










45 










50 








tta 


gea 


gaa 


gag 


tec 


agg 


aca 


aae 


get 


tgt 


gcg 


agt 


raa 


tgt 


aga 


gte 
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Leu Ala Glu Glu Ser Arg Thr Asn Ala Cys Ala Ser Xaa Cys Arg Val 

55 60 65 

att aac aag gag cat gta ctg c 
lie Asn Lys Glu His Val Leu 
70 75 

<210> 1580 

<211> 294 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 112 . .294 



nj 

fit 



<400> 1580 

aaaagagacc aatataaact gtggcgggat agttttcggg tccttgtcca gtgaaacacc 



60 



O ctcggctggg aagtcagttc gttctctcct ctcctctctt cttgtttgaa c atg gtg 117 

' Met Val 



egg act aaa gca gac agt gtt cca ggc act tac aga aaa gtg gtg get 165 
^ Arg Thr Lys Ala Asp Ser Val Pro Gly Thr Tyr Arg Lys Val Val Ala 
W 5 10 15 

•J3 get cga gee cce aga aag gtg ctt ggt tet tec acc tet gee act aat 213 
=^0 Ala Arg Ala Pro Arg Lys Val Leu Gly Ser Ser Thr Ser Ala Thr Asn 

20 25 30 

s teg aca tea gtt tea teg agg aaa get gaa aat aaa tat gca gga ggg 261 

f3 Ser Thr Ser Val Ser Ser Arg Lys Ala Glu Asn Lys Tyr Ala Gly Gly 
"35 40 45 50 

aac cce gtt tge gtg ege cca act cce aag tgg 294 
Asn Pro val Cys Val Arg Pro Thr Pro Lys Trp 
55 60 

<210> 1581 
<211> 488 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 308 . .487 



<400> 1581 

eeeggatatg gttatgggct eggaaateta gttegggaaa agtgtgaggg getettcaeg 60 

tggggaagga acageaggcg eggaggaggg ggeaagcgtg tgtgagattc agtggteeat 12 0 

gcgtgcgttt gtcgtgtaag ggteattcct ggggtttgga gtgggggaac aaateaatgt 180 

ggetgttttt ccgtggaaag aattcccaet gcagtgtccc ggagcctgeg tgtggtggge 240 

aagctectea aatrgtatct cacagggaat aggggagtet tgaaaaegea getteggcag 300 

taggaac atg aae etc tta cct aaa agt tee agg gag ttt ggc tee gtt 34 9 

Met Asn Leu Leu Pro Lys Ser Ser Arg Glu Phe Gly Ser Val 

15 10 

gac tat tgg gag aag ttc ttc cag cag cga gga aag aaa get ttc gag 397 



1060 



^ 0 



Asp Tyr Trp Glu Lys Phe Phe Gin Gin Arg Gly Lys Lys Ala Phe Glu 

15 20 25 30 

tgg tat gga cct acc tgg aac tst gcg ggg tgc tac at a aat at a tea 44 5 

Trp Tyr Gly Pro Thr Trp Asn Xaa Ala Gly Cys Tyr lie Asn lie Ser 

35 40 45 

age eag gga aaa ngt get ggt gat tgg gtr tgg cac tea gaa c 4 88 

Ser Gin Gly Lys Xaa Ala Gly Asp Trp Val Trp His Ser Glu 
50 55 60 



<210> 1582 

<211> 455 

<212> DNA 

<2 13 > Homo sapiens 



<220> 
<221> CDS 
<222> 78. .455 



m 



rij 



<400> 1582 

ggaagggaag taacgtcagc ctgagaactg agtagctgta ctgtgtggcg ccttattcta 60 
ggeaettgtt gggcaga atg tea cae etg eeg atg aaa ete etg cgt aag 110 
f*^ Met Ser His Leu Pro Met Lys Leu Leu Arg Lys 

1 5 10 

aag ate gag aag egg aae ete aaa ttg egg eag egg aae eta aag ttt 158 
iy Lys lie Glu Lys Arg Asn Leu Lys Leu Arg Gin Arg Asn Leu Lys Phe 
15 20 25 

cag ggg gee tea aat etg acc eta teg gaa act caa aat gga gat gta 2 06 

Gin Gly Ala Ser Asn Leu Thr Leu Ser Glu Thr Gin Asn Gly Asp Val 

30 35 40 

tet gaa gaa aea atg gra agt aga aag gtt aaa aaa tea aaa caa aag 254 
'2 Thr Met Xaa Ser Arg Lys Val Lys Lys Ser Lys Gin Lys 

45 50 55 

M ecc atg aat gtg gge tta tea gaa act eaa aat gga gge atg tcteaa 302 
Q Pro Met Asn Val Gly Leu Ser Glu Thr Gin Asn Gly Gly Met Ser Gin 
60 65 70 75 

gaa gca gtg gga aat ata aaa gtt aca aag tct ccc cag aaa tec act 350 
Glu Ala Val Gly Asn lie Lys Val Thr Lys Ser Pro Gin Lys Ser Thr 

80 85 90 

gta tta acc aat gga gaa gca gca atg cag tct tec aat tea gaa tea 398 
Val Leu Thr Asn Gly Glu Ala Ala Met Gin Ser Ser Asn Ser Glu Ser 

95 100 105 

aaa aag raa aag aag aaa aag aga aaa atg gtg aat gat get gag cct 446 
Lys Lys Xaa Lys Lys Lys Lys Arg Lys Met Val Asn Asp Ala Glu Pro 

110 115 120 

gat aeg aaa 455 
Asp Thr Lys 
125 



<210> 1583 

<211> 293 

<212> DNA 

<213> Homo sapiens 
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<220> 
<221> CDS 
<222> 125 . -292 



<400> 1583 

atcttggatt gcgaactggg tcgctacgct tcacgccagg ggcggagtgg cggcccttct 60 
gttacccgcc acacacgtcg ccgctgggga ctgggaaatc agggcatcgg agagtgccac 120 
atta atg gat gcc awg get agt cca ggg aaa gat aac tat aga atg aaa 169 
Met Asp Ala Xaa Ala Ser Pro Gly Lys Asp Asn Tyr Arg Met Lys 
15 10 15 

agt tat aag aat aaa gcc eta aat cct caa gag atg cgt aga cga aga 217 
Ser Tyr Lys Asn Lys Ala Leu Asn Pro Gin Glu Met Arg Arg Arg Arg 

20 25 30 

gaa gaa gaa gga ata cag ctt aga aaa caa aaa aga gaa gaa cag ttg 265 
Glu Glu Glu Gly lie Gin Leu Arg Lys Gin Lys Arg Glu Glu Gin Leu 

35 40 45 

ttc aaa cgc aga aat gtc tat ttg ccc a 293 
g Phe Lys Arg Arg Asn Val Tyr Leu Pro 

<210> 1584 
^ <211> 399 
yJ <212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
f^. <222> 89 . .397 



<400> 1584 

gaggattgar ggaagggaac ccgcgcmgcc ggaaggagcc gctcgcttca mggcgctggg 60 
acccgggctg gaaggcaggg catcagct atg gaa caa cct ggg cag gat ccc 112 

Met Glu Gin Pro Gly Gin Asp Pro 

1 5 

acc tea gae gac gtc atg gac teg ttc ctg gaa aag ttc cag age cag 160 
Thr Ser Asp Asp Val Met Asp Ser Phe Leu Glu Lys Phe Gin Ser Gin 

10 15 20 

cct tac cgt ggc gge ttt cat gag gac cag tgg gag aag gaa ttt gaa 208 
Pro Tyr Arg Gly Gly Phe His Glu Asp Gin Trp Glu Lys Glu Phe Glu 
25 30 35 40 

aag gtc ccc eta ttt atg weg aga geg cca tea gaa att gat ccc agg 256 
Lys Val Pro Leu Phe Met Xaa Arg Ala Pro Ser Glu lie Asp Pro Arg 

45 50 55 

gag aat cct gae ttg get tgt etc cag tea att att ttt gat gag gag 304 
Glu Asn Pro Asp Leu Ala Cys Leu Gin Ser lie lie Phe Asp Glu Glu 

60 65 70 

cgt tet cca gaa gaa cag gcc aag acc tat aaa gat gag ggc aat gat 352 
Arg Ser Pro Glu Glu Gin Ala Lys Thr Tyr Lys Asp Glu Gly Asn Asp 

75 80 85 

tac ttt aaa gaa aaa gac tac aag aaa get gta att tea tac act ga 399 
Tyr Phe Lys Glu Lys Asp Tyr Lys Lys Ala Val lie Ser Tyr Thr 

90 95 100 
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<210> 1585 

<211> 426 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 200 . .424 



<400> 1585 

gttctcggag gagcgatctg caggtagggg tgcgcgcgac cgctccccgg cgggagccag 60 
cgaaggtttc catgtcagag gccgatggag aactgaagat tgccacctac gcacaaaggc 120 
cattgagaca cttcgtgtag ctggaagaca ccaacttcct gacaggagct ttatttcatt 180 
tgggatttca agtttacag atg gta tct tct caa aag ttg gaa aaa cct ata 232 

Met Val Ser Ser Gin Lys Leu Glu Lys Pro lie 
15 10 
gag atg ggc agt age gaa ccc ctt ccc ate gca gat ggt gac agg agg 2 80 

Glu Met Gly Ser Ser Glu Pro Leu Pro lie Ala Asp Gly Asp Arg Arg 

15 20 25 

agg aag aag aag egg agg ggc egg gee aet gac tec ttg eca gga aag 328 
f*;' Arg Lys Lys Lys Arg Arg Gly Arg Ala Thr Asp Ser Leu Pro Gly Lys 
yJ 30 35 40 

ttt gaa gat atg tae aag etg ace tet gaa ttg ctt gga gag gga gee 376 
^ Phe Glu Asp Met Tyr Lys Leu Thr Ser Glu Leu Leu Gly Glu Gly Ala 
m 45 50 55 

•arc 

^ tat gee aaa gtt caa ggt gee gtg age eta eag aat ggc aaa gag tat 424 

if«i Tyr Ala Lys Val Gin Gly Ala Val Ser Leu Gin Asn Gly Lys Glu Tyr 

60 65 70 75 



m 



m 



gc 

<210> 1586 
<211> 556 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 151 . . 555 



426 



<400> 1586 

tattccaatg tetteaccga agttgcaatt ggcccatccg tgetcaatgc tgecagagat 60 
gatattagca agcttaggaa tacacttcgc tttcttttgg gaaatgtggc tgatttcaac 120 
eeagaaacag attecateec tgtaaacgat atg tat gtc ata gac cag tae atg 174 

Met Tyr Val lie Asp Gin Tyr Met 

1 5 

eta cae tta etg cag gat ttg gca aac aag att ace gaa tta tac aaa 222 
Leu His Leu Leu Gin Asp Leu Ala Asn Lys lie Thr Glu Leu Tyr Lys 

10 15 20 

caa tat gat ttt gga aaa gtt gtt egg etg tta egg aeg ttt tat acc 270 
Gin Tyr Asp Phe Gly Lys Val Val Arg Leu Leu Arg Thr Phe Tyr Thr 
25 30 35 40 
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aga 
Arg 

tgt 
Cys 

gtt 
Val 

cac 
His 

wwg 
Xaa 
105 
aag 
Lys 



gag 
Glu 

gaa 
Glu 

gaa 
Glu 

ctg 

Leu 

90 

agt 

Ser 

ccc 
Pro 



etc 
Leu 

aag 
Lys 

att 

He 

75 

get 

Ala 



tet aae ttt 
Ser Asn Phe 
45 

gaa aat gac 
Glu Asn Asp 
60 

ttg gat gta 
Leu Asp Val 

gaa gag gtg 
Glu Glu Val 



gtt ttc cgt act 
Val Phe Arg Thr 
110 

ggg ttg gaa gaa 
Gly Leu Glu Glu 
125 



tat 

Tyr 

ccc 
Pro 

ata 
He 

ttc 
Phe 
95 

ggg 

Gly 

get 
Ala 



ttc 
Phe 

aaa 
Lys 

gtt 

Val 

80 

cag 

Gin 

egg 
Arg 

gtg 
Val 



agt ata ate 
Ser He He 
50 

cga cgc tet 
Arg Arg Ser 
65 

cgt tet ttt 
Arg Ser Phe 

eac ata cct 
His He Pro 

att agt act 
He Ser Thr 
115 

gag agt gcg 
Glu Ser Ala 
130 



aaa gat agg 
Lys Asp Arg 



tgt 

Cys 

get 
Ala 

tat 
Tyr 
100 
agt 
Ser 



cag act 
Gin Thr 

70 
ccc att 
Pro He 
85 

att ama 
He Xaa 

tet ate 
Ser He 



tgt gca atg 
Cys Ala Met 



etc tat 
Leu Tyr 
55 

gca tta 
Ala Leu 

ett cct 
Leu Pro 

gag ccc 
Glu Pro 

tgg gaa 
Trp Glu 
120 
cga k 
Arg 
135 



318 



366 



414 



462 



510 



556 



<210> 1587 
<211> 457 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 110 - .457 



m 



<400> 1587 

agactaagtt gttcttcegg ggtgactgee tcttecaggg 
ttgctgtget ccaaetceet cagggcctgt gttgeegcac 



etc 
Leu 

cag 

Gin 

20 

ace 

Thr 

tta 
Leu 

agg 
Arg 

gee 
Ala 

gaa 
Glu 



aaa agt 
Lys Ser 
5 

cca gac 
Pro Asp 

ett tac 
Leu Tyr 

gga ttc 
Gly Phe 

gac cga 
Asp Arg 

70 
aaa ttt 
Lys Phe 
85 

gac agt 
Asp Ser 



ttc 
Phe 

act 
Thr 

ate 
He 

tea 

Ser 

55 

agt 

Ser 

gaa 
Glu 

gat 
Asp 



ceg ecg 
Pro Pro 

gag get 
Glu Ala 

25 
get gag 
Ala Glu 
40 

ctg gaa 
Leu Glu 

gac tgt 
Asp Cys 

gaa gaa 
Glu Glu 

gat gat 
Asp Asp 



cct ggg 
Pro Gly 
10 

gtg ctg 
Val Leu 

age cgc 
Ser Arg 

tac ccc 
Tyr Pro 

eta gga 
Leu Gly 
75 

tea aaa 
Ser Lys 
90 

gtt gaa 
Val Glu 



cca gcg gag 
Pro Ala Glu 



aac 
Asn 

ctg 
Leu 

ace 

Thr 

60 

gag 

Glu 



ggg aag 
Gly Lys 

30 
tet tgg 
Ser Trp 
45 

att agt 
He Ser 

cat ttg 
His Leu 



gaa cct gtt 
Glu Pro Val 

cct att act 
Pro He Thr 



cgggcggtgt ggtgcacgea 60 
tetgetget atg age ttc 118 

Met Ser Phe 

1 

ggg etc ctg egg cag 166 

Gly Leu Leu Arg Gin 

15 

ggc etc ggc act ggt 214 
Gly Leu Gly Thr Gly 
35 

tta gat ggc tet gga 262 
Leu Asp Gly Ser Gly 
50 

tta eat gca tta tec 310 
Leu His Ala Leu Ser 
65 

tat gtt atg gtg aat 358 
Tyr Val Met Val Asn 
80 

get gat gaa gaa gag 406 

Ala Asp Glu Glu Glu 

95 

gaa ttt aga ttt gtg 454 
Glu Phe Arg Phe Val 



1064 



^ 0 



100 105 110 115 

cct 457 

Pro 

<210> 1588 
<211> 428 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 175 . . 426 



<400> 1588 

atcaagttgc tttctgtccc ggcagaggaa gccagatcgc tgagggtccg gtctccagtt 60 

tgcctcctgc tatatccatt ggaagagaaa agtttgtgac ttgggccccc aagttttgag 120 

agaactgggc tttcggcgcg gggggacaga ggaggctcgt ggggagcttt cccc atg 177 

Met 
1 

gag ctt acc cag cct gca gaa gac etc ate cag acc cag cag acc cct 225 

Glu Leu Thr Gin Pro Ala Glu Asp Leu lie Gin Thr Gin Gin Thr Pro 

5 10 15 

gcc tea gaa ctt ggg gac cct gaa gac ccc gga gag gag get gca gat 273 

Q Ala Ser Glu Leu Gly Asp Pro Glu Asp Pro Gly Glu Glu Ala Ala Asp 
2 0 2 5 3 0 

ggc tea gac act gtg gtc etc agt etc ttt ccc tgc acc cct gag cct 321 
Gly Ser Asp Thr Val Val Leu Ser Leu Phe Pro. Cys Thr Pro Glu Pro 

35 40 45 

gtg aat cct gaa ceg gat gcc agt gtt tec tet cca cag ggc age tec 369 

Val Asn Pro Glu Pro Asp Ala Ser Val Ser Ser Pro Gin Gly Ser Ser 
50 55 60 65 

ctg aag cac tec acc act etc ace aac egg cag cga ggg aac gag gtg 417 

Leu Lys His Ser Thr Thr Leu Thr Asn Arg Gin Arg Gly Asn Glu Val 

70 75 80 

tea get ctg cc 428 
Ser Ala Leu 

<210> 1589 

<211> 290 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 114 . .290 



<400> 1589 

acacgtggte cggcgtggtt caggcgggtg tetteggceg ggcttgggaa cataaaagtt 60 
tgtttcacca cgtaagccgg acctegcact ecggtccegg tctcgtcgcc aag atg 116 

Met 
1 

gtg aag ccc aag tac aaa gga egg age acc ate aac ceg tec aag gee 164 
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^ 0 



V S ± 


Lys 


Pro 


Lys 


Tyr 


Lys 


r^l t r 

Cjiy 


Arg 


Ser 


Thr 


He Asn 


Pro 


Ser 


Lys 


Ala 










5 










10 








15 








age 


aca 


aac 


cca 


gat 


ega 


gtg 


cag 


gga 


gea 


gga ggc 


eaa 


aac 


atg 


agg 


212 


Ser 


Thr 


Asn 


Pro 


Asp 


Arg 


Val 


Gin 


Gly Ala 


Gly Gly Gin Asn 


Met 


Arg 








20 










25 








30 










gac 


egg 


gee 


ace 


ate 


egg 


cgc 


ctg 


aat 


atg 


tat agg 


caa 


aag 


gag 


cgc 


260 


Asp 


Arg 


Ala 


Thr 


He 


Arg 


Arg 


Leu 


Asn 


Met 


Tyr Arg 


Gin 


Lys 


Glu 


Arg 






35 










40 








45 












agg 


aac 


agt 


egt 


ggt 


aaa 


ata 


att 


aaa 


ccc 












290 


Arg 


Asn 


Ser 


Arg 


Gly 


Lys 


He 


He 


Lys 


Pro 















50 55 



<210> 1590 

<211> 374 

<212> DNA 

<213> Homo sapiens 



<220> 
^ <221> CDS 
O <222> 133 . .372 

m 

U <400> 1590 

ly aagaeccgcg tgtggcgcag gcaaggaccc tcaaaataaa cagcctctac cttgcgagcc 60 

,f| gtcttcccca ggcetgcgtc cgagtctccg ccgctgcggg cccgctccga cgcggaagat 120 

ctgactgcag cc atg age age aat gag tge ttc aag tgt gga cga tct ggc 171 

Met Ser Ser Asn Glu Cys Phe Lys Cys Gly Arg Ser Gly 

1 5 10 





cac 


tgg 


gee 


egg 


gaa 


tgt 


cet 


act 


ggt 


gga 


ggc 


ygt 


sgt 


egt 


gga 


atg 


. 219 




His 


Trp 


Ala 


Arg 


Glu 


Cys 


Pro 


Thr 


Gly Gly 


Gly 


Xaa 


Xaa 


Arg 


Gly Met 








15 










20 










25 












: 


aga 


age 


egt 


ggc 


aga 


ggt 


ttc 


cag 


ttt 


gtt 


tee 


teg 


tct 


ctt 


cca 


gat 


267 




Arg 


Ser 


Arg 


Gly 


Arg 


Gly 


Phe 


Gin 


Phe 


Val 


Ser 


Ser 


Ser 


Leu 


Pro 


Asp 






30 










35 










40 










45 






att 


tgt 


tat 


cgc 


tgt 


ggt 


gag 


tct 


ggt 


cat 


ctt 


gee 


aag 


gat 


tgt 


gat 


315 


He 


Cys 


Tyr 


Arg 


Cys 
50 


Gly 


Glu 


Ser 


Gly 


His 
55 


Leu 


Ala 


Lys 


Asp 


Cys 
60 


Asp 






ctt 


cag 


gag 


gat 


gst 


aag 


tat 


tta 


aca 


ctt 


cet 


ttt 


cat 


acc 


cet 


eta 


363 




Leu 


Gin 


Glu 


Asp 
65 


Xaa 


Lys 


Tyr 


Leu 


Thr 
70 


Leu 


Pro 


Phe 


His 


Thr 
75 


Pro 


Leu 






gag 


ctt 


gga 


ga 


























374 



Glu Leu Gly 



<210> 1591 

<211> 697 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 488 . . 697 



1066 



<400> 1591 

aagacccgcg tgtggcgcag gcaaggaccc tcaaaataaa cagcctctac cttgcgagcc 60 
gtcttcccca ggcctgcgtc cgagtctccg ccgctgcggg cccgctccga cgcggaagat 120 
ctgactgcag ccatgagcag caatgagtgc ttcaagtgtg gacgatctgg ccactgggcc 180 
cgggaatgtc ctantggtgk cggccgtggt cgtggaatga gaagccgtgg cagaggtggt 240 
tttacctcgg atagaggttt ccagtttgtt tcctcgtctc ttccagatat ttgttatcgc 300 
tgtggtgnng tctggtcatc ttgccaagga ttgtgatctt caggaggatg cctgctakam 360 
cygcgtgtgg cgcaggcaag gaccctcaaa ataaacagcc tctaccttgc gagccgtctt 420 
ccccaggcct gcgtccgagt ctccgccgct gcgggcccgc tccgacgcgg aagatctgac 480 
tgcagcc atg age age aat gag tge tte aag tgt gga cga tct gge eae 529 

Met Ser Ser Asn Glu Cys Phe Lys Cys Gly Arg Ser Gly His 

1 5 10 

tgg gee egg gaa tgt ect act ggt gga gge egt sgt egt gga atg aga 577 
Trp Ala Arg Glu Cys Pro Thr Gly Gly Gly Arg Xaa Arg Gly Met Arg 
15 20 25 30 

age egt gge aga ggt tte cag ttt gtt tee teg tct ett eca gat att 625 
Ser Arg Gly Arg Gly Phe Gin Phe Val Ser Ser Ser Leu Pro Asp lie 

35 40 45 

tgt tat cgc tgt ggt gag tct ggt cat ett gcc aag gat tgt gat ett 673 
Cys Tyr Arg Cys Gly Glu Ser Gly His Leu Ala Lys Asp Cys Asp Leu 

50 55 60 

eag gag gat get get ata act gcg 697 
Gin Glu Asp Ala Ala He Thr Ala 

65 70 





<210> 


1592 






<211> 


439 






<212> 


DNA 






<213> 


Homo 


sapiens 










m 


<220> 








<221> 


CDS 






<222> 


233 . 


.439 


o 










<400> 


1592 





attcgaaeee enwmrcgece etttstgegt eacgggtggc gggegcggga aggggatttg 60 
gattgttgeg ectctgetet gaagaaagtg ctgtctgget ecaactceag ttetttccee 120 
tgagcagcge etggaaccta aeeetteeea etetgtcaec ttetegatcc egeeggeget 180 
ttagagccgc agteeagtct tggatcette agageetcag ceaetagetg eg atg eat 238 

Met His 
1 

gtg ate aag cga gat gge ege caa gaa cga gte atg ttt gae aaa att 286 
Val He Lys Arg Asp Gly Arg Gin Glu Arg Val Met Phe Asp Lys He 

5 10 15 

aea tct cga ate cag aag ett tgt tat gga etc aat atg gat ttt gtt 334 
Thr Ser Arg He Gin Lys Leu Cys Tyr Gly Leu Asn Met Asp Phe Val 

20 25 30 

gat eet get eag ate ace atg aaa gta ate caa gge ttg tac agt ggg 382 
Asp Pro Ala Gin He Thr Met Lys Val He Gin Gly Leu Tyr Ser Gly 
35 40 45 50 

gtc ace aea gtg gaa eta gat act ttg get get gaa aea get gca ace 430 
Val Thr Thr Val Glu Leu Asp Thr Leu Ala Ala Glu Thr Ala Ala Thr 
55 60 65 



1067 



ttg act act 439 
Leu Thr Thr 

<210> 1593 
<211> 530 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 128. .529 



<400> 1593 

acttccggcc agggaggggg ataggctcag acacaaggag aggcttggag agagcagacg 60 

ccttctggat tcaagaagac gaggcccatt cccctcaggc tcacctgtta ctcggcctcc 120 

cagaaag atg gat agg mga aat gac tac ggr tat agg gtg cyt eta ttt 169 

Met Asp Arg Arg Asn Asp Tyr Gly Tyr Arg Val Xaa Leu Phe 

15 10 

M cag ggc cct ctg cct ccc ccg ggg age ctg ggg ctt ccc ttc cct cca 217 

%0 Gin Gly Pro Leu Pro Pro Pro Gly Ser Leu Gly Leu Pro Phe Pro Pro 

Ul 15 20 25 30 

M= ata cag act gag acc aca gaa gag gac agt gtc ctg ctg atg cat 265 

\A Asp lie Gin Thr Glu Thr Thr Glu Glu Asp Ser Val Leu Leu Met His 

ffl 3 5 4 0 4 5 

7^ acc ctg ttg gcg gca acc aag gac tec ctg gcc atg gac cca cca gtt 313 

Thr Leu Leu Ala Ala Thr Lys Asp Ser Leu Ala Met Asp Pro Pro Val 

^ 50 55 60 

gtc aac egg cct aag nna wgc aag acc aag aag gcc csk rta aag act 361 

O Val Asn Arg Pro Lys Xaa Xaa Lys Thr Lys Lys Ala Xaa Xaa Lys Thr 

fy 65 70 75 

jfy att act arg get gca cct get gen net cca gtc cca get gee aat gag 409 

^ He Thr Xaa Ala Ala Pro Ala Ala Xaa Pro Val Pro Ala Ala Asn Glu 

80 85 90 

att gee acc aac aag ccc aaa ata act tgg cag get tta aac ctg cca 457 

He Ala Thr Asn Lys Pro Lys He Thr Trp Gin Ala Leu Asn Leu Pro 

95 100 105 110 

gtc att acc cag ate age cag get tta cct ace act gag gta ace aat 505 

Val He Thr Gin He Ser Gin Ala Leu Pro Thr Thr Glu Val Thr Asn 

115 120 125 

act cag get tet tea gtc act get e 530 
Thr Gin Ala Ser Ser Val Thr Ala 
130 



y 



<210> 1594 
<211> 818 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 113 . .817 
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^ 0 



<400> 1594 

acttccggcc agggaggggg ataggctcag acacaaggag aggcttggag agagcagacg 60 
ccttctggat tcaagaagac gaggctcacc tgttactcgg cctcccagaa ag atg gat 118 

Met Asp 
1 





agg 


aga 


aat 


gac 


tac 


gga 


tat 


agg 


gtg 


cct 


eta 


ttt 


cag 


ggc 


cct 


ctg 


166 




Arg 


Arg 


Asn 
5 


Asp 


Tyr 


Gly 


Tyr 


Arg 
10 


Val 


Pro 


Leu 


Phe 


Gin 
15 


Gly 


Pro 


Leu 






cct 


ccc 


ccg 


ggg 


age 


ctg 


ggg 


ett 


ccc 


ttc 


cct 


cca 


gat 


ata 


cag 


act 


214 




Pro 


Pro 
2 0 


Pro 


Gly 


Ser 


Leu 


Gly 
25 


Leu 


Pro 


Phe 


Pro 


Pro 
30 


Asp 


He 


Gin 


Thr 






gag 


acc 


aca 


gaa 


gag 


gac 


agt 


gtc 


ctg 


ctg 


atg 


eat 


acc 


ctg 


ttg 


gcg 


262 




Glu 


Thr 


Thr 


Glu 


Glu 


Asp 


Ser 


Val 


Leu 


Leu 


Met 


His 


Thr 


Leu 


Leu 


Ala 






35 










40 










45 










50 






gca 


acc 


aag 


gac 


tec 


ctg 


gcc 


atg 


gac 


cca 


cca 


gtt 


gtc 


aac 


egg 


cct 


310 




Ala 


Thr 


Lys 


Asp 


Ser 
55 


Leu 


Ala 


Met 


Asp 


Pro 
60 


Pro 


Val 


Val 


Asn 


Arg 
65 


Pro 






aag 


aaa 


aga 


yac 


aag 


gag 


agg 


ett 


gga 


gag 


age 


aga 


cgc 


ett 


ctg 


gat 


358 




Ly s 


Lys 


Arg 


Xaa 


Lys 


Glu 


A^g 


Leu 


Gly 


Glu 


Ser 


Arg 


Arg 


Leu 


Leu 


Asp 












70 










75 










80 










tea 


aga 


aga 


cga 


ggc 


cca 


ttc 


ccc 


tea 


ggc 


tea 


cct 


gtt 


acy 


egg 


cct 


406 


yl 


Ser 


Arg 


Arg 


Arg 


Gly 


Pro 


Phe 


Pro 


Ser 


Gly 


Ser 


Pro 


Val 


Thr 


Arg 


Pro 










8 5 










90 










95 ■ 










%M 


ccc 


aga 


aag 


atg 


gat 


agg 


mga 


aat 


gac 


tac 


ggr 


tat 


agg 


gtg 


cyt 


eta 


454 




Pro 


Arg 


Lys 


Met 


Asp 


Arg 


Arg 


Asn 


Asp 


Tyr 


Gly 


Tyr 


Arg 


Val 


Xaa 


Leu 








100 










105 










110 














ttt 


cag 


ggc 


cct 


ctg 


cct 


ccc 


eeg 


ggg 


age 


ctg 


ggg 


ett 


ccc 


ttc 


cct 


502 




Pne 


Gin 


Gly 


Pro 


Leu 


Pro 


Pro 


Pro 


Gly 


Ser 


Leu 


Gly 


Leu 


Pro 


Phe 


Pro 






115 










120 










125 










130 






cca 


gat 


ata 


cag 


act 


gag 


ace 


aca 


gaa 


gag 


gac 


agt 


gtc 


ctg 


ctg 


atg 


550 




Pro 


Asp 


He 


Gin 


Thr 


Glu 


Thr 


Thr 


Glu 


Glu 


Asp 


Ser 


Val 


Leu 


Leu 


Met 




nl 

:: Tsr 










135 










140 










145 






4^ 


cat 


acc 


ctg 


ttg 


gcg 


gca 


acc 


aag 


gac 


tec 


ctg 


gee 


atg 


gac 


cca 


cca 


598 




His 


Thr 


Leu 


Leu 


Ala 


Ala 


Thr 


Lys 


Asp 


Ser 


Leu 


Ala 


Met 


Asp 


Pro 


Pro 












150 










155 










160 










gtt 


gtc 


aac 


egg 


cct 


aag 


nna 


wge 


aag 


acc 


aag 


aag 


gee 


csk 


rta 


aag 


646 




Val 


Val 


Asn 


Arg 


Pro 


Lys 


Xaa 


Xaa 


Lys 


Thr 


Lys 


Lys 


Ala 


Xaa 


Xaa 


Lys 










165 










170 










175 










act 


att 


act 


arg 


get 


gca 


cct 


get 


gen 


net 


cca 


gtc 


cca 


get 


gcc 


aat 


694 




Thr 


He 
180 


Thr 


Xaa 


Ala 


Ala 


Pro 
185 


Ala 


Ala 


Xaa 


Pro 


Val 
190 


Pro 


Ala 


Ala 


Asn 






gag 


att 


gcc 


acc 


aae 


aag 


ccc 


aaa 


ata 


act 


tgg 


cag 


get 


tta 


aac 


ctg 


742 




Glu 


He 


Ala 


Thr 


Asn 


Lys 


Pro 


Lys 


He 


Thr 


Trp 


Gin 


Ala 


Leu 


Asn 


Leu 






195 










200 










205 










210 






cca 


gtc 


att 


acc 


cag 


ate 


age 


cag 


get 


tta 


cct 


acc 


act 


gag 


gta 


ace 


790 




Pro 


Val 


He 


Thr 


Gin 
215 


He 


Ser 


Gin 


Ala 


Leu 
220 


Pro 


Thr 


Thr 


Glu 


Val 
225 


Thr 






aat 


act 


cag 


get' 


tct 


tea 


gtc 


act 


get 


c 














818 




Asn 


Thr 


Gin 


Ala 


Ser 


Ser 


Val 


Thr 


Ala 



















230 235 



<210> 1595 
<211> 408 
<212> DNA 



1069 



^ 0 



<213> Homo sapiens 

<220> 
<221> CDS 
<222> 154 . .408 



<400> 1595 

tagatacatt gccttttgcc taggctggcg tcgagacttg aggccgttgc agactttggc 60 
gcggctcgcg cctcctgctt caagagccca gcggtgagag ctggcctgcg gcacgcggcc 120 
taatgccaga cagtaacagt ttggaggatc aag atg ttg acc aac ttg agg ata 174 

Met Leu Thr Asn Leu Arg lie 
1 5 

ttt gca atg agt cat cag aca ata ccc agt gtg tat att aat aat ata 222 
Phe Ala Met Ser His Gin Thr lie Pro Ser Val Tyr He Asn Asn He 

10 15 20 

tgc tgc tat aaa ata aga gca agt tta aaa aga tta aag cca cat gtg 270 
Cys Cys Tyr Lys He Arg Ala Ser Leu Lys Arg Leu Lys Pro His Val 
25 30 35 

^ ccg ctt gga aga aat tgc agt tct eta cca ggc tta ata gga aat gat 318 
^ Pro Leu Gly Arg Asn Cys Ser Ser Leu Pro Gly Leu He Gly Asn Asp 
Ul 40 45 50 55 

1^ ate aaa tec ctt cat tec ate ate aat ect ccc ata get aaa ate cgt 366 
y He Lys Ser Leu His Ser He He Asn Pro Pro He Ala Lys He Arg 
^ 60 65 70 

,fj aat att gga att atg get eat att gat gca ggc aaa act acc 408 
Asn He Gly He Met Ala His He Asp Ala Gly Lys Thr Thr 
75 80 85 

O <210> 1596 

fU <211> 481 

fU <212> DMA 

^ <213> Homo sapiens 

<220> 
<221> CDS 
<222> 126. .479 



<400> 1596 

cgaaagtett cggagcttgc geeagtctct tcgcggcgtc caecacttag acgcaagttg 60 
ctgaagccgg ccggggagaa ggtgttgttg ccggagctga gaccgggcgg ccacagtccg 120 
caggg atg aac etc gag ttg etg gag tec ttt ggg cag aac tat cca gag 170 
Met Asn Leu Glu Leu Leu Glu Ser Phe Gly Gin Asn Tyr Pro Glu 
^5 10 15 

gaa get gat gga act ttg gat tgt ate age atg get ttg act tgc ace 218 
Glu Ala Asp Gly Thr Leu Asp Cys He Ser Met Ala Leu Thr Cys Thr 

20 25 30 

ttt aac agg tgg ggc aya etg ctt gca gtt ggc tgt aat gat ggc ega 266 
Phe Asn Arg Trp Gly Xaa Leu Leu Ala Val Gly Cys Asn Asp Gly Arg 

35 40 45 

att gte ate tgg gat ttc ttg aca aga ggc att get aaa ata att agt 314 
He Val He Trp Asp Phe Leu Thr Arg Gly He Ala Lys He He Ser 
50 55 60 



1070 



^ 0 



gca cac ate 
Ala His He 
65 

aaa etc gtg 
Lys Leu Val 
80 

ctt tea ggc 
Leu Ser Gly 

aaa gte caa 
Lys Val Gin 



cat eca gtg 
His Pro Val 

agt get tec 
Ser Ala Ser 
85 

gac tgt gas 
Asp Cys Xaa 
100 

tat cat cca 
Tyr His Pro 
115 



tgt tet tta 
Cys Ser Leu 
70 

act gat aae 
Thr Asp Asn 

cag agg ttt 
Gin Arg Phe 

ega ga 
Arg 



tge tgg age 
Cys Trp Ser 
75 

ata gtg tea 
He Val Ser 
90 

ega ttc ect 
Arg Phe Pro 
105 



ega gat ggt 
Arg Asp Gly 

cag tgg gat 
Gin Trp Asp 

tea mcc ate 
Ser Xaa He 
110 



cat 362 
His 

gtt 410 

Val 

95 

tta 458 
Leu 

481 



<210> 1597 

<211> 222 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 30 . . 221 



ly <400> 1597 

^ agtgaeccaa gecccagett cgcgcaggg atg gag eeg gaa gag ggg aeg cec 53 

Met Glu Pro Glu Glu Gly Thr Pro 

J^' ttg tgg egg etg cag aag ctg ceg gee gag ctg ggc eeg cag ctt ctt 101 
!^ Leu Trp Arg Leu Gin Lys Leu Pro Ala Glu Leu Gly Pro Gin Leu Leu 
10 15 20 

cae aaa ata att gat ggc att tgt ggt ega get tat cet gtg tac caa 149 
His Lys He He Asp Gly He Cys Gly Arg Ala Tyr Pro Val Tyr Gin 
25 30 35 40 

gat tat cac act gtt tgg gaa tea gaa gaa tgg atg cae gtt tta gaa 197 
Asp Tyr His Thr Val Trp Glu Ser Glu Glu Trp Met His Val Leu Glu 

45 50 55 

gak att gcc aaa ttt ttc aaa gee a 222 
Xaa He Ala Lys Phe Phe Lys Ala 
60 



=5; 



<210> 1598 
<211> 298 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 23 . .298 



<400> 1598 

agteggeggc cggactggga ag atg gac gca get act ctg ace tac gac act 52 

Met Asp Ala Ala Thr Leu Thr Tyr Asp Thr 
15 10 
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^ 0 



etc 


egg 


ttt 


get 


gag 


ttt 


Leu 


Arg 


Phe 


Ala 


Glu 


Phe 










15 




tgg 


ata 


ctg 


ggt 


aga 


aaa 


Trp 


lie 


Leu 


Gly 


Arg 


Lys 








30 






ttg 


tct 


gat 


gtg 


gca 


tct 


Leu 


Ser 


Asp 


Val 


Ala 


Ser 






45 








cca 


gcc 


att 


ggg 


ggg 


aca 


Pro 


Ala 


He 


Gly 


Gly 


Thr 




60 










atg 


ctg 


egg 


tgt 


gga 


eag 


Met 


Leu 


Arg 


Cys 


Gly 


Gin 


75 










80 


cac 


eta 










His 


Leu 











gaa gat ttt eet gag ace 
Glu Asp Phe Pro Glu Thr 
20 

tac age att ttc aca gaa 
Tyr Ser He Phe Thr Glu 
35 

aga ett tgg ttt aca tac 
Arg Leu Trp Phe Thr Tyr 
50 

ggc cec ace teg gae aca 
Gly Pro Thr Ser Asp Thr 
65 70 
atg ate ttt gcc caa gcc 
Met He Phe Ala Gin Ala 
85 



tea gag cec gtt 100 
Ser Glu Pro Val 
25 

aag gae gag ate 14 8 

Lys Asp Glu He 
40 

agg aaa aac ttt 196 

Arg Lys Asn Phe 

55 

ggc tgg ggc tgc 244 
Gly Trp Gly Cys 

ctg gtg tgc egg 292 
Leu Val Cys Arg 
90 

298 





<210> 


1599 


M 


<211> 


454 




<212> 


DNA 




<213> 


Homo 








yj 


<220> 






<221> 


CDS 




<222> 


15 . . 



<400> 1599 

^ gaaaagastt ggta atg gcg aeg ggt ttg tea gag eac cat aac atg gtg 50 

^ ^^et Ala Thr Gly Leu Ser Glu His His Asn Met Val 

U 15 10 

tgg gaa gtg aag aca aat cag atg eet aat gea gta eag aaa etc ctg 98 
O Trp Glu Val Lys Thr Asn Gin Met Pro Asn Ala Val Gin Lys Leu Leu 
O 15 20 25 

ttg gtg atg gae aag aga gcc tea gga atg aat gae tea ttg gag ttg 146 
Leu Val Met Asp Lys Arg Ala Ser Gly Met Asn Asp Ser Leu Glu Leu 

30 35 40 

ctg cag tgt aat gag aat ttg cca tct tea eet gga tat aac tec tgt 194 
Leu Gin Cys Asn Glu Asn Leu Pro Ser Ser Pro Gly Tyr Asn Ser Cys 
45 50 55 60 

gat gaa cac atg gag ctt gat gae ett eet gaa ett cag gca gtt eaa 242 
Asp Glu His Met Glu Leu Asp Asp Leu Pro Glu Leu Gin Ala Val Gin 

65 70 75 

agt gat eet ace eaa tct ggc atg tac cag ctg agt tea gat gtt tea 290 
Ser Asp Pro Thr Gin Ser Gly Met Tyr Gin Leu Ser Ser Asp Val Ser 

80 85 90 

eat caa gaa tac cca aga tea tct tgg aac caa aat ace tea gae ata 338 
His Gin Glu Tyr Pro Arg Ser Ser Trp Asn Gin Asn Thr Ser Asp He 

95 100 105 

cca gaa act act tac cgt gaa aat gag gtg gae tgg eta aca gaa ttg 386 
Pro Glu Thr Thr Tyr Arg Glu Asn Glu Val Asp Trp Leu Thr Glu Leu 

110 115 120 

gca aat ate gcg ace agt cca caa agt cca ctg atg cag tgc tea ttt 434 
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^ 0 



Ala Asn He Ala Thr Ser Pro Gin Ser Pro Leu Met Gin Cys Ser Phe 
125 130 135 140 

tac aat aga tea tct cct gt 
Tyr Asn Arg Ser Ser Pro 
145 



454 



<210> 1600 
<211> 370 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 52 . .369 



<400> 1600 

gcttccgcga ccccggcggt gcagggcggg tggagtcgcg gagtagtcct c atg gcc 57 

Met Ala 
1 

gcc ccg ccg gag ccc ggt gag ccc gag gag agg aag tec ctt aag etc 105 
Ala Pro Pro Glu Pro Gly Glu Pro Glu Glu Arg Lys Ser Leu Lys Leu 
5 10 15 

•ly eta gga ttt tta gat gtt gaa aat act ccc tgc gcc egg cat tea ata 153 

Leu Gly Phe Leu Asp Val Glu Asn Thr Pro Cys Ala Arg His Ser He 
^ 20 25 30 

^ ttg tat ggt tea tta gga tct gtt gtg get ggc ttt gga eat ttt ttg 201 
7" Leu Tyr Gly Ser Leu Gly Ser Val Val Ala Gly Phe Gly His Phe Leu 
p. 35 40 ' 45 50 

^ ttc act agt aga att aga aga tea tgt gat gtt gga gta gga ggg ttt 249 

Phe Thr Ser Arg He Arg Arg Ser Cys Asp Val Gly Val Gly Gly Phe 
_ 55 60 65 

4= ate ttg gtg act ttg gga tgc. tgg ttt eat tgt agg tat aat tat gca 297 
O He Leu Val Thr Leu Gly Cys Trp Phe His Cys Arg Tyr Asn Tyr Ala 
O 70 75 80 

aag eaa aga ate eag gaa aga att gee aga gaa gaa att aaa aag aag 345 
Lys Gin Arg He Gin Glu Arg He Ala Arg Glu Glu He Lys Lys Lys 

85 90 95 

ata tta tat gaa ggt ace cac etc g 370 
He Leu Tyr Glu Gly Thr His Leu 
100 105 

<210> 1601 

<211> 470 

<212> DNA 

<213> Homo sapiens 



ru 



<220> 
<221> CDS 
<222> 109 . .468 



<400> 1601 

accceeecca acetgtgcag etgaggactt cceetccgtg gtgaeageet ctgggtcctc 60 
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ggtcggtaca gtctctgcac ctcgcgcccc agcaggtaaa ctaacatt atg gat ttt 117 

Met Asp Phe 
1 

tec aag eta ccc aaa ata etc gat gaa gat aaa gaa age aca ttt ggt 165 
Ser Lys Leu Pro Lys lie Leu Asp Glu Asp Lys Glu Ser Thr Phe Gly 

5 10 15 

tat gtg eat ggg gte tea gga cet gtg gtt aca gee tgt gac atg gcg 213 
Tyr Val His Gly Val Ser Gly Pro Val Val Thr Ala Cys Asp Met Ala 
20 25 30 35 

ggt gca gee atg tat gag ctg gtg aga gtg ggc cac ags gaa ttg gtt 261 
Gly Ala Ala Met Tyr Glu Leu Val Arg Val Gly His Xaa Glu Leu Val 

40 45 50 

gga gag att att cga ttg gag ggt gac atg get act att cag gtg tat 309 
Gly Glu He He Arg Leu Glu Gly Asp Met Ala Thr He Gin Val Tyr 

55 60 65 

gaa gaa act tct ggt gtg tet gtt gga gat ect gta ett egc act ggt 357 
Glu Glu Thr Ser Gly Val Ser Val Gly Asp Pro Val Leu Arg Thr Gly 
70 75 80 

^ aaa ecc etc tct gta gag ctt ggt cet ggc att atg gga gee att ttt 405 
~Z Lys Pro Leu Ser Val Glu Leu Gly Pro Gly He Met Gly Ala He Phe 
?^ 85 90 95 

gat ggt att eaa aga ect ttg teg gat atm age agt mag ace eaa rgc 453 
H= Asp Gly He Gin Arg Pro Leu Ser Asp He Ser Ser Xaa Thr Gin Xaa 
W 100 105 110 115 

ate tae ate ecc aga gg 470 
^ He Tyr He Pro Arg 

12 0 



ro 



<210> 1602 
<211> 513 



<212> DNA 
y <213> Homo sapiens 



<220> 
<221> CDS 
<222> 58. .513 



<400> 1602 

tatggetgtg tttccggcga cggcgcgggg gcagetggga ateeggaatg etgcceg 57 
atg gee etg ggt cet egc tgt ggg gca ate egg get tgc aga cga gtt 105 
Met Ala Leu Gly Pro Arg Cys Gly Ala He Arg Ala Cys Arg Arg Val 
15 10 15 

tta gaa aga gcg ttt teg eta cgt aaa gca cat teg ata aag gat atg 153 
Leu Glu Arg Ala Phe Ser Leu Arg Lys Ala His Ser He Lys Asp Met 

20 25 30 

gaa aat act ttg eag ctg gtg aga aat ate ata cet cet ctg tet tec 201 
Glu Asn Thr Leu Gin Leu Val Arg Asn He He Pro Pro Leu Ser Ser 

35 40 45 

aca aag eac aaa ggg eaa gat gga aga ata ggc gta gtt gga ggc tgt 249 
Thr Lys His Lys Gly Gin Asp Gly Arg He Gly Val Val Gly Gly Cys 

50 55 60 

cag gag tae act gga gee cca tat ttt gca gca ate tea get etc aaa 297 
Gin Glu Tyr Thr Gly Ala Pro Tyr Phe Ala Ala He Ser Ala Leu Lys 
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65 70 75 80 

gtg ggc gca gac ttg tec cac gtg ttc tgt gcc agt gcg gcc gca cct 345 

Val Gly Ala Asp Leu Ser His Val Phe Cys Ala Ser Ala Ala Ala Pro 

85 90 95 

gtg att aag gcc tac age ccg gag ctg ate gtc cac cca gtt ctt gac 393 
Val lie Lys Ala Tyr Ser Pro Glu Leu lie Val His Pro Val Leu Asp 

100 105 110 

age cee aat get gtt cat gag gtg gag aag tgg ctg cec egg ctg eat 441 
Ser Pro Asn Ala Val His Glu Val Glu Lys Trp Leu Pro Arg Leu His 

115 120 125 

get ctt gtc gta gga cct ggc ttg ggt aga gat gat gcg ctt etc aga 489 
Ala Leu Val Val Gly Pro Gly Leu Gly Arg Asp Asp Ala Leu Leu Arg 

130 135 140 

aat gtc cag ggc att ttg gaa gtg 513 
Asn Val Gin Gly lie Leu Glu Val 
145 150 



<210> 1603 
<211> 377 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 205 . .375 



<400> 1603 

cccgeetgcc tggccaetet tcetecatca geetggetgg cagcagcett ggactcegee 
cgtggageee tgggcetgtt gaeccaccag cttaggagca cecaccaage tctgggtcaa 
cgtggaggta ceaggecacc atgctcagte tcaagetgcc ecaacttctt caagtecaec 
aggtcecccg ggtgttetgg gaag atg gca tea tgt ctg get ace gcc cec 

Met Ala Ser Cys Leu Ala Thr Ala Pro 
1 5 
cac cag etc ggc ttt gga ctg tgt cct cag etc ctt cca gat gac caa 
His Gin Leu Gly Phe Gly Leu Cys Pro Gin Leu Leu Pro Asp Asp Gin 
10 15 20 25 

ega gac ggt caa eat ctg gac tea ctt cct gee cac ctg gtg agg gga 
Arg Asp Gly Gin His Leu Asp Ser Leu Pro Ala His Leu Val Arg Gly 

30 35 40 

ggc tec gmc mag gee gcg gcc ttg age tea gag ggg gta cca ggc ggg 
Gly Ser Xaa Xaa Ala Ala Ala Leu Ser Ser Glu Gly Val Pro Gly Gly 
45 50 55 



60 
120 
180 
231 



279 



327 



375 



377 



<210> 1604 
<211> 403 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 141 . .401 
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<400> 1604 

cccgcctgcc tggccactct tcctccatca gcctggctgg cagcagcctt ggactccgcc 60 
cgtggagccc tgggcctgtt gacccaccag cttaggagca cccaccaagc tctgggtcaa 120 
cgtggaggta ccaggccacc atg etc agt etc aag ctg cec caa ctt ett caa 173 

Met Leu Ser Leu Lys Leu Pro Gin Leu Leu Gin 
15 10 
gtc cac cag gte cec egg gtg ttc tgg gaa gat gge ate atg tct ggc 221 
Val His Gin Val Pro Arg Val Phe Trp-Glu Asp Gly He Met Ser Gly 

15 20 25 

tac cgc cgc cec acc age teg get ttg gae tgt gtc etc age tec ttc 269 
Tyr Arg Arg Pro Thr Ser Ser Ala Leu Asp Cys Val Leu Ser Ser Phe 

30 35 40 

cag atg acc aac gag aew gtc aac ate tgg act cac ttc ctg cec acc 317 
Gin Met Thr Asn Glu Thr Val Asn He Trp Thr His Phe Leu Pro Thr 

45 50 55 

tgt ttc ctg gag ctg gaa age cet ggg etc agt aag agt ect ccw gca 365 
Cys Phe Leu Glu Leu Glu Ser Pro Gly Leu Ser Lys Ser Pro Pro Ala 
60 65 70 75 

cag gag ect teg cet ate caa ttc ctg ttc gae aac ct 403 
Gin Glu Pro Ser Pro He Gin Phe Leu Phe Asp Asn 
80 85 

<210> 1605 
<211> 419 
<212> DNA 

<213> Homo sapiens 



ii y 



<220> 
<221> CDS 
<222> 247 . .417 



<400> 1605 

eeegcetgcc tggccactct tcctccatca gcctggctgg cagcagcctt ggactccgcc 
cgtggagccc tgggcctgtt gacccaccag cttaggagca cecaccaage tctgggtaag 
gaagctcace ttctggggct cttctgggaa aatagaggtc aaegtggagg taccaggcea 
ecatgetcag tetcaagctg ecccaactte ttcaagtcca ceaggtcccc cgggtgttct 
gggaag atg gca tea tgt ctg get ace gee cec cac cag etc ggc ttt 

Met Ala Ser Cys Leu Ala Thr Ala Pro His Gin Leu Gly Phe 

15 10 
gga ctg tgt ect cag etc ctt cca gat gae caa cga gae ggt caa cat 
Gly Leu Cys Pro Gin Leu Leu Pro Asp Asp Gin Arg Asp Gly Gin His 
15 20 25 30 

ctg gae tea ett ect gee cac ctg gtg agg gga ggc tec gmc mag gee 
Leu Asp Ser Leu Pro Ala His Leu Val Arg Gly Gly Ser Xaa Xaa Ala 

35 40 45 

gcg gee ttg age tea gag ggg gta cca ggc ggg ca 
Ala Ala Leu Ser Ser Glu Gly Val Pro Gly Gly 
50 55 



60 
120 
180 
240 
288 



336 



384 



419 



<210> 1606 
<211> 445 
<212> DNA 
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<213> Homo sapiens 

<220> 
<221> CDS 
<222> 183 . . 443 



<400> 1606 

cccgcctgcc tggccactct tcctccatca gcctggctgg cagcagcctt ggactccgcc 60 
cgtggagccc tgggcctgtt gacccaccag cttaggagca cccaccaagc tctgggtaag 120 
gaagctcacc ttctggggct cttctgggaa aatagaggtc aacgtggagg taccaggcca 180 
cc atg etc agt etc aag ctg ccc eaa ctt ctt caa gte cae cag gtc 227 
Met Leu Ser Leu Lys Leu Pro Gin Leu Leu Gin Val His Gin Val 
^5 10 15 

cce egg gtg ttc tgg gaa gat ggc ate atg tct ggc tac cgc cgc ccc 275 
Pro Arg Val Phe Trp Glu Asp Gly lie Met Ser Gly Tyr Arg Arg Pro 

20 25 30 

acc age teg get ttg gac tgt gte etc age tec ttc eag atg aee aac 323 
Thr Ser Ser Ala Leu Asp Cys Val Leu Ser Ser Phe Gin Met Thr Asn 
n 35 40 45 

gag acw gte aae ate tgg act cae ttc ctg cce acc tgt ttc etg gag 371 
Glu Thr Val Asn He Trp Thr His Phe Leu Pro Thr Cys Phe Leu Glu 

50 55 60 

etg gaa age eet ggg etc agt aag agt cet ccw gca cag gag cct teg 419 
Leu Glu Ser Pro Gly Leu Ser Lys Ser Pro Pro Ala Gin Glu Pro Ser 

65 70 75 

eet ate caa ttc ctg ttc gae aae et 445 
Pro He Gin Phe Leu Phe Asp Asn 
80 85 



<210> 1607 
<211> 354 
<212> DNA 

<2 13 > Homo sapiens 

<220> 
<221> CDS 
<222> 58 . .354 



<400> 1607 

ataggtcceg gcccgagcct ceggccgcce gccgggtttg tcccgcgatc ccegacc 57 

atg cee gee gac etc age ggt act tgg acc etg etc age age gae aae 105 

Met Pro Ala Asp Leu Ser Gly Thr Trp Thr Leu Leu Ser Ser Asp Asn 
15 10 15 

ttc gag ggc tac atg ctg gee eta ggt att gac ttt gee act cgt aaa 153 

Phe Glu Gly Tyr Met Leu Ala Leu Gly He Asp Phe Ala Thr Arg Lys 

20 25 30 

ata gee aag ttg etg aag cca eag aaa gtg att gag eag aat ggg gat 201 

He Ala Lys Leu Leu Lys Pro Gin Lys Val He Glu Gin Asn Gly Asp 

35 40 45 

tet ttt acc ate eac acg aac age age eta agg aan tac ttt gtg aaa 249 

Ser Phe Thr He His Thr Asn Ser Ser Leu Arg Xaa Tyr Phe Val Lys 
50 55 60 
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ttt aaa gtt gga gaa gaa ttt gat gaa gat aac aga ggc ctg gac aac 297 

Phe Lys Val Gly Glu Glu Phe Asp Glu Asp Asn Arg Gly Leu Asp Asn 

65 70 75 80 

aga aaa tgc aag agt ttg gtt ate tgg gac aat gac agg etc acc nkt 345 

Arg Lys Cys Lys Ser Leu Val lie Trp Asp Asn Asp Arg Leu Thr Xaa 

85 90 95 

atn nag aag 3 54 

Xaa Xaa Lys 



<210> 1608 

<211> 371 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 134 . .370 



^ <400> 1608 

-fi aacaaecegg eggtegaegc ttagcggaag ttcgteaagt cgcagttgce eecgcacagc 60 

m ggatgtgggt cgcctcttag gtgaegetgg gaagtgcctg cageettegc cgctgeette 120 

Lri- tggttgaagc act atg gag gga gag agg aag aac aac aac aaa egg tgg 16 9 

217 



265 



313 











Met Glu Gly Glu Arg Lys Asn Asn Asn Lys Arg Trp 












1 






5 










10 








tat 


ttc 


act 


ega 


gaa 


cag 


ctg 


gaa 


aat 


age 


eca 


tec 


egt 


egt 


ttt 


ggc 




Tyr 


Phe 


Thr 


Arg 


Glu 


Gin 


Leu 


Glu 


Asn 


Ser 


Pro 


Ser 


Arg 


Arg 


Phe 


Gly 








15 










20 










25 










gtg 


gac 


eca 


gat 


aaa 


gaa 


ctt 


tct 


tat 


cgc 


cag 


cag 


gcg 


gee 


aat 


ctg 


u 


Val 


Asp 


Pro 


Asp 


Lys 


Glu 


Leu 


Ser 


Tyr 


Arg 


Gin 


Gin 


Ala 


Ala 


Asn 


Leu 






30 










35 










40 












ctt 


cag 


gac 


atg 


ggg 


cag 


egt 


ctt 


aac 


gtc 


tea 


caa 


ttg 


act 


ate 


aac 




Leu 


Gin 


Asp 


Met 


Gly 


Gin 


Arg 


Leu 


Asn 


Val 


Ser 


Gin 


Leu 


Thr 


He 


Asn 




45 










50 










55 










60 




act 


get 


ata 


gta 


tac 


atg 


eat 


ega 


ttc 


tac 


atg 


att 


cag 


tec 


ttc 


aea 




Thr 

cag 
Gin 


Ala 

ttc 
Phe 


He 

ect 
Pro 


Val 

g 


Tyr 
65 


Met 


His 


Arg 


Phe 


Tyr 
70 


Met 


He 


Gin 


Ser 


Phe 
75 


Thr 



361 



371 



<210> 1609 

<211> 425 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 223 . .423 



<400> 1609 

agagaatcea agatagatca aetctceeta aaggetgaca gtgaactctt ggggcegttt 60 

tattctetge aggttagcaa ggagtcatet actagceatt caggaggcea getgggaaga 120 

eaaaataggc accceaaact eagcaaette ataaeacett cetctccccg cetgaagcct 180 
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^ 0 



taaactgcat caagtcaaag aaacctgggg caaatcctta ac atg ttt ttg act 234 

Met Phe Leu Thr 
1 

gca gta aat cca cag cca etc tct act ccg age tgg cag att gag acc 282 

Ala Val Asn Pro Gin Pro Leu Ser Thr Pro Ser Trp Gin lie Glu Thr 

5 10 15 20 

aag tat tea aeg aaa gtg etc act gga aat tgg atg gaa gag agg aga 330 

Lys Tyr Ser Thr Lys Val Leu Thr Gly Asn Trp Met Glu Glu Arg Arg 

25 30 35 

aag ttc acc aga gac act gac aaa gac acc cca ate cat tta sag aaa 378 
Lys Phe Thr Arg Asp Thr Asp Lys Asp Thr Pro lie His Leu Xaa Lys 

40 45 50 

aga ata cat ccc ett ccc aga cca cag acc aga cca gat etc cag gt 425 
Arg lie His Pro Leu Pro Arg Pro Gin Thr Arg Pro Asp Leu Gin 
55 60 65 

<210> 1610 

<211> 441 

<212> DNA 

<213> Homo sapiens 

m <220> 

1^ <221> CDS 

hi <222> 260. .439 



1^ <400> 1510 

taatctctgc ggcagtcttc tgtcggaagt gacgttgcta tcccagaatc ctcagagaag 60 
^ gagtagcgcg ttcgtgcgte etagttccag tacagegtgg agggtttagg cagegtgtte 120 
M tgattctttg cgggacggcg agcgcatttg tgctttgccc gccgcggcct aggaggcett 180 
=y ttgaggccgc gtagtcggtg tttttgaact gactctacag cttctggeag gecgtgeggc 240 
ry gccctgaccc ggcctcacc atg ttg gtg ctg ttt gaa acg tct gtg ggt tac 292 
^ Met Leu Val Leu Phe Glu Thr Ser Val Gly Tyr 

n 1 5 10 

gee ate ttt aag gtt eta aay gag aag aaa ett caa gag gtt gat agt 340 
Ala lie Phe Lys Val Leu Asn Glu Lys Lys Leu Gin Glu Val Asp Ser 

15 20 25 

tta tgg aaa gaa ttt gaa act cca gag aaa gca aac aaa ata gta aag 388 
Leu Trp Lys Glu Phe Glu Thr Pro Glu Lys Ala Asn Lys lie Val Lys 

30 35 40 

eta aaa cat ttt gag anr ttt cag grt aca gca gaa gca tta gca gca 436 
Leu Lys His Phe Glu Xaa Phe Gin Xaa Thr Ala Glu Ala Leu Ala Ala 

45 50 55 

tea ca 441 
Ser 
60 



<210> 1611 

<211> 387 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 



1079 



<222> 59- . 385 



<400> 1611 

gccagccgcc acttccgaga gcgcctgccg cccctgcgcc gccgagccag ctgccaga 58 
atg ccg aac tgg gga gga ggc aag aaa tgt ggg gtg tgt cag aag acg 106 
Met Pro Asn Trp Gly Gly Gly Lys Lys Cys Gly Val Cys Gin Lys Thr 
15 10 15 

gtt tac ttt gcc gaa gag gtt cag tgc gaa ggc aac age ttc cat aaa 154 
Val Tyr Phe Ala Glu Glu Val Gin Cys Glu Gly Asn Ser Phe His Lys 

20 25 30 

tec tgc ttc ctg tgc atg gtc tgc aag aag aat ctg gac agt acc act 202 
Ser Cys Phe Leu Cys Met Val Cys Lys Lys Asn Leu Asp Ser Thr Thr 

35 40 45 

gtg gcc gtg cat ggt gag gag att tac tgc aag tec tgc tac ggc aag 250 
Val Ala Val His Gly Glu Glu lie Tyr Cys Lys Ser Cys Tyr Gly Lys 

50 55 60 

aag tat ggg ccc aaa ggc tat ggc tac ggg cag ggc gca ggc acc etc 298 
Lys Tyr Gly Pro Lys Gly Tyr Gly Tyr Gly Gin Gly Ala Gly Thr Leu 
O 65 70 75 80 

J5 age act gac aag ggg gag teg ctg ggt ate aag cae gag gaa gee cet 346 
ijl Ser Thr Asp Lys Gly Glu Ser Leu Gly lie Lys His Glu Glu Ala Pro 

85 90 95 

ui ggc cae agg cca cea eca acc cca atg eat cea aat ttg ee 387 
.li Gly His Arg Pro Pro Pro Thr Pro Met His Pro Asn Leu 



100 105 



- <210> 1612 
^ <211> 274 

O <212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 116 , ,274 



<400> 1612 

ceatacgaaa gataggtttg agaccaagac tgggtggagg gaggteggtg aagatgttac 60 
agaatactea geagaagatg ttgaaggget teaagtaggt gagtagtggg tagag atg 118 

Met 
1 

gag ata gga gac cat ttt caa aat ata tta agg agt cca ttg agt aga 166 
Glu lie Gly Asp His Phe Gin Asn lie Leu Arg Ser Pro Leu Ser Arg 

5 10 15 

cag ggg gga ctg aga gaa ate agg gat gac ttc cag ttt tct ggc ttg 214 
Gin Gly Gly Leu Arg Glu lie Arg Asp Asp Phe Gin Phe Ser Gly Leu 

20 25 30 

gaa aat ggt gtt act age caa ttt agg ttt tgg agg gaa gat gtt tgg 262 
Glu Asn Gly Val Thr Ser Gin Phe Arg Phe Trp Arg Glu Asp Val Trp 

35 40 45 

ttt tgg aea tgc 274 
Phe Trp Thr Cys 
50 



1080 



<210> 1613 
<211> 295 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 63 . .293 



<400> 1613 

tcccccagtt tgccgttcac ccggagcgct cgggacttgc cgatagtggt gacggcggca 60 
ac atg tct gtg get ttc gcg gcc ccg agg cag cga ggc aag ggg gag 107 
Met Ser Val Ala Phe Ala Ala Pro Arg Gin Arg Gly Lys Gly Glu 
15 10 15 

ate act ccc get gcg att cag aag atg ttg gat gac aat aac eat ett 155 
He Thr Pro Ala Ala He Gin Lys Met Leu Asp Asp Asn Asn His Leu 
20 25 30 

O att cag tgt ata atg gae tct cag aat aaa gga aag ace tea gag tgt 203 

He Gin Cys He Met Asp Ser Gin Asn Lys Gly Lys Thr Ser Glu Cys 
Ul 35 40 45 

La tet cag tat eag cag atg ttg eac aea aac ttg gta tac ctt get aca 251 
Ser Gin Tyr Gin Gin Met Leu His Thr Asn Leu Val Tyr Leu Ala Thr 

50 55 60 

ata gea gat tet aat caa aat atg eag tet ctt tta eea gca cc 
He Ala Asp Ser Asn Gin Asn Met Gin Ser Leu Leu Pro Ala 
65 70 75 



<210> 1614 
<211> 532 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 273 . .530 



295 



<400> 1614 

accgectgcg ccgeggegag tgaggcgteg tccgtactgg aggctagctc ttgtcgcggc 60 
cgeggcgagt taacatcgtt tttceaatct gtcegcggct gccgccacce aagaeagagc 120 
cagaatgtnh aggatgetga aeageagttt tgaggatgac cecttettet cacatacagg 180 
tggtcttaet ctgcagcagc tgaaactgaa gcacaagaag ccettggaac tatcateagg 240 
acattgagtc cattettgca eaccgagaaa at atg cga cag atg ata aga agt 293 

Met Arg Gin Met He Arg Ser 

1 5 

ttt tct gaa ccc ttt gga aga gac ttg etc agt ate tct gat ggt aga 341 
Phe Ser Glu Pro Phe Gly Arg Asp Leu Leu Ser He Ser Asp Gly Arg 

10 15 20 

ggg aga get cat aat cgt aga gga cat aat gat gbt gaa gat tet ttg 389 
Gly Arg Ala His Asn Arg Arg Gly His Asn Asp Xaa Glu Asp Ser Leu 

25 30 35 

act cat aea gat gtc age tct ttc cag aca atg gac caa atg gtg tea 437 



1081 



Thr His Thr Asp Val Ser Ser Phe Gin Thr Met Asp Gin Met Val Ser 
40 45 50 55 

aat atg aga aac tat atg cag nna tta gaa aga aac ttc ggt caa ctt 
Asn Met Arg Asn Tyr Met Gin Xaa Leu Glu Arg Asn Phe Gly Gin Leu 

60 65 70 

tea gtg gat cca aat gga cat tea ttt tgt tct tec tea gtt atg ac 
Ser Val Asp Pro Asn Gly His Ser Phe Cys Ser Ser Ser Val Met 
75 80 85 

<210> 1615 
<211> 583 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 324 . . 581 



401 



449 



□ <400> 1615 

-5 aatgtccaat gggaaageag etcggtgtea egcaeetcct atcceggcgg gcaeesetac 60 
m gccgcggega gtgaggcgtc gteegtactg gaggetaget cttgtcgegg cegcggcgag 120 
ttaacatcgt ttttccaatc tgtccgcggc tgccgecacc eaagacagag ccagaatgtn 180 
haggatgctg aacagcagtt ttgaggatga ccecttctte tcacatacag gtggtettae 240 
tctgcagcag ctgaaactga agcacaagaa gecettggaa ctatcatcag gacattgagt 300 
ccattcttge acaecgagaa aat atg ega cag atg ata aga agt ttt tct gaa 353 

Met Arg Gin Met lie Arg Ser Phe Ser Glu 
^ 15 10 

ccc ttt gga aga gae ttg etc agt ate tct gat ggt aga ggg aga get 
Pro Phe Gly Arg Asp Leu Leu Ser He Ser Asp Gly Arg Gly Arg Ala 

15 20 25 

cat aat egt aga gga cat aat gat gbt gaa gat tct ttg act cat aca 
His Asn Arg Arg Gly His Asn Asp Xaa Glu Asp Ser Leu Thr His Thr 

30 35 40 

gat gte age tct ttc cag aca atg gae caa atg gtg tea aat atg aga 497 
Asp Val Ser Ser Phe Gin Thr Met Asp Gin Met Val Ser Asn Met Arg 

45 50 55 

aac tat atg cag nna tta gaa aga aac ttc ggt caa ctt tea gtg gat 545 
Asn Tyr Met Gin Xaa Leu Glu Arg Asn Phe Gly Gin Leu Ser Val Asp 

60 65 70 

cea aat gga cat tea ttt tgt tct tec tea gtt atg ac 583 
Pro Asn Gly His Ser Phe Cys Ser Ser Ser Val Met 
75 80 85 

<210> 1616 

<211> 459 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 125- .457 



1082 



409 



<400> 1616 

accgcctgcg ccgcggcgag tgaggcgtcg tccgtactgg aggctagctc ttgtcgcggc 60 
cgcggcgagt taacatcgtt tttccaatct gtccgcggct gccgccaccc aagacagagc 120 
caga atg ttc agg atg ctg aac age agt ttt gag gat gac ccc ttc ttc 169 
Met Phe Arg Met Leu Asn Ser Ser Phe Glu Asp Asp Pro Phe Phe 
15 10 15 

tct gag tec att ett gea eac ega gaa aat atg cga cag atg ata aga 217 
Ser Glu Ser He Leu Ala His Arg Glu Asn Met Arg Gin Met He Arg 

20 25 30 

agt ttt tct gaa ccc ttt gga aga gac ttg etc agt ate tct gat ggt 265 
Ser Phe Ser Glu Pro Phe Gly Arg Asp Leu Leu Ser He Ser Asp Gly 

35 40 45 

aga ggg aga get eat aat egt aga gga cat aat gat gbt gaa gat tct 313 
Arg Gly Arg Ala His Asn Arg Arg Gly His Asn Asp Xaa Glu Asp Ser 

50 55 60 

ttg act cat aca gat gtc age tct ttc cag aca atg gac caa atg gtg 361 
Leu Thr His Thr Asp Val Ser Ser Phe Gin Thr Met Asp Gin Met Val 

65 70 75 

tea aat atg aga aac tat atg cag nna tta gaa aga aac ttc ggt caa 
O Ser Asn Met Arg Asn Tyr Met Gin Xaa Leu Glu Arg Asn Phe Gly Gin 
80 85 90 95 

ett tea gtg gat cea aat gga cat tea ttt tgt tct tec tea gtt atg 457 
Leu Ser Val Asp Pro Asn Gly His Ser Phe Cys Ser Ser Ser Val Met 
; . 100 105 110 

4 5 9 

.*a ae 

^ <210> 1617 

<211> 553 
- <212> DNA 

S <213> Homo sapiens 

fll <220> 

<221> CDS 
,4. <222> 294 . . 551 

<400> 1617 

aatgtccaat gggaaagcag ctcggtgtea cgcacctcet ateceggegg geaccsetae 60 
gccgeggega gtgaggcgtc gtecgtactg gaggctagct ettgtcgegg ecgsgcgagt 120 
waacategwt tttccaatct gtccgcggct gccgccaccc aagaeagags eagaatgttc 180 
aggatgctga rsagcagttt tgaggatgac eccttcttet egtgagttac gggagecagg 240 
agtecggggt cgcgcgggaa ttaagtgagt neattcttgc acaccgagaa aat atg 296 

Met 
1 

cga cag atg ata aga agt ttt tct gaa ccc ttt gga aga gac ttg etc 
Arg Gin Met He Arg Ser Phe Ser Glu Pro Phe Gly Arg Asp Leu Leu 

5 10 15 

agw ate tct gat ggt aka ggg aga get eat aat egt aga gga cat aat 
Xaa He Ser Asp Gly Xaa Gly Arg Ala His Asn Arg Arg Gly His Asn 

20 25 30 

gat gbt gaa gat tct ttg act cat aca gat gtc age tct ttc cag aca 
Asp Xaa Glu Asp Ser Leu Thr His Thr Asp Val Ser Ser Phe Gin Thr 

35 40 45 

atg gae caa atg gtg tea aat atg aga aac tat atg eag nna tta gaa 



344 



392 



440 



488 



1083 



^ 0 



Met Asp Gin Met Val Ser Asn Met Arg Asn Tyr Met Gin Xaa Leu Glu 

50 55 60 65 

aga aac ttc ggt caa ctt tea gtg gat cca aat gga cat tea ttt tgt 536 

Arg Asn Phe Gly Gin Leu Ser Val Asp Pro Asn Gly His Ser Phe Cys 

70 75 80 

tct tec tea gtt atg ae 553 
Ser Ser Ser Val Met 
85 

<210> 1618 

<211> 449 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 26 . .448 



y <400> 1618 

i^fj atcctctacc ttecttetag cagaa atg gcg get geg gcg get ega gtg gtg 52 

Met Ala Ala Ala Ala Ala Arg Val Val 

ttg tea tee gcg gcg egg egg egg etc tgg ggt tte age gag agt ctt 100 

Leu Ser Ser Ala Ala Arg Arg Arg Leu Trp Gly Phe Ser Glu Ser Leu 

'% 10 15 20 25 

""J eta ate cga ggc get geg gga egg tea tta tat ttt gga gag aac aga 14 8 

^ Leu lie Arg Gly Ala Ala Gly Arg Ser Leu Tyr Phe Gly Glu Asn Arg 

2 30 35 40 

O tta aga agt aea cag get get ace caa gtt gtt etg aat gtt ect gaa 196 

fii Leu Arg Ser Thr Gin Ala Ala Thr Gin Val Val Leu Asn Val Pro Glu 
nj 45 50 55 

J: aea aga gta aea tgt tta gaa agt gga etc aga gta get teg gaa gae 244 

;i£ Thr Arg Val Thr Cys Leu Glu Ser Gly Leu Arg Val Ala Ser Glu Asp 
^ 60 65 70 

"'^ tct ggg etc tea aea tge aea gtt gga etc tgg att gat get gga agt 292 

Ser Gly Leu Ser Thr Cys Thr Val Gly Leu Trp lie Asp Ala Gly Ser 

75 80 85 

aga tac gaa aat gag aag aac aat gga aea gea cae ttt etg gag cat 340 

Arg Tyr Glu Asn Glu Lys Asn Asn Gly Thr Ala His Phe Leu Glu His 

90 95 100 105 

atg get ttc aag ggc ace aag aag aga tec cag tta gat etg gaa ctt 388 

Met Ala Phe Lys Gly Thr Lys Lys Arg Ser Gin Leu Asp Leu Glu Leu 

110 115 120 

gag att gaa aat atg ggt get eat etc aat gcc tat ace tec aga gag 436 
Glu lie Glu Asn Met Gly Ala His Leu Asn Ala Tyr Thr Ser Arg Glu 

125 130 135 

cag act gta tac t 449 
Gin Thr Val Tyr 
140 

<210> 1619 
<211> 561 
<212> DNA 



1084 



<213> Homo sapiens 

<220> 
<221> CDS 
<222> 121 . . 561 



<400> 1619 

actctcgcgr satccctact ggctataaag gcagctcccc ggagagctct tgcgcgtctt 60 
gttcttgcct ggtgtcggtg gttagtttct gcgacttgtg ttgggactgc tgataggaag 120 
atg tct tea gga aat get aaa att ggg cae cct gee eec aae ttc aaa 168 
Met Ser Ser Gly Asn Ala Lys He Gly His Pro Ala Pro Asn Phe Lys 
15 10 15 

gee aca get gtt atg cca gat ggt cag ttt aaa gat ate age ctg tet 216 
Ala Thr Ala Val Met Pro Asp Gly Gin Phe Lys Asp He Ser Leu Ser 

20 25 30 

gac tac aaa gga aaa tat gtt gtg tte tte ttt tae ect ctt gae ttc 264 
Asp Tyr Lys Gly Lys Tyr Val Val Phe Phe Phe Tyr Pro Leu Asp Phe 
35 40 45 

fj ace ttt gtg tge cee aeg gag ate att get ttc agt gat agg gea gaa 312 
!n Thr Phe Val Cys Pro Thr Glu He He Ala Phe Ser Asp Arg Ala Glu 
m 50 55 60 

f: gaa ttt aag aaa etc aae tge caa gtg att ggt get tet gtg gat tct 360 
n Glu Phe Lys Lys Leu Asn Cys Gin Val He Gly Ala Ser Val Asp Ser 
W 65 70 75 80 

cae tte tgt eat eta gea tgg gtc aat aea ect aag aaa caa gga gga 408 
S His Phe Cys His Leu Ala Trp Val Asn Thr Pro Lys Lys Gin Gly Gly 

85 90 95 

a ctg gga cee atg aac att ect ttg gta tea gac eeg aag ege ace att 456 
n Leu Gly Pro Met Asn He Pro Leu Val Ser Asp Pro Lys Arg Thr He 
fd 100 105 110 

^[ get cag gat tat ggg gte tta aag get gat gaa ggc ate teg ttc agg 504 
Ala Gin Asp Tyr Gly Val Leu Lys Ala Asp Glu Gly He Ser Phe Arg 

115 120 125 

gge ctt ttt ate att gat gat aag ggt awt ctt egg cag ate act gta 552 
Gly Leu Phe He He Asp Asp Lys Gly Xaa Leu Arg Gin He Thr Val 

130 135 140 

aat gae etc 
Asn Asp Leu 
145 

<210> 1620 
<211> 474 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 15 . .473 



<400> 1620 

aaaaaatatt caaa atg gcg gac gga gga gea geg agt caa gat gag agt 
Met Ala Asp Gly Gly Ala Ala Ser Gin Asp Glu Ser 



561 



50 
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yi 

:. ft 











1 








c 
O 










10 






98 


tea 


gcc 


gcg 


geg 


gca 


gea 


gea 


gca 


gae 


tea 


aga 


d L. y 


aac 


aat 


eeg 


tea 


Ser 


Ala 


Ala 


Ala 


Ala 


Ala 


Ala 


Ala 


Asp 


Ser 


Arg 


riei. 


Asn 


A C Tl 


IT J^\J 


Ser 








15 










2 0 


















146 


gaa 


acc 


agt 


aaa 


cca 


tct 


atg 


gag 


agt 


gga 


gat 


ggc 


aac 


aca 




aca 


Glu 


Thr 


Ser 


Lys 


Pro 


Ser 


Met 


Glu 


Ser 


Gly Asp 


Gly 


Asn 


Thr 


Gly 


Thr 






30 










35 










40 










194 


caa 


acc 


aat 


ggt 


etg 


gae 


ttt 


cag 


aag 


eag 


cct 


gtg 


ce t 




yy^ 


yy <=*■ 


Gin 


Thr 


Asn 


Gly 


Leu 


Asp 


Phe 


Gin 


Lys 


Gin 


Pro 


y 3.1 


Pro 


V ct X 


\j j~ y 


ox y 




45 








50 










55 










O \J 


242 


gca 


ate 


tea 


aca 


gee 


eag 


gcg 


cag 


get 


ttc 


ctt 


gga 




cue 


cat 


c ag 


Ala 


He 


Ser 


Thr 


Ala 


Gin 


Ala 


Gin 


Ala 


Phe 


Leu 


(aiy 


rll S 


Leu 


nx o 


O X 11 












65 










70 










/ D 






gtc 


caa 


etc 


get 


gga 


aea 


agt 


tta 


cag 


get 


get 


get 


cag 




tta 


aat 


290 


Val 


Gin 


Leu 


Ala 


Gly 


Thr 


Ser 


Leu 


Gin 

P R 


Ala 


Ala 


AJ.a 


Pin 


OCX 

90 


XjC u. 


Asn 




gta 


cag 


tct 


80 
aaa 


tct 


aat 


gaa 


gaa 


o D 

teg 


ggg 


gat 


teg 


r~< pi n 


cag 


cca 


age 


338 


Val 


Gin 


Ser 


Lys 


Ser 


Asn 


Glu 


(jIU 


Ser 


Gly Asp 


O CI- 


Gin 


Gin 


Pro 


Ser 








95 










100 










105 










cag 


cct 


tee 


cag 


cag 


cct 


tea 


gtg 


cag 


gca 


gee 


att 


cce 


cag 


ace 


cag 


386 


Gin 


Pro 


Ser 


Gin 


Gin 


Pro 


Ser 


Val 


Gin 


Ala 


Ala 


He 


Pro 


Gin 


Thr 


Gin 






110 










115 










120 












ctt 


atg 


eta 


get 


gga 


gga 


cag 


ata 


act 


ggg 


ctt 


act 


ttg 


acg 


cct 


gcc 


434 


Leu 


Met 


Leu 


Ala 


Gly Gly 


Gin 


He 


Thr 


Gly 


Leu 


Thr 


Leu 


Thr 


Pro 


Ala 




125 










130 










135 










140 


474 


nag 


caa 


eag 


tta 


eta 


etc 


eag 


cag 


gca 


eag 


gca 


eag 


gca 


e 






Xaa 


Gin 


Gin 


Leu 


Leu 


Leu 


Gin 


Gin 


Ala 


Gin 


Ala 


Gin 


Ala 











145 150 



p <210> 1621 

m 



ry <2ii> 450 



<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 115 . -450 



60 
117 



165 



<400> 1621 

aaggctggag aaggaaaagc cgcggcggeg gcggcggcgc gagctgcgcc tccgggccgg 
tgaatcatcc cggcagacac caagagccgc ggcagcagag aggagcgctg aaac atg 

Met 
1 

get gaa gcg gee acg gge ttt etg gag eag etc aag tec tgc ata gtt 
Ala Glu Ala Ala Thr Gly Phe Leu Glu Gin Leu Lys Ser Cys He Val 

5 10 15 

tgg tct tgg acg tat etg tgg acc gtg tgg ttc ttc ate gtg eta ttc 213 
Trp Ser Trp Thr Tyr Leu Trp Thr Val Trp Phe Phe He Val Leu Phe 

20 25 30 

etg gtc tac ate etg ckg gtg cct ttg aaa ate aac gae aac ttg age 261 
Leu Val Tyr He Leu Xaa Val Pro Leu Lys He Asn Asp Asn Leu Ser 

35 40 45 

aca gtg age atg ttt ttg aac aca tta aca ccg aag ttc tac gtg gcc 309 



1086 



Thr Val 
50 

eta aca 
Leu Thr 

tgg tgg 
Trp Trp 

gta age 
Val Ser 



Ser Met Phe 

ggc act tee 
Gly Thr Ser 
70 

tat ttt ege 
Tyr Phe Arg 
85 

cac ttg cgc 
His Leu Arg 
100 



Leu Asn 
55 

tea eta 
Ser Leu 

aaa tac 
Lys Tyr 

ccc ctt 
Pro Leu 



Thr Leu 

ata tea 
lie Ser 

gga act 
Gly Thr 
90 

ctg gga 
Leu Gly 
105 



Thr Pro Lys 
60 

ggg ctt att 
Gly Leu lie 
75 

tea ttc att 
Ser Phe lie 

ggg gtt gac 
Gly Val Asp 



Phe Tyr 

ttg ata 
Leu lie 

gaa caa 
Glu Gin 
95 

aac aac 
Asn Asn 
110 



Val Ala 

65 
ttt gaa 
Phe Glu 
80 

gte tea 
Val Ser 

tct 
Ser 



357 



405 



450 



<210> 1622 

<211> 491 

<212> DNA 

<213> Homo sapiens 



J1 



<220> 
<221> CDS 
<222> 118 . .489 



<400> 1622 

agcagcggeg geteetgcag cggtggtegg etgttgggtg 
cgggteegae eetttgagcg ttetgctecg gegeeascta 
atg ace aea ace acc acc ttc aag gga gte gac 
Met Thr Thr Thr Thr Thr Phe Lys Gly Val Asp 
15 10 
age tec cga gtt ttg egg ect cea ggt ggt gga 
Ser Ser Arg Val Leu Arg Pro Pro Gly Gly Gly 

20 25 
ggt ttt gat gaa cea aca gaa caa cct gtg agg 
Gly Phe Asp Glu Pro Thr Glu Gin Pro Val Arg 



35 



40 



tct rat ate ttt ggg aea cct gaa gaa aat caa 
Ser Xaa lie Phe Gly Thr Pro Glu Glu Asn Gin 

50 55 
tea gea ggt gee aag tct agt ggt ggc agg gaa 
Ser Ala Gly Ala Lys Ser Ser Gly Gly Arg Glu 
65 70 75 

gga ctg cag aga agg aac tec tct gaa gca ngm 
Gly Leu Gin Arg Arg Asn Ser Ser Glu Ala Xaa 

85 90 
gat ctg aag gga gaa ggt gat att eat gaa aat 
Asp Leu Lys Gly Glu Gly Asp lie His Glu Asn 

100 105 
cea ggc age ctg ggg cag agt gaa gag aag ccg 
Pro Gly Ser Leu Gly Gin Ser Glu Glu Lys Pro 
115 120 



tggagtttcc cagcgeceet 
cctcgctcct cggcgee 
ccc aac age agg aat 
Pro Asn Ser Arg Asn 
15 

tee aat ttt tea tta 
Ser Asn Phe Ser Leu 
30 

aag aac aaa atg gcc 
Lys Asn Lys Met Ala 
45 

get tct tgg gcc aag 
Ala Ser Trp Ala Lys 
60 

gac tnn gag tea tct 
Asp Xaa Glu Ser Ser 
80 

tec gga gac ttc tta 
Ser Gly Asp Phe Leu 
95 

gtg gac aca gac ttg 
Val Asp Thr Asp Leu 
110 

tgc ct 
Cys 



60 
117 
165 



213 



261 



309 



357 



405 



453 



491 



<210> 1623 
<211> 414 
<212> DNA 

<213> Homo sapiens 



1087 



^ 0 



<220> 
<221> CDS 
<222> 175 . .414 



<400> 1623 

agagacttaa gtctaaggca ctgagcgtat catgttaaag atgagcgggt ggcagcgaca 60 
gagccaaaat cagagctgga acctgaggag agagtgttca agaaggaagt gtatcttcat 12 0 
acatcaccac acctgaaagc agatgtrctt ttccagactg atccaactgc agag atg 177 

Met 
1 

gca get gag tea ttg ect ttc tee tte ggg aca ctg tee age tgg gag 225 
Ala Ala Glu Ser Leu Pro Phe Ser Phe Gly Thr Leu Ser Ser Trp Glu 

5 10 15 

ctg gaa gee tgg tat gag gac etg eaa gag gtc ctg tet tea gat gaa 273 
Leu Glu Ala Trp Tyr Glu Asp Leu Gin Glu Val Leu Ser Ser Asp Glu 
20 25 30 

ggg ggt aec tat gtt tea eet eet gga aat gaa gag gaa gaa tea 321 
Asn Gly Gly Thr Tyr Val Ser Pro Pro Gly Asn Glu Glu Glu Glu Ser 

35 40 45 

aaa ate tte ace act ctt gac cct gek tet ctg get trg ctg act gag 369 
Lys lie Phe Thr Thr Leu Asp Pro Ala Ser Leu Ala Xaa Leu Thr Glu 
50 55 60 65 

gag gag eea gaa cea gca gag gtc aca age ace tec cag age eet 414 
Glu Glu Pro Glu Pro Ala Glu Val Thr Ser Thr Ser Gin Ser Pro 
70 75 80 



^ <210> 1624 

O <211> 464 

fy <212> DNA 

fy <213> Homo sapiens 



<220> 
<221> CDS 
<222> 169. .462 



<400> 1624 

caggacacgt ggtacggaae eggegeegcg cttgctgetg gtaacagggc cttgcetagt 60 
gggccttcct tcccaggtcg ecccteagte tecactagag aeaggactga ccagttgcte 120 
tteetteeaa gaacettcga gatctgcggt ctggggtctg gttgaaag atg gcg gee 177 

Met Ala Ala 

1 

etc act acc ctg ttt aag tac ata gat gaa aat cag gat cge tac att 225 
Leu Thr Thr Leu Phe Lys Tyr lie Asp Glu Asn Gin Asp Arg Tyr lie 

5 10 15 

aag aaa etc gca aaa tgg gtg get ate cag agt gtg tet gcg tgg ccg 273 
Lys Lys Leu Ala Lys Trp Val Ala lie Gin Ser Val Ser Ala Trp Pro 
20 25 30 35 

gag aag aga gge gaa ate agg agg atg atg gaa gtt get get gca gat 321 
Glu Lys Arg Gly Glu lie Arg Arg Met Met Glu Val Ala Ala Ala Asp 

40 45 50 

gtt aag cag ttg ggg gge tet gtg gaa ctg gtg gat ate gga aaa eaa 369 



1088 



Val Lys Gin Leu Gly Gly Ser Val Glu Leu Val Asp lie Gly Lys Gin 

55 60 65 

aag etc cct gat ggc teg nag ate ecg etc ect ect att ctg mwc ggc 

Lys Leu Pro Asp Gly Ser Xaa He Pro Leu Pro Pro He Leu Xaa Gly 

70 75 80 

agg ctg ggm tec gac cea cag aag aag ace gtg tgc att tac ggg ea 

Arg Leu Gly Ser Asp Pro Gin Lys Lys Thr Val Cys He Tyr Gly 
85 90 95 



<210> 1625 

<211> 409 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 114 . .407 



=3 S 



<400> 1625 

eaggacacgt ggtaeggaac cggcgccgcg cttgctgctg gtaacaggge ettgectagt 60 
gggectteet tcccagaacc ttcgagatet gcggtetggg gtetggttga aag atg 116 

Met 
1 

gcg gcc etc act ace ctg ttt aag tac ata gat gaa aat cag gat cgc 164 
Ala Ala Leu Thr Thr Leu Phe Lys Tyr He Asp Glu Asn Gin Asp Arg 

5 10 15 

tac att aag aaa etc gca aaa tgg gtg get ate cag agt gtg tet gcg 212 
Tyr He Lys Lys Leu Ala Lys Trp Val Ala He Gin Ser Val Ser Ala 

20 25 30 

tgg ccg gag aag aga ggc gaa ate agg agg atg atg gaa gtt get get 
fy Trp Pro Glu Lys Arg Gly Glu He Arg Arg Met Met Glu Val Ala Ala 
V 35 4 0 4 5 

S gca gat gtt aag cag ttg ggg ggc tet gtg gaa ctg gtg gat ate gga 
% Ala Asp Val Lys Gin Leu Gly Gly Ser Val Glu Leu Val Asp He Gly 
^ 50 55 60 65 

aaa caa aag etc cct gat ggc teg nag ate ccg etc cct cct att ctg 
Lys Gin Lys Leu Pro Asp Gly Ser Xaa He Pro Leu Pro Pro He Leu 

70 75 80 

mwc ggc agg ctg ggm tee gac eca cag aag aag ace gtg tgc att tac 
Xaa Gly Arg Leu Gly Ser Asp Pro Gin Lys Lys Thr Val Cys He Tyr 
85 90 95 



260 



308 



356 



404 



ggg ca 
Gly 



409 



<210> 1626 

<211> 331 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 94 . .330 



1089 



<400> 1626 

agaagttagg ggctgcagcg gcgctggctt taggtgaayg acgtgaaaat tacttttccc 60 
actgaaacac acccaagtat atgcccagcc ttc atg aaa gtg aac aga gaa acg 114 

Met Lys Val Asn Arg Glu Thr 
1 5 

aag cgc ctt tat gtg ggt ggc ctt age cag gac att tct gag gca gac 162 
Lys Arg Leu Tyr Val Gly Gly Leu Ser Gin Asp He Ser Glu Ala Asp 

10 15 20 

eta caa aat eag tte age aga ttt gga gaa gtt teg gat gtg gag ate 210 
Leu Gin Asn Gin Phe Ser Arg Phe Gly .Glu Val Ser Asp Val Glu He 

25 30 35 

ate aea egg aaa gat gae eaa gga aae cca eag aaa gtt ttt gea tat 258 
He Thr Arg Lys Asp Asp Gin Gly Asn Pro Gin Lys Val Phe Ala Tyr 
40 45 50 55 

ate aae ate agt gta gca gaa gcg gae ctg aaa aaa tgt atg tet gtt 306 
He Asn He Ser Val Ala Glu Ala Asp Leu Lys Lys Cys Met Ser Val 

60 65 70 

tta aat aaa aea aaa tgg aaa ggt g 331 

O Leu Asn Lys Thr Lys Trp Lys Gly 

i£ 75 

Ui 

<210> 1627 
<211> 371 
<212> DNA 
t; <213> Homo sapiens 

<220> 
<221> CDS 
P <222> 49 . . 369 



<400> 1627 

gatgttatac gagaaaatea tagatteeta tggaatgagg aggaegaa atg gae atg 57 

Met Asp Met 
1 

105 



153 



act 


tgg 


gag 


aag 


aga 


ett 


get 


aag 


aaa 


tae 


tat 


gat 


aaa 


tta 


ttt 


aag 


Thr 


Trp 


Glu 


Lys 


Arg 


Leu 


Ala 


Lys 


Lys 


Tyr 


Tyr 


Asp 


Lys 


Leu 


Phe 


Lys 




5 










10 










15 










gaa 


tae 


tge 


ata 


gea 


gat 


etc 


agt 


aaa 


tat 


aaa 


gaa 


aat 


aag 


ttt 


gga 


Glu 


Tyr 


Cys 


He 


Ala 


Asp 


Leu 


Ser 


Lys 


Tyr 


Lys 


Glu 


Asn 


Lys 


Phe 


Gly 


20 










25 










30 










35 


ttt 


agg 


tgg 


ega 


gta 


gaa 


aaa 


gaa 


gta 


att 


tea 


gga 


aaa 


ggt 


caa 


ttt 


Phe 


Arg 


Trp 


Arg 


Val 


Glu 


Lys 


Glu 


Val 


He 


Ser 


Gly 


Lys 


Gly 


Gin 


Phe 










40 










45 










50 




tte 


tgt 


gga 


aat 


aaa 


tat 


tgt 


gat 


aaa 


aaa 


gaa 


ggc 


tta 


aag 


agt 


tgg 


Phe 


Cys 


Gly 


Asn 


Lys 


Tyr 


Cys 


Asp 


Lys 


Lys 


Glu 


Gly 


Leu 


Lys 


Ser 


Trp 








55 










60 










65 






gaa 


gtt 


aat 


ttt 


ggt 


tat 


att 


gag 


cat 


ggt 


gag 


aag 


aga 


aat 


gca 


ctt 


Glu 


Val 


Asn 


Phe 


Gly 


Tyr 


He 


Glu 


His 


Gly 


Glu 


Lys 


Arg 


Asn 


Ala 


Leu 






70 










75 










80 








gtt 


aaa 


tta 


agg 


tta 


tge 


caa 


gaa 


tgt 


tec 


att 


aan 


gtt 


aaa 


ttt 


cca 


Val 


Lys 


Leu 


Arg 


Leu 


Cys 


Gin 


Glu 


Cys 


Ser 


He 


Xaa 


Val 


Lys 


Phe 


Pro 




85 










90 










95 











201 



249 



297 



345 



1090 



^ # 



tea cag gag aaa gaa ate aag tea aa 371 
Ser Gin Glu Lys Glu lie Lys Ser 
100 105 

<210> 1628 

<211> 279 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 113 . .277 



<400> 1628 

agagccgggg cacctgcgca ggcttggctg egccctctcg cgecgcaege tctgegggtt 60 
cctcccttct tcegagcctc tcctetggcc gccgcgeggg agagaggccg ag atg gca 118 

Met Ala 
1 

O gat gag att gee aag get eag gtc get egg cet ggt ggc gac acg ate 166 
;lO Asp Glu lie Ala Lys Ala Gin Val Ala Arg Pro Gly Gly Asp Thr lie 
Ul 5 10 15 

1^ ttt ggg aag ate ate cgc aag gaa ata cca gcc aaa ate att ttt gag 214 
Ijl Phe Gly Lys lie lie Arg Lys Glu lie Pro Ala Lys lie lie Phe Glu 
Jn 20 25 30 

gat gae egg gta ggt act ggg eae eae etc tct cgc etg etg agt gee 2 62 

Asp Asp Arg Val Gly Thr Gly His His Leu Ser Arg Leu Leu Ser Ala 
^ 35 40 45 50 

^ ttg ett tee atg aca tt 279 
M Leu Leu Ser Met Thr 

55 



<210> 1629 

<211> 542 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 130 . . 540 



<400> 1629 

gecectttea ggeetageag gaaacgaagc ggctctttce getatetgec gcttgtccac 60 
eggaagegag ttgcgacacg gcaggttccc geceggaaga agegaccaaa gcgectgagg 12 0 
aceggcaac atg gtg egg teg ggg aat aag gca get gtt gtg etg tgt atg 171 

Met Val Arg Ser Gly Asn Lys Ala Ala Val Val Leu Cys Met 

15 10 
gac gtg ggc ttt ace atg agt aac tee att cet ggt ata gaa tec cca 219 
Asp Val Gly Phe Thr Met Ser Asn Ser lie Pro Gly lie Glu Ser Pro 
15 20 25 30 

ttt gaa eaa gca aag aag gtg ata ace atg ttt gta eag ega cag gtg 267 
Phe Glu Gin Ala Lys Lys Val lie Thr Met Phe Val Gin Arg Gin Val 
35 40 45 



1091 




0 



ttt get gag aac aag gat gag att get tta gte etg ttt ggt aea gat 315 
Phe Ala Glu Asn Lys Asp Glu lie Ala Leu Val Leu Phe Gly Thr Asp 

50 55 60 

gge aet gac aat ccc ctt tct ggt ggg gat eag tat eag aac ate aea 363 
Gly Thr Asp Asn Pro Leu Ser Gly Gly Asp Gin Tyr Gin Asn lie Thr 

65 70 75 

gtg cac aga cat ctg atg eta cea gat ttt gat ttg etg gag gac att 411 
Val His Arg His Leu Met Leu Pro Asp Phe Asp Leu Leu Glu Asp lie 

80 85 90 

gaa age aaa ate eaa eea ggt tct caa eag get gac ttc ctg gat gca 459 
Glu Ser Lys lie Gin Pro Gly Ser Gin Gin Ala Asp Phe Leu Asp Ala 
95 100 105 110 

eta ate gtg age atg gat gtg att caa cat gaa aea ata gga aag aag 507 
Leu He Val Ser Met Asp Val He Gin His Glu Thr He Gly. Lys Lys 

115 120 125 

ttt gag aag agg cat att gaa ata ttc act gac ct 542 
Phe Glu Lys Arg His He Glu He Phe Thr Asp 
130 135 





<210> 


1630 




<211> 


431 


r, H 

y I 


<212> 


DNA 




<213> 


Homo 




<220> 






<221> 


CDS 




<222> 


44 . . 








^!:^ 


<400> 


1630 



pj ctetgteecg gtteetgggg ttgcacagac agaccctgta aac atg tea ggg ttc 55 

fU Met Ser Gly Phe 

p 1 

agt ccg gaa etc ate gac tae ttg gaa ggg aaa ate tec ttt gag gag 103 

^ Ser Pro Glu Leu He Asp Tyr Leu Glu Gly Lys He Ser Phe Glu Glu 

5 10 15 20 

tte gaa egg egg aga gaa gag aga aaa ace egc gag aag aaa agt ctt 151 

Phe Glu Arg Arg Arg Glu Glu Arg Lys Thr Arg Glu Lys Lys Ser Leu 

25 30 35 

eag gaa aaa gge aag tta tea get gaa gaa aat ccc gat gac tct gaa 199 

Gin Glu Lys Gly Lys Leu Ser Ala Glu Glu Asn Pro Asp Asp Ser Glu 

40 45 50 

gtt cea tea tea tea gga att aac tct ace aaa tec eaa gac aaa gat 247 

Val Pro Ser Ser Ser Gly He Asn Ser Thr Lys Ser Gin Asp Lys Asp 

55 60 65 

gte aat gaa gga gaa aea tea gat gga gtg agg aag tea gtt cac aag 2 95 

Val Asn Glu Gly Glu Thr Ser Asp Gly Val Arg Lys Ser Val His Lys 

70 75 80 

gte ttt get tec atk ett gga gag aat gaa gat gat gag gag gaa gag 343 

Val Phe Ala Ser Xaa Leu Gly Glu Asn Glu Asp Asp Glu Glu Glu Glu 

85 90 95 100 

gaa gaa gag gag gag gag gag gag gag gaa gaa aea cct gag caa ccc 391 

Glu Glu Glu Glu Glu Glu Glu Glu Glu Glu Glu Thr Pro Glu Gin Pro 

105 110 115 



1092 



act gcg ggc gat gta ttt gta ttg gag atg gtt etc aat c 
Thr Ala Gly Asp Val Phe Val Leu Glu Met Val Leu Asn 
120 125 



431 



<210> 1631 
<211> 387 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 137. .385 



<400> 1631 

atgtgctgaa aatcgaagtg ccgcggaaag tggaggtgag ggccgcccgc cctagaggtg 
cccgtccgag aggcagagct gacaaggaag gtttcgagcg ttttgctggc aaagggattt 
cttacaacct ccaggc atg cgt ctt tct gcc ctg ctg gcc ttg gca tec aag 
Met Arg Leu Ser Ala Leu Leu Ala Leu Ala Ser Lys 



n 










1 








5 










10 




220 




gtc 


act 


ctg 


ccc 


ccc 


cat 


tac 


cgc 


tat 


ggg 


atg 


age 


ccc 


cca 


ggc 


tct 


111 


Val 


Thr 


Leu 


Pro 


Pro 


His 


Tyr 


Arg 


Tyr 


Gly 


Met 


Ser 


Pro 


Pro 


Gly 


Ser 










15 










20 










25 








268 




gtt 


gca 


gac 


aag 


agg 


aag 


aac 


ccc 


cca 


tgg 


ate 


agg 


egg 


cgc 


cca 


ntg 




Val 


Ala 


Asp 


Lys 


Arg 


Lys 


Asn 


Pro 


Pro 


Trp 


He 


Arg 


Arg 


Arg 


Pro 


Xaa 








30 










35 










40 














gtt 


gtg 


gaa 


ccc 


ate 


tct 


gat 


gaa 


gac 


tgg 


tat 


ctg 


ttc 


tgt 


ggg 


gac 


316 




Val 


Val 


Glu 


Pro 


He 


Ser 


Asp 


Glu 


Asp 


Trp 


Tyr 


Leu 


Phe 


Cys 


Gly Asp 






45 










50 










55 










60 




n 


acg 


gtg 


gag 


ate 


eta 


gaa 


ggc 


aag 


gat 


gcc 


ggg 


aag 


cag 


nca 


aag 


tgg 


364 


n 1 


Thr 


Val 


Glu 


He 


Leu 


Glu 


Gly 


Lys 


Asp 


Ala 


Gly 


Lys 


Gin 


Xaa 


Lys 


Trp 




B 










65 










70 










75 




387 


SSSS 


ttc 


aag 


tta 


tec 


ggc 


age 


gaa 


ac 




















Phe 


Lys 


Leu 


Ser 


Gly 


Ser 


Glu 























<210> 1632 
<211> 401 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 63 . .401 



<400> 1632 

gcagtccgcg cgggttetcg eacgcagaag gggtgcgagc ggcggcggcg geggaggctg 
ee atg gac gac gag gag gag acg tac egg etc tgg aaa ate cgc aag 
Met Asp Asp Glu Glu Glu Thr Tyr Arg Leu Trp Lys He Arg Lys 
15 10 15 

ace ate atg cag ctg tgc cae gac cgt ggc tat ctg gtg acc cag gac 
Thr He Met Gin Leu Cys His Asp Arg Gly Tyr Leu Val Thr Gin Asp 
20 25 30 



1093 



gag ctt gac cag acc ctg 
Glu Leu Asp Gin Thr Leu 
35 

ccg agt gag ggg egg ccg 
Pro Ser Glu Gly Arg Pro 
50 

cac aac gat gac ccc acc 
His Asn Asp Asp Pro Thr 
65 

ccc aag gtg ggc ate aag 
Pro Lys Val Gly lie Lys 
80 85 
gag gag aac ate aca egg 
Glu Glu Asn lie Thr Arg 
100 

ccc ccc 
Pro Pro 



gag gag tte aaa gee caa 
Glu Glu Phe Lys Ala Gin 
40 * 

egg cgc aeg gac etc acc 
Arg Arg Thr Asp Leu Thr 
55 

gac cag atg ttt gtg ttc 
Asp Gin Met Phe Val Phe 
70 75 
acc ate aag gtg tac tgc 
Thr lie Lys Val Tyr Cys 
90 

get etc ate gtg gtg cag 
Ala Leu lie Val Val Gin 
105 



ttt ggg gac aag 203 
Phe Gly Asp Lys 
45 

gtg ctg gtg gee 251 

Val Leu Val Ala 

60 

ttt eca gag gag 299 
Phe Pro Glu Glu 

cag cgc atg cag 347 
Gin Arg Met Gin 
95 

cag ggc atg aca 395 
Gin Gly Met Thr 
110 

401 





<210> 


1633 




a 


<211> 


473 






<212> 
<213> 


DNA 
Homo 


sapiens 




<220> 








<221> 


CDS 






<222> 


148 . 


.471 



<400> 1633 

atttgaaaaa cetcacctae tetcgegggt cctcagcgtt ctectgegga acctttgaac 60 
ggggtacteg ageccacagg ggaagageag cggaaggggc ettteggaac gatttggaac 120 
gaaaggaagt ggaagaaacg cggaace atg gee get gtg gtt get gtt tgc ggt 174 

Met Ala Ala Val Val Ala Val Cys Gly 

1 5 

ggt eta ggg agg aag aag ttg aca cac ttg gta aeg get get gtc age 222 

Gly Leu Gly Arg Lys Lys Leu Thr His Leu Val Thr Ala Ala Val Ser 

10 15 20 25 

ctt aca cat ccc ggg act cac aeg gtg ctt tgg aga aga ggt tgt tea 270 

Leu Thr His Pro Gly Thr His Thr Val Leu Trp Arg Arg Gly Cys Ser 

30 35 40 

caa cag gta tec age aat gag gac ctg ctt ttg tec cag ttt gtt tct 318 
Gin Gin Val Ser Ser Asn Glu Asp Leu Leu Leu Ser Gin Phe Val Ser 

45 50 55 

eca ttt act gga tgc att tat gga agg cac att aca ggt ctt tgt ggg 366 
Pro Phe Thr Gly Cys lie Tyr Gly Arg His lie Thr Gly Leu Cys Gly 

60 65 70 

aag aaa cag aaa gaa ate aca aaa gca att aag aga get caa ata atg 414 
Lys Lys Gin Lys Glu lie Thr Lys Ala He Lys Arg Ala Gin He Met 

75 80 85 

ggg ttt atg eca gtt aca tac aag gat cct gca tat etc aag gac cct 462 
Gly Phe Met Pro Val Thr Tyr Lys Asp Pro Ala Tyr Leu Lys Asp Pro 
90 95 100 105 

aaa gtt tgt aa 473 
Lys Val Cys 



1094 



m 



- -ta- 



270 



318 



366 



<210> 1634 
<211> 557 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 148 . .555 



<400> 1634 

atttgaaaaa cctcacctac tctcgcgggt cctcagcgtt ctcctgcgga acctttgaac 60 
ggggtactcg agcccacagg ggaagagcag cggaaggggc ctttcggaac gatttggaac 12 0 
gaaaggaagt ggaagaaacg cggaacc atg gcc get gtg gtt get gtt tgc ggt 174 

Met Ala Ala Val Val Ala Val Cys Gly 
1 5 

ggt eta ggg agg aag aag ttg aea cac ttg gta acg get get gtc age 222 
Gly Leu Gly Arg Lys Lys Leu Thr His Leu Val Thr Ala Ala Val Ser 
10 15 20 25 

ctt aea cat eec ggg act eac aeg gtg ett tgg aga aga ggt tgt tea 
Leu Thr His Pro Gly Thr His Thr Val Leu Trp Arg Arg Gly Cys Ser 

30 35 40 

caa cag gta tee age aat gag gac ctg ccc att tea atg gaa aat ect 
Gin Gin Val Ser Ser Asn Glu Asp Leu Pro He Ser Met Glu Asn Pro 
■"^ 45 50 55 

tat aaa gaa eet ctt aag aaa tgt ate ttg tgt gga aag cat gta gat 
Tyr Lys Glu Pro Leu Lys Lys Cys He Leu Cys Gly Lys His Val Asp 
a 60 65 70 

p tat aag aat gta cag ctt ttg tec eag ttt gtt tet cea ttt act gga 414 
m Tyr Lys Asn Val Gin Leu Leu Ser Gin Phe Val Ser Pro Phe Thr Gly 
ill 75 80 85 

tgc att tat gga agg cac att aea ggt ctt tgt ggg aag aaa cag aaa 
Cys He Tyr Gly Arg His He Thr Gly Leu Cys Gly Lys Lys Gin Lys 
90 95 100 105 

gaa ate aca aaa gea att aag aga get caa ata atg ggg ttt atg cea 
Glu He Thr Lys Ala He Lys Arg Ala Gin He Met Gly Phe Met Pro 

110 115 120 

gtt aca tac aag gat cet gea tat etc aag gac ect aaa gtt tgt aa 557 
Val Thr Tyr Lys Asp Pro Ala Tyr Leu Lys Asp Pro Lys Val Cys 
125 130 135 

<210> 1635 
<211> 281 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 34 . .279 



<400> 1635 

agcgggeggc gaaggcggcg gcgageagca ace atg teg gtg ttc ggg aag ctg 54 



462 



510 



1095 



Met Ser Val Phe Gly Lys Leu 
1 5 

ttc ggg get gga ggg ggt aag gcc ggc aag ggc ggc ccg acc ccc cag 102 
Phe Gly Ala Gly Gly Gly Lys Ala Gly Lys Gly Gly Pro Thr Pro Gin 

10 15 20 

gag gcc ate cag egg etg egg gae aeg gaa gag atg tta age aag aaa 150 
Glu Ala He Gin Arg Leu Arg Asp Thr Glu Glu Met Leu Ser Lys Lys 

25 30 35 

cag gag ttc etg gag aag aaa ate gag cag gag etg aeg gcc gcc aag 198 
Gin Glu Phe Leu Glu Lys Lys He Glu Gin Glu Leu Thr Ala Ala Lys 
40 45 50 55 

aag cae ggc ace aaa aae aag cgc geg gee etc cag gea etg aag cgt 246 
Lys His Gly Thr Lys Asn Lys Arg Ala Ala Leu Gin Ala Leu Lys Arg 

60 65 70 

aag awg agg tat gak aag cag etg gcg cag ate ga 2 81 

Lys Xaa Arg Tyr Xaa Lys Gin Leu Ala Gin He 
75 80 

<210> 1636 

<211> 380 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 60 . .380 



1^ <400> 1636 

O aegacgegcc gsaaagcaac ggeaagggee geagceagea eegggcggag agggctacc 59 
fy atg ggg aaa ate gcg etg caa etc aaa gcc aeg etg gag aac ate ace 107 
Met Gly Lys He Ala Leu Gin Leu Lys Ala Thr Leu Glu Asn He Thr 
15 10 15 

aac etc egg ccc gtg ggc gag gae ttc egg tgg tac etg aag atg aaa 155 
Asn Leu Arg Pro Val Gly Glu Asp Phe Arg Trp Tyr Leu Lys Met Lys 

20 25 30 

tgt ggc aac tgt ggt gag att teg gae aag tgg cag tac ate egg etg 203 
Cys Gly Asn Cys Gly Glu He Ser Asp Lys Trp Gin Tyr He Arg Leu 

35 40 45 

atg gae agt gtg gea etg aag ggg ggc cgt ggc agt get tee atg gtc 251 
Met Asp Ser Val Ala Leu Lys Gly Gly Arg Gly Ser Ala Ser Met Val 

50 55 60 

cag aag tge aag etg tgt gea aga gaa aat tec ate gag att tta age 299 
Gin Lys Cys Lys Leu Cys Ala Arg Glu Asn Ser He Glu He Leu Ser 
65 70 75 80 

age acc ate aag ect tac aat get gaa gae aat gag aac ttc aag aea 347 
Ser Thr He Lys Pro Tyr Asn Ala Glu Asp Asn Glu Asn Phe Lys Thr 

85 90 95 

ata gtg gag ttt gag tge egg ggc aeg ggg gat 380 
He Val Glu Phe Glu Cys Arg Gly Thr Gly Asp 
100 105 



<210> 1637 
<211> 506 



1096 



<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 190 . .504 



<400> 1637 

gcccgcctcc tgcgccgccc cttccgaggc taaatcggct gcgttcctct cggaacgcgc 60 
cgcagaaggg gtcctggtga cgagtcccgc gttctctcct tgaatccact cgccagcccg 120 
ccgccctctg ccgccgcacc ctgcacaccc gcccctctcc tgtgccagga acttgctact 180 
accagcacc atg ccc tac caa tat cca gca ctg acc ccg gag cag aag aag 231 
Met Pro Tyr Gin Tyr Pro Ala Leu Thr Pro Glu Gin Lys Lys 
15 10 
gag ctg tct gac ate get cac cgc ate gtg gca ect ggc aag ggc ate 279 
Glu Leu Ser Asp He Ala His Arg He Val Ala Pro Gly Lys Gly He 
15 20 25 30 

ctg get gca gat gag tec act ggg age att gee aag egg ctg eag tee 327 

O Leu Ala Ala Asp Glu Ser Thr Gly Ser He Ala Lys Arg Leu Gin Ser 

35 40 45 

Ul att ggc ace gag aac ace gag gag aac egg cgc tte tac cgc cag ctg 375 

h& He Gly Thr Glu Asn Thr Glu Glu Asn Arg Arg Phe Tyr Arg Gin Leu 

ill 50 55 60 

ctg ctg aea get gac gac cgc gtg anc ccc tgc att ggg ggt gte ate 423 

IL Leu Leu Thr Ala Asp Asp Arg Val Xaa Pro Cys He Gly Gly Val He 
65 70 75 

^ etc ttc cat gag aya etc tac cag ang gcg gat gat ggg cgt cey tte 471 

^ Leu Phe His Glu Xaa Leu Tyr Gin Xaa Ala Asp Asp Gly Arg Pro Phe 

O 80 85 90 

flj ccc caa gtt ate aaa tee aag ggc ggt gtt gtg gg 

fy Pro Gin Val He Lys Ser Lys Gly Gly Val Val 

Ig 95 100 105 

^ <210> 1638 

<211> 521 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 205 . .519 



506 



<400> 1638 

accacacaca agtgttatag gaggagtctg geccttgagt acegggtacg caggggtgcc 
tcaaccacac teegtccacg gactcteegt tattttagga ggtecetggc caaagattta 
tttetcttga eaaccaaggg cctccgtctg gatttccaag gaagaattte etctgaagca 
eeggaaettg etactaecag cacc atg cec tac caa tat cca gca ctg ace 

Met Pro Tyr Gin Tyr Pro Ala Leu Thr 

1 5 
ccg gag eag aag aag gag ctg tct gac ate get cac cgc ate gtg gca 
Pro Glu Gin Lys Lys Glu Leu Ser Asp He Ala His Arg He Val Ala 
10 15 20 25 



1097 



cct ggc aag 
Pro Gly Lys 

aag egg ctg 
Lys Arg Leu 

ttc tac cgc 
Phe Tyr Arg 
60 

att ggg ggt 
lie Gly Gly 
75 

g^t ggg cgt 
Asp Gly Arg 
90 

gg 



ggc ate ctg 
Gly lie Leu 
30 

cag tec att 
Gin Ser lie 
45 

cag ctg ctg 
Gin Leu Leu 

gtc ate etc 
Val He Leu 

cen ttc ccc 
Pro Phe Pro 
95 



get gea gat 
Ala Ala Asp 

ggc ace gag 
Gly Thr Glu 
50 

ctg aca get 
Leu Thr Ala 
65 

ttc cat gag 
Phe His Glu 
80 

caa gtt ate 
Gin Val He 



gag tec act 
Glu Ser Thr 
35 

aac ace gag 
Asn Thr Glu 

gae gae cgc 
Asp Asp Arg 

aca etc tac 
Thr Leu Tyr 
85 

aaa tec aag 
Lys Ser Lys 
100 



ggg age att 
Gly Ser He 
40 

gag aac egg 
Glu Asn Arg 
55 

gtg aac ccc 
Val Asn Pro 
70 

cag aag gcg 
Gin Lys Ala 

ggc ggt gtt 
Gly Gly Val 



gcc 327 
Ala 

cgc 375 
Arg 

tgc 423 
Cys 

gat 471 
Asp 

gtg 519 

Val 

105 

521 



111 



<210> 1639 
<211> 557 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 241 . . 555 



i; fe? 

m 



<400> 1639 

aaaecaggge tceagagaat cagaacagee accatcaccg 
gagattagag aaggagccag ggagggtgge agggaggcea 
cectttcctt eccacaggtc ectggccaaa gatttattte 
egtetggatt tceaaggaag aatttcctet gaagcacegg 
atg ccc tac caa tat cea gea ctg ace ccg gag 
Met Pro Tyr Gin Tyr Pro Ala Leu Thr Pro Glu 
15 10 
tet gae ate get cac cgc ate gtg gea cct ggc 
Ser Asp He Ala His Arg He Val Ala Pro Gly 

20 25 
gea gat gag tec act ggg age att gcc aag egg 
Ala Asp Glu Ser Thr Gly Ser He Ala Lys Arg 

35 40 
acc gag aac ace gag gag aac egg cgc ttc tac 
Thr Glu Asn Thr Glu Glu Asn Arg Arg Phe Tyr 

50 55 
aca get gae gae cgc gtg aac ccc tgc att ggg 
Thr Ala Asp Asp Arg Val Asn Pro Cys He Gly 
65 70 75 

eat gag aca etc tac cag aag gcg gat gat ggg 
His Glu Thr Leu Tyr Gin Lys Ala Asp Asp Gly 

85 90 
gtt ate aaa tee aag ggc ggt gtt gtg gg 
Val He Lys Ser Lys Gly Gly Val Val 

100 105 



caggamgtea agggaggagg 
egtgatccga gtsecetcae 
tettgacaac caagggecte 
aacttgetac taccageace 
cag aag aag gag ctg 
Gin Lys Lys Glu Leu 
15 

ggc ate ctg get 
Lys Gly He Leu Ala 
30 

ctg cag tee att ggc 
Leu Gin Ser He Gly 
45 

cgc cag ctg ctg ctg 
Arg Gin Leu Leu Leu 
60 

ggt gtc ate etc ttc 
Gly Val He Leu Phe 
80 

cgt cey ttc ccc caa 
Arg Pro Phe Pro Gin 
95 



60 
120 
180 
240 
288 



336 



384 



432 



480 



528 



557 



1098 



^ 9 



<210> 1640 
<211> 573 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 257 , . 571 



<400> 1640 

accacacaca agtgttatag gaggagtctg gcccttgagt accgggtacg caggggtgcc 
tcaaccacac tccgtccacg gactctccgt tattttagga ggtccctggc caaagattta 
tttctcttga caaccaaggg cctccgtctg gatttccaag gaagaatttc ctctgaagca 
ccgcccgccg ccctctgccg ccgcaccctg cacacccgcc cctctcctgt gccaggaact 
tgctactacc agcacc atg ccc tac caa tat cca gca ctg acc ccg gag cag 
Met Pro Tyr Gin Tyr Pro Ala Leu Thr Pro Glu Gin 
15 10 
aag aag gag ctg tct gac ate get cac cgc ate gtg gca cet ggc aag 
Lys Lys Glu Leu Ser Asp He Ala His Arg He Val Ala Pro Gly Lys 

15 20 25 

ggc ate ctg get gca gat gag tec aet ggg age att gee aag egg ctg 
Gly He Leu Ala Ala Asp Glu Ser Thr Gly Ser He Ala Lys Arg Leu 

30 35 40 

cag tec att ggc acc gag aae acc gag gag aac egg ege ttc tae cgc 
Gin Ser He Gly Thr Glu Asn Thr Glu Glu Asn Arg Arg Phe Tyr Arg 
45 50 55 60 

cag ctg ctg ctg aca get gac gae ege gtg ane eee tge att ggg ggt 
Gin Leu Leu Leu Thr Ala Asp Asp Arg Val Xaa Pro Cys He Gly Gly 

65 70 75 

gte ate etc ttc cat gag aya etc tac cag ang geg gat gat ggg cgt 
Val He Leu Phe His Glu Xaa Leu Tyr Gin Xaa Ala Asp Asp Gly Arg 

80 85 90 

ecy ttc eee caa gtt ate aaa tee aag ggc ggt gtt gtg gg 
Pro Phe Pro Gin Val He Lys Ser Lys Gly Gly Val Val 
95 100 105 



60 
120 
180 
240 
292 



340 



388 



436 



484 



532 



573 



<210> 1641 
<211> 609 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 293 . . 607 



<400> 1641 

aaaecaggge teeagagaat cagaaeagcc aeeatcaccg caggamgtea agggaggagg 60 

gagattagag aaggagccag ggagggtggc agggaggeca cgtgateega gtsecctcae 120 

eectttectt eeeaeaggtc ectggccaaa gatttattte tettgacaac caagggectc 180 

cgtetggatt teeaaggaag aatttectct gaagcaecgc ccgecgeeet etgccgccge 240 

aeeetgcaca eeegeecctc teetgtgcea ggaaettgct actaceagea ec atg eee 298 

Met Pro 



1099 



y § 

yJ 



m 



346 



394 



490 



538 



586 



609 



1 

tac caa tat cca gca ctg acc ccg gag cag aag aag gag ctg tct gac 
Tyr Gin Tyr Pro Ala Leu Thr Pro Glu Gin Lys Lys Glu Leu Ser Asp 

5 10 15 

ate get cac cgc ate gtg gca cct ggc aag ggc ate etg get gca gat 
He Ala His Arg He Val Ala Pro Gly Lys Gly He Leu Ala Ala Asp 

20 25 30 

gag tee act ggg age att gee aag egg etg eag tee att gge ace gag 442 
Glu Ser Thr Gly Ser He Ala Lys Arg Leu Gin Ser He Gly Thr Glu 
35 40 45 50 

aac ace gag gag aac egg cgc ttc tac cgc cag ctg ctg etg aca get 
Asn Thr Glu Glu Asn Arg Arg Phe Tyr Arg Gin Leu Leu Leu Thr Ala 

55 60 65 

gac gac cgc gtg ane ccc tge att ggg ggt gtc ate etc ttc cat gag 
Asp Asp Arg Val Xaa Pro Cys He Gly Gly Val He Leu Phe His Glu 

70 75 80 

aya etc tac cag ang gcg gat gat ggg cgt ccy ttc ccc caa gtt ate 
Xaa Leu Tyr Gin Xaa Ala Asp Asp Gly Arg Pro Phe Pro Gin Val He 

85 90 95 

aaa tec aag ggc ggt gtt gtg gg 
Lys Ser Lys Gly Gly Val Val 

100 105 

<210> 1642 
<211> 395 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 111. .395 



<400> 1642 

gatatttgct gegaeccgea gegctatccg ctgccgggtt ctggegcgcc ctttcagtte 60 
tgettgetgt ccgcaccgct gegttaeccg gaaccgeegg gccgaacagc atg aeg 116 

Met Thr 
1 

tec get ttg gag aac tac ate aac cga act gtt gee gtt att aca tea 164 
Ser Ala Leu Glu Asn Tyr He Asn Arg Thr Val Ala Val He Thr Ser 

5 10 15 

gat ggg aga atg att gtg gga aca ctg aaa ggt ttt gac eag ace att 212 
Asp Gly Arg Met He Val Gly Thr Leu Lys Gly Phe Asp Gin Thr He 

20 25 30 

aat ttg att ttg gat gaa age cat gaa cga gta ttc age tct tea eag 
Asn Leu He Leu Asp Glu Ser His Glu Arg Val Phe Ser Ser Ser Gin 
35 40 45 50 

ggg gta gaa caa gtg gta eta gga tta tac att gta aga ggt gac aac 
Gly Val Glu Gin Val Val Leu Gly Leu Tyr He Val Arg Gly Asp Asn 

55 60 - 65 

gtt gca gtc att gga gaa ate gat gaa gaa aca gat tct gcg ctt gat 356 
Val Ala Val He Gly Glu He Asp Glu Glu Thr Asp Ser Ala Leu Asp 

70 75 80 

ttg ggg aat att cga gca gaa cct tta aat tct gta gca 395 



260 



308 



1100 



Leu Gly Asn lie Arg Ala Glu Pro Leu Asn Ser Val Ala 
85 90 95 

<210> 1643 

<211> 503 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 346 . . 501 



i.1 i 



?3 ; 



<400> 1643 
aaggacgcgt 
atgagggaac 
tcgcggtgcg 
ctgccttgct 
actccggaaa 
cagtgggccg 



cccgagggcg 
attctgcagt 
acgaaggagt 
tgcttgagct 
ggccaagaca 
tattcatcga 



ggtggcagcc 
ataaagggag 
aggtggtggg 
tcagcggaat 
aaggcggttt 
cacctaaaat 



attggtggga 
cagggaaggc 
atctcaccgt 
tcgaaatggc 
cccgctcgca 
ctaggacgac 



gcg cga 
Ala Arg 
5 

gag gta 
Glu Val 

cgt att 
Arg lie 

tt 



ctg ccg 
Leu Pro 

ctt gaa 
Leu Glu 

acc cct 
Thr Pro 
40 



ctg tgt aca ggc asc ate ctg 
Leu Cys Thr Gly Xaa lie Leu 



10 



15 



ctg gca gga aat gca tea aaa 
Leu Ala Gly Asn Ala Ser Lys 
25 30 
cgt cac ttg eaa ctt get att 
Arg His Leu Gin Leu Ala lie 
45 



tgageaatee gagttcccgg 
gggagacagc gcagtttgaa 
gggtccgatt agccttttct 
tggcggtaag gctggaaagg 
gagagccgge ttgcagttcc 
eagte atg gac gtg tgg 

Met Asp Val Trp 

1 

gag tac etc acc gca 
Glu Tyr Leu Thr Ala 
20 

gac tta aag gta aag 
Asp Leu Lys Val Lys 
35 

cgt gga gat gaa gaa 
Arg Gly Asp Glu Glu 
50 



60 
120 
180 
240 
300 
357 



405 



453 



501 



503 



<210> 1644 
<211> 471 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 77 . .469 



<400> 1644 

acttagaatc ggcaaatcat agagagaagc taaatgetet cagctgcact ataecaaatc 
aaagctgaga tgaata atg aac tta att ttc cat aaa gac att ctg ttt ggc 
Met Asn Leu lie Phe His Lys Asp lie Leu Phe Gly 
15 10 
att cca get aat aag gtt eca caa gat gaa tgg aca ggg tac acc cca 
lie Pro Ala Asn Lys Val Pro Gin Asp Glu Trp Thr Gly Tyr Thr Pro 

15 20 25 

cga ggt aaa gat gat gaa att cca tgc cga aga atg egg agt ggc agt 
Arg Gly Lys Asp Asp Glu lie Pro Cys Arg Arg Met Arg Ser Gly Ser 
30 35 40 



1101 



tat ate aag gcc atg ggg gat gaa gac agt gga gac tea gac acg agt 256 

Tyr lie Lys Ala Met Gly Asp Glu Asp Ser Gly Asp Ser Asp Thr Ser 

45 50. 55 60 

cet aag cat tet cca aaa gtt get geg egg aga gaa age tat ete aag 304 

Pro Lys Pro Ser Pro Lys Val Ala Ala Arg Arg Glu Ser Tyr Leu Lys 

65 70 75 

get aet cag cea tec ett aca gaa ete aec aea etc aaa ate tee aat 352 
Ala Thr Gin Pro Ser Leu Thr Glu Leu Thr Thr Leu Lys lie Ser Asn 

80 85 90 

gaa cac tea ccc aaa etc cag ate egg agt cat agt tac etg agg gca 400 
Glu His Ser Pro Lys Leu Gin lie Arg Ser His Ser Tyr Leu Arg Ala 

95 100 105 

gtg agt gaa gtc tec ate aae egg age etg gac age etg gac etg cag 448 
Val Ser Glu Val Ser lie Asn Arg Ser Leu Asp Ser Leu Asp Leu Gin 

110 115 120 

ett get cac ate ace aaa gty eg 471 
Leu Ala His He Thr Lys Val 
125 130 

<210> 1645 
<211> 295 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 64 . .294 



60 



JT; <400> 1645 

aaaaaactgt ttaattetca gttgagatgt ggttggctet tatacatttg gaataaagea 

ry ttt atg gea cat etc agg gtt cca caa gat gaa tgg aca ggg tac aec 108 

4= Met Ala His Leu Arg Val Pro Gin Asp Glu Trp Thr Gly Tyr Thr 

15 10 15 

cca ega ggt aaa gat gat gaa att cca tgc cga aga atg egg agt gge 156 

Pro Arg Gly Lys Asp Asp Glu He Pro Cys Arg Arg Met Arg Ser Gly 

20 25 30 

agt tat ate aag gee atg ggg gat gaa gac agt gga gac tea gac acg 204 

Ser Tyr lie Lys Ala Met Gly Asp Glu Asp Ser Gly Asp Ser Asp Thr 

35 40 45 

agt cet aag cet tct cea aaa gtt get geg egg aga gaa age tat etc 252 

Ser Pro Lys Pro Ser Pro Lys Val Ala Ala Arg Arg Glu Ser Tyr Leu 

50 55 60 

aag get act cag cca tec ett aca gaa etc aec aea etc aaa a 295 

Lys Ala Thr Gin Pro Ser Leu Thr Glu Leu Thr Thr Leu Lys 

65 70 75 

<210> 1646 
<211> 457 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 



1102 



<222> 228 . .455 



380 



428 



<400> 1646 

attttccggt gggggcgccg cgcccagtga gggcccggaw gtgggtcgcg cgnngattgc 60 
tgggcggttc ttgccgkaag cggagagcgg ctgatcgcag tccggaggtg aggcggaact 12 0 
ctgagcgtgg tccattatgg ctgacatgca aaatctggta gaaagattgg agagggcagt 180 
gggccgcctg gaggcagtat ctcatacctc tgacatgcac cgtgggt atg cag aca 236 

Met Gin Thr 
1 

gtc ctt caa aag cga gca get cca tat gtg cag gca ttt gac teg ctg 284 
Val Leu Gin Lys Arg Ala Ala Pro Tyr Val Gin Ala Phe Asp Ser Leu 

5 10 15 

ctt get ggt ect gtg gca gag tac ttg aag ate agt aaa gag att ggg 332 
Leu Ala Gly Pro Val Ala Glu Tyr Leu Lys He Ser Lys Glu He Gly 
20 25 30 35 

gga gae gtg cag aaa cat gcg gag atg gtc eac aca ggt ttg aag ttg 
Gly Asp Val Gin Lys His Ala Glu Met Val His Thr Gly Leu Lys Leu 
40 45 50 

% gag cga get ctg ttg gtn nag ctt etc agt gtc aac age cag cag aaa 
fd Glu Arg Ala Leu Leu Val Xaa Leu Leu Ser Val Asn Ser Gin Gin Lys 
f} 55 60 65 

ata age ttt ecg att tgt tgg eac cca te 457 
He Ser Phe Pro He Cys Trp His Pro 
70 75 

<210> 1647 
^' <211> 441 

<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 119. .439 



<400> 1647 

attttccggt gggggcgccg cgcccagtga gggcccggaw gtgggtcgcg cgnngattgc 60 
tgggcggttc ttgccggaag cggagagcgg ctgatcgcag teeggagegt ggtecatt 118 
atg get gac atg caa aat ctg gta gaa aga ttg gag agg gca gtg gge 166 
Met Ala Asp Met Gin Asn Leu Val Glu Arg Leu Glu Arg Ala Val Gly 
15 10 15 

cge ctg gag gca gta tet cat ace tct gac atg eac cgt ggg tat gca 214 
Arg Leu Glu Ala Val Ser His Thr Ser Asp Met His Arg Gly Tyr Ala 

20 25 30 

gac agt cet tea aaa gca gga gca get cca tat gtg cag gca ttt gae 262 
Asp Ser Pro Ser Lys Ala Gly Ala Ala Pro Tyr Val Gin Ala Phe Asp 

35 40 45 

teg ctg ctt get ggt ect gtg gca gag tac ttg aag ate agt aaa gag 310 
Ser Leu Leu Ala Gly Pro Val Ala Glu Tyr Leu Lys lie Ser Lys Glu 

50 55 60 

att ggg gga gac gtg cag aaa eat geg gag atg gtc eac aca ggt ttg 358 
He Gly Gly Asp Val Gin Lys His Ala Glu Met Val His Thr Gly Leu 
65 70 75 80 



1103 



^ 9 



aag ttg gag cga get ctg ttg gtn nag ctt etc agt gtc aac age cag 406 
Lys Leu Glu Arg Ala Leu Leu Val Xaa Leu Leu Ser Val Asn Ser Gin 

85 90 95 

eag aaa ata age ttt eeg att tgt tgg cac eea te 441 
Gin Lys lie Ser Phe Pro lie Cys Trp His Pro 
100 105 

<210> 1648 
<211> 549 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 114 . . 548 



nj 



<400> 1648 

gccttttctc gctaacaeeg ctcgccetet ccgagteagt teegeggtag aggtgaeetg 60 
aetetctgag getcattttg cagttgttga aattgtcccc geagttttea ate atg 116 

Met 
1 

tct gaa eea ate aga gtc ctt gtg act gga gca get ggt caa att gea 164 
Ser Glu Pro He Arg Val Leu Val Thr Gly Ala Ala Gly Gin He Ala 

5 10 15 

tat tea ctg etg tac agt att gga aat gga tet gtc ttt ggt aaa gat 212 
Tyr Ser Leu Leu Tyr Ser He Gly Asn Gly Ser Val Phe Gly Lys Asp 

20 25 30 

eag cct ata att ctt gtg etg ttg gat ate aee cec atg atg ggt gtc 260 
Gin Pro He He Leu Val Leu Leu Asp He Thr Pro Met Met Gly Val 

35 40 45 

ctg gac ggt gtc eta atg gaa ctg caa gac tgt gee ctt cec etc ctg 308 
Leu Asp Gly Val Leu Met Glu Leu Gin Asp Cys Ala Leu Pro Leu Leu 
50 55 60 65 

aaa gat gtc ate gea aca gat aaa gaa gac gtt gee ttc aaa gac etg 356 
Lys Asp Val He Ala Thr Asp Lys Glu Asp Val Ala Phe Lys Asp Leu 

70 75 80 

gat gtg gee att ctt gtg gge tec atg eea aga agg gaa gge atg gag 404 
Asp Val Ala He Leu Val Gly Ser Met Pro Arg Arg Glu Gly Met Glu 

85 90 95 

aga aaa gat tta ctg aaa gca aat gtg aaa ate ttc aaa tec cag ggt 452 
Arg Lys Asp Leu Leu Lys Ala Asn Val Lys He Phe Lys Ser Gin Gly 

100 105 110 

gca gee tta gat aaa tac gee aag aag tea gtt aag gtt att gtt gtg 
Ala Ala Leu Asp Lys Tyr Ala Lys Lys Ser Val Lys Val He Val Val 

115 120 125 

ggt aat cca gee aat ace aae tge ctg act get tec aag tea get cca t 
Gly Asn Pro Ala Asn Thr Asn Cys Leu Thr Ala Ser Lys Ser Ala Pro 
130 135 140 145 

<210> 1649 
<211> 416 
<212> DNA 

<213> Homo sapiens 



500 



549 



1104 



<220> 
<221> CDS 
<222> 140 . . 415 



<400> 1649 

agagccgcgc gccgggcggg aatgtaagat ggcggagtag caacgcaaag cgcttggtat 60 
tgagtctgtg gccgacttcg gttccggtct ctgcagcagc cgtgatcgct tagtggagtg 120 
cttagggtag ttggccagg atg ccg aat ate aaa ate ttc age gge age tee 172 

Met Pro Asn lie Lys lie Phe Ser Gly Ser Ser 
15 10 
cac cag gac tta tct cag aaa att get gae ege ctg ggc ctg gag eta 220 
His Gin Asp Leu Ser Gin Lys lie Ala Asp Arg Leu Gly Leu Glu Leu 

15 20 25 

ggc aag gtg gtg aet aag aaa ttc age aae eag gag acc tgt gtg gaa 268 
Gly Lys Val Val Thr Lys Lys Phe Ser Asn Gin Glu Thr Cys Val Glu 

30 35 40 

att ggt gaa agt gta cgt gga gag gat gte tac att gtt eag agt ggt 316 
He Gly Glu Ser Val Arg Gly Glu Asp Val Tyr He Val Gin Ser Gly 

tgt ggc gaa ate aat gae aat tta atg gag ett ttg ate atg att aat 364 
Cys Gly Glu He Asn Asp Asn Leu Met Glu Leu Leu He Met He Asn 
^ 60 65 70 75 

gee tgc aag att get tea gee age egg gtt aet gea gte ate cea tgc 412 
^ Ala Cys Lys He Ala Ser Ala Ser Arg Val Thr Ala Val He Pro Cys 
u|3 80 85 90 

2 ttc C 416 

Pi Phe 

^ <210> 1650 

<211> 378 
^ <212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 61. . 378 



<400> 1650 

gttccgaggc gcegecggga getgceacgt ccgagaeetg gageagecac cgccgeaate 60 
atg gtg tea gta att aae aet gtg gat ace tee eat gag gac atg att 108 
Met Val Ser Val He Asn Thr Val Asp Thr Ser His Glu Asp Met He 
15 10 15 

cac gac gcc cag atg gac tac tat ggc acc cgc ctg gca acc tgc tea 156 
His Asp Ala Gin Met Asp Tyr Tyr Gly Thr Arg Leu Ala Thr Cys Ser 

20 25 30 

tea gac agg tec gte aaa ate ttt gat gtg cgc aat gga ggg cag ate 204 
Ser Asp Arg Ser Val Lys He Phe Asp Val Arg Asn Gly Gly Gin He 

35 40 45 

ctt ate gee gac etc agg ggt cat gag ggt cct gtg tgg caa gtg gcc 252 
Leu He Ala Asp Leu Arg Gly His Glu Gly Pro Val Trp Gin Val Ala 
50 55 60 



1105 



Ul 



tgg get cac ccc atg tac ggc aac ate ctg gea teg tgc tec tat gae 300 

Trp Ala His Pro Met Tyr Gly Asn lie Leu Ala Ser Cys Ser Tyr Asp 

65 70 75 80 

egg aaa gte att ate tgg aga gag gaa aac gge ace tgg gag aag age 348 

Arg Lys Val lie lie Trp Arg Glu Glu Asn Gly Thr Trp Glu Lys Ser 

85 90 95 

cae gag eat gcg gga cae gae tec tea gtg 378 
His Glu His Ala Gly His Asp Ser Ser Val 
100 105 

<210> 1651 
<211> 274 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 108 . .272 



<400> 1651 

gcgggtcccg gtagcgcsag gcggtgcagg gcgggaaggg gaktsgtggc grckgcggcr 60 
gyagggacag caggagcagt ggtgetgtca gcgcggeegt eggagac atg gga gae 116 
^ Met Gly Asp 

■^Q ecg ggg teg gar ata ata gaa tet gtc ect cea get ggc cct gag gea 164 
^ Pro Gly Ser Glu lie He Glu Ser Val Pro Pro Ala Gly Pro Glu Ala 
3 5 10 15 

f=i tct gag tea aca aeg gat gaa aat gaa gae gae att eag ttt gtc agt 212 
2^ Ser Glu Ser Thr Thr Asp Glu Asn Glu Asp Asp He Gin Phe Val Ser 
LJt 20 25 30 35 

'2 gaa gga cea teg aga cct gtt ett gaa tac ate gat etg gte tgt ggt 260 
4^ Glu Gly Pro Ser Arg Pro Val Leu Glu Tyr He Asp Leu Val Cys Gly 
O 40 45 50 

Q gat gat gaa aac cc 274 
Asp Asp Glu Asn 
55 

<210> 1652 
<211> 219 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 45. .218 



<400> 1652 

atcatgctaa ttgtctgeae tagagetgga gaaegceaee caaa atg aag aga gaa 56 

Met Lys Arg Glu 
1 

agg gga gee etg tee aga gee tec agg gcc etg ege ett get cct ttt 104 
Arg Gly Ala Leu Ser Arg Ala Ser Arg Ala Leu Arg Leu Ala Pro Phe 



1106 



5 10 
gtc tac ctt ctt ctg ate 
Val Tyr Leu Leu Leu lie 
25 

acc age ccc gtg cgc ctg 
Thr Ser Pro Val Arg Leu 
40 

ctt tct gtg cag tac age 
Leu Ser Val Gin Tyr Ser 
55 



15 

cag aea gac ccc ctg gag 
Gin Thr Asp Pro Leu Glu 
30 

ate cat ggc ace gtg ggg 
He His Gly Thr Val Gly 
45 

a 



20 

ggg gtg aac ate 152 
Gly Val Asn He 
35 

aag teg get ctg 200 
Lys Ser Ala Leu 
50 

219 



<210> 1653 
<211> 402 
<212> DNA 

<213> Homo sapiens 



209 



<220> 
<221> CDS 
<222> 90- .401 



<400> 1653 

n gttttttcct ceaggctaag tccatettce ggcttgggca gaegctgccg eggaatcett 60 
^ gaetetagtt ttctgagtcg attgtgatc atg get get gag tct gat gtt ctg 113 

Met Ala Ala Glu Ser Asp Val Leu 
tfl 1 5 

=fl cat ttc cag ttt gaa cag caa gga gat gtg gtc ttg cag aaa atg aat 161 
r His Phe Gin Phe Glu Gin Gin Gly Asp Val Val Leu Gin Lys Met Asn 
n 10 15 20 

Wi ctt ttg aga cag cag aat tta ttt tgt gat gta tea att tac att aat 
LI Leu Leu Arg Gin Gin Asn Leu Phe Cys Asp Val Ser He Tyr He Asn 

25 30 35 40 

^ gac act gag ttc cag ggg cac aag gtg att ttg get get tge tec act 257 
y Asp Thr Glu Phe Gin Gly His Lys Val He Leu Ala Ala Cys Ser Thr 
P 45 50 55 

ttt atg aga gat cag ttt tta etc aea cag tea aaa cat gtc aga ate 305 
Phe Met Arg Asp Gin Phe Leu Leu Thr Gin Ser Lys His Val Arg He 

60 65 70 

acc ate tta cag agt gea gaa gtt ggc aga aaa ttg tta ctg tct tge 353 
Thr He Leu Gin Ser Ala Glu Val Gly Arg Lys Leu Leu Leu Ser Cys 

75 80 85 

wrt act gga gea ctt gaa gtt aaa agg aaa gag ctt ttg aaa tac ttg a 
Xaa Thr Gly Ala Leu Glu Val Lys Arg Lys Glu Leu Leu Lys Tyr Leu 
90 95 100 



402 



<210> 1654 
<211> 412 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 224 . .412 



1107 



<400> 1654 

aagtcaggtg gttgtcggat tttagaggaa ggcgctcggt tacattggag aactggagtg 60 

gtctggagtt ccacggtgta gtggaccaga ggccacctct cctgggcttc tcagtgtctc 120 

gccggcgggg ttcggcctga gctggattga catagccctt ggcggattta aacaacctaa 180 

acattaagca gtacagctgc ctcaaacctt tgggattttc aga atg act gac act 235 

Met Thr Asp Thr 



1 













1 








5 










10 




gta 


gaa 


tat 


aag 


agt 


gca 


gtg 


gag 


aag 


aaa 


ctg 


gca 


gag 


tac 


aaa 


tgt 


Val 


Glu 


Tyr 


Lys 


Ser 


Ala 


Val 


Glu 


Lys 


Lys 


Leu 


Ala 


Glu 


Tyr 


Lys 


Cys 








15 










20 










25 






aac 


acc 


aac 


aca 


gca 


att 


gaa 


eta 


aaa 


tta 


gtt 


cgt 


ttt 


cct 


gaa 


gat 


Asn 


Thr 


Asn 


Thr 


Ala 


He 


Glu 


Leu 


Lys 


Leu 


Val 


Arg 


Phe 


Pro 


Glu 


Asp 






30 










35 










40 








ctt 


gaa 


aat 


gac 


att 


aga 


act 


tte 


ttt 


cct 


gag 


tat 


acc 


eat 


caa 


etc 


Leu 


Glu 


Asn 


Asp 


He 


Arg 


Thr 


Phe 


Phe 


Pro 


Glu 


Tyr 


Thr 


His 


Gin 


Leu 




45 










50 










55 










ttt 


ggg 


gat 


gat 


gaa 


act 


get 


ttt 


ggt 


tac 


aag 


ggt 


eta 


aag 


ate 


ctg 


Phe 


Gly 


Asp 


Asp 


Glu 


Thr 


Ala 


Phe 


Gly 


Tyr 


Lys 


Gly 


Leu 


Lys 


He 


Leu 


60 








65 










70 










75 


tta 


tac 


tat 


att 


get 


ggt 


age 


ctg 


tea 


aca 


atg 


tte 


cgt 


gtt 


gaa 


tat 


Leu 


Tyr 


Tyr 


lie 


Ala 


Gly 


Ser 


Leu 


Ser 


Thr 


Met 


Phe 


Arg 


Val 


Glu 


Tyr 






80 










85 










90 




gca 


tot 


aaa 


gtt 


gat 


gag 


aac 


ttt 


gac 


tgt 


gta 


gag 


nna 


gat 


gat 


gtt 


Ala 


Ser 


Lys 


Val 


Asp 


Glu 


Asn 


Phe 


Asp 


Cys 


Val 


Glu 


Xaa 


Asp 


Asp 


Val 






95 










100 










105 







283 



gee gaa get gtt eca aag ttt gaa gag atg ttt get agt aga tte aca 
Ala Glu Ala Val Pro Lys Phe Glu Glu Met Phe Ala Ser Arg Phe Thr 
5 10 15 20 

gaa aat gac aag gag tat cag gaa tac ctg aaa cgc cct cct gag tct 331 
Glu Asn Asp Lys Glu Tyr Gin Glu Tyr Leu Lys Arg Pro Pro Glu Ser 

25 30 35 

cct eca att gtt gag gaa tgg aat age aga get ggt ggg aac aaa gaa 379 
Pro Pro He Val Glu Glu Trp Asn Ser Arg Ala Gly Gly Asn Lys Glu 

40 45 50 

aca gag gca ate ggt tgc aag aca aca gac agt 412 
Thr Glu Ala He Gly Cys Lys Thr Thr Asp Ser 
55 60 

<210> 1655 

<211> 530 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 80 . . 529 



<400> 1655 

agactgtgcg gtcacttccg gcccgggagc gcgcgggttg attegtcett eeteagccge 60 
gggtgatcgt ageteggaa atg gcg gga ttt ggt get atg gag aaa ttt ttg 112 

Met Ala Gly Phe Gly Ala Met Glu Lys Phe Leu 

160 



208 



256 



304 



352 



400 



1108 



0^ # 



gag ggc aaa 
Glu Gly Lys 
110 

aat gat ttc 
Asn Asp Phe 
125 

gga acc tta 
Gly Thr Leu 
140 



att aga caa 
lie Arg Gin 

ctt tct tta 
Leu Ser Leu 

ctt cat acc 
Leu His Thr 
145 



ate att cca 
lie lie Pro 
115 

ctg gaa aag 
Leu Glu Lys 
130 

tac tea gtt 
Tyr Ser Val 



cct gga ttt 
Pro Gly Phe 

gaa gtt gat 
Glu Val Asp 
135 
etc agt c 
Leu Ser 
150 



tgc aca aac 
Cys Thr Asn 
120 

ttc aag cca 
Phe Lys Pro 



acg 448 
Thr 

ttc 496 
Phe 

530 



<210> 1656 

<211> 513 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 171. .512 



<400> 1656 

gcggcccagc gcasctcggc gtttccgcca tgcgcctgca gtgctccgcg cgctcttgac 60 
gtccggagcc cctggagtag gcgcttccgg ccattcatac tgcagtcggt cagtgttcgg 120 
^ ttgaaggatt ctgtgtgctg tcggacccag agggtgacgg cgccgctagg atg aag 176 
=41 Met Lys 

m 1 

■'iS etc gtg aga ttt ttg atg aaa ttg agt cat gaa act gta acc att gaa 224 
£ Leu Val Arg Phe Leu Met Lys Leu Ser His Glu Thr Val Thr lie Glu 

p 5 10 15 

m ttg aag aac gga aca cag gte cat gga aca ate aca ggt gtg gat gtc 272 
i{5 Leu Lys Asn Gly Thr Gin Val His Gly Thr He Thr Gly Val Asp Val 

20 25 30 

J: age atg aat aca cat ctt aaa get gtg aaa atg acc ctg aag aac aga 320 
^ Ser Met Asn Thr His Leu Lys Ala Val Lys Met Thr Leu Lys Asn Arg 
Q 35 40 45 50 

gaa cct gta cag ctg gaa acg ctg agt att cga gga aat aac att egg 368 
Glu Pro Val Gin Leu Glu Thr Leu Ser He Arg Gly Asn Asn lie Arg 

55 60 65 

tat ttt att eta cca gac agt tta cct ctg gat aca eta ctt gtg gat 416 
Tyr Phe He Leu Pro Asp Ser Leu Pro Leu Asp Thr Leu Leu Val Asp 

70 75 80 

gtt gaa cct aag gtg aaa tct aag aaa agg gaa get gtt gea gga aga 464 
Val Glu Pro Lys Val Lys Ser Lys Lys Arg Glu Ala Val Ala Gly Arg 

85 90 95 

ggc aga gga aga gga aga gga aga gga cgt ggc cgt ggc aga kga aga g 513 
Gly Arg Gly Arg Gly Arg Gly Arg Gly Arg Gly Arg Gly Arg Xaa Arg 
100 105 110 



<210> 1657 

<211> 454 

<212> DNA 

<213> Homo sapiens 



<220> 



1109 



<221> CDS 
<222> 56 . .454 



106 



202 



<400> 1657 

agagggaaag cgagagggag acggacgttg agagaacgag gaggaaggag agaaa atg 58 

Met 
1 

gcg tec acg gat tac agt acc tat age caa get gca geg cae agg get 
Ala Ser Thr Asp Tyr Ser Thr Tyr Ser Gin Ala Ala Ala His Arg Ala 

5 10 15 

aca gtg ett aca ecg ccc age cea cte aag gat atg eae aga eca ccc 154 
Thr Val Leu Thr Pro Pro Ser Pro Leu Lys Asp Met His Arg Pro Pro 

20 25 30 

agg cat atg ggc aac aaa get atg gaa eet atg gac age cca etg atg 
Arg His Met Gly Asn Lys Ala Met Glu Pro Met Asp Ser Pro Leu Met 

35 40 45 

tea get ata cee agg cte aga cea etg caa eet atg ggc aga ecg cct 250 
Ser Ala lie Pro Arg Leu Arg Pro Leu Gin Pro Met Gly Arg Pro Pro 
50 55 60 65 

="5 atg caa ett ett atg gac age cte eca etg gtt ata eta etc caa etg 298 
f: Met Gin Leu Leu Met Asp Ser Leu Pro Leu Val lie Leu Leu Gin Leu 

70 75 80 

^ ccc ccc agg cat aca gcc age etg tee agg ggt atg gca etg gtg ett 346 

Pro Pro Arg His Thr Ala Ser Leu Ser Arg Gly Met Ala Leu Val Leu 
^ 85 90 95 

atg ata cea cca etg eta cag tea eca cca cee agg eet cct atg cag 394 
Met lie Pro Pro Leu Leu Gin Ser Pro Pro Pro Arg Pro Pro Met Gin 
100 105 110 

p etc agt etg cat atg gca etc age etg ett ate cag cct atg ggc age 442 
^ Leu Ser Leu His Met Ala Leu Ser Leu Leu lie Gin Pro Met Gly Ser 
115 120 125 

age cag cag eca 454 
Ser Gin Gin Pro 
O 130 

<210> 1658 
<211> 338 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 155 . . 337 



<400> 1658 

aagagactct ccgaggcgge ggcagagaca gaagagcggg gtcggggceg gctgaceagg 60 
aacctgggcg ageagcggeg ggggcccgag ggattctgaa ggaagatttc cattaggtaa 12 0 
tttgtttaat cagtgcaagc gaaattaagg gaaa atg gat gta gaa aat gag cag 175 

Met Asp Val Glu Asn Glu Gin 
1 5 

ata etg aat gta aac cct gca gat cct gat aac tta agt gac tct etc 223 
lie Leu Asn Val Asn Pro Ala Asp Pro Asp Asn Leu Ser Asp Ser Leu 



1110 



aaa tea 
Lys Ser 
100 

<210> 1660 
<211> 492 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 



338 



10 15 20 

ttt tec ggt gat gaa gaa aat get ggg act gag gaa gta aag rat gaa 271 
Phe Ser Gly Asp Glu Glu Asn Ala Gly Thr Glu Glu Val Lys Xaa Glu 

25 30 35 

ata art gga aat tgg att tea gca tec tec att aac gaa get aga att 319 
He Xaa Gly Asn Trp He Ser Ala Ser Ser He Asn Glu Ala Arg He 
40 45 50 55 

aat gee aag gca aaa agg c 
Asn Ala Lys Ala Lys Arg 
60 

<210> 1659 
<211> 350 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 48 . . 350 



<400> 1659 

aaagagagtt teetaaagcg aggaaaceaa geegggegcc tcttgca atg gag acg 56 

Met Glu Thr 



104 



1 

gte att tet tea gat age tee cea get gtg gaa aat gag eat ect caa 
Val He Ser Ser Asp Ser Ser Pro Ala Val Glu Asn Glu His Pro Gin 

5 10 15 

gag ace cca gaa tee aae aat age gtg tat act tec tte atg aag tet 152 
Glu Thr Pro Glu Ser Asn Asn Ser Val Tyr Thr Ser Phe Met Lys Ser 
20 25 30 35 

cat cge tgc tat gae ctg att ecc aea age tee aaa ttg gtt gta ttt 
His Arg Cys Tyr Asp Leu He Pro Thr Ser Ser Lys Leu Val Val Phe 

40 45 50 

gat acg tec ctg cag gtg aag aaa get ttt ttt get ttg gtg act aac 
Asp Thr Ser Leu Gin Val Lys Lys Ala Phe Phe Ala Leu Val Thr Asn 

55 60 65 

ggt gta cga get gee cct tta tgg gat agt aag aag caa agt ttt gtg 
Gly Val Arg Ala Ala Pro Leu Trp Asp Ser Lys Lys Gin Ser Phe Val 

70 75 80 

gge atg ctg aee ate act gat ttc ate aat ate etg eae cge tae tat 
Gly Met Leu Thr He Thr Asp Phe He Asn He Leu His Arg Tyr Tyr 

85 90 95 



200 



248 



296 



344 



350 



1111 



•I* # 



<222> 248 . .490 



<400> 1660 

tcttcgcatt gtgagctctc gcggtaagag gctgaggagc cggcctgcaa cctgccgggg 60 
cggctccgct acgcgcagcg cctcagtggc ttcctccaca gccacctccg gagggatctg 120 
gctgaggagg aagtggaggt gtcactggcc ccggcctttg ccccaatctt gtgtgggcac 180 
tgaaggggga ctacaggttc garatacttc ctcgcgtatt gctaaaggag gagttgrcca 240 
caccaaa atg agt eta cat ggt get agt ggg gga eat kag aga tea aga 289 

Met Ser Leu His Gly Ala Ser Gly Gly His Xaa Arg Ser Arg 

15 10 
gat aga cga agg ksa agt gac aga tea cga gat tea tet eat gaa aga 337 
Asp Arg Arg Arg Xaa Ser Asp Arg Ser Arg Asp Ser Ser His Glu Arg 
15 20 25 30 

acg grg tct cag etc act cct tgt att aga aat gtg act tet cea aca 
Thr Xaa Ser Gin Leu Thr Pro Cys He Arg Asn Val Thr Ser Pro Thr 

35 40 45 

egr cag ere cat gtt gaa cga gaa aaa gat ewe agt tee tct cgt cea 433 
Arg Gin Xaa His Val Glu Arg Glu Lys Asp Xaa Ser Ser Ser Arg Pro 

50 55 60 

age agt yeg cgt cct caa aaa gea tee cea aat ggk tec att age agt 
Ser Ser Xaa Arg Pro Gin Lys Ala Ser Pro Asn Gly Ser He Ser Ser 

65 70 75 



kct ggg rac ag 
Xaa Gly Xaa 
%B 80 



<210> 1661 

<211> 372 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 99. .371 



385 



481 



492 



<400> 1661 

gtggtacttt tgeagctttg gtgggetccg getteettca ctccagccce ccgegtccga 60 
gagacttage agggegtyaa aetggcagag reggragg atg gaa cct ttt att etc 116 

Met Glu Pro Phe He Leu 
1 5 

agg tgg aga gga tta age ttt gcg gtg tta gea gaa aat gat cga get 164 
Arg Trp Arg Gly Leu Ser Phe Ala Val Leu Ala Glu Asn Asp Arg Ala 

10 15 20 

cea gaa aat gat ttg gag gtc aga ttc gat ttt aaa gta gta eta aca 212 
Pro Glu Asn Asp Leu Glu Val Arg Phe Asp Phe Lys Val Val Leu Thr 

25 30 35 

gge egg geg egg tge etc acg cct gta ate eta gea ctt tgg gas gee 
Gly Arg Ala Arg Cys Leu Thr Pro Val He Leu Ala Leu Trp Xaa Ala 

40 45 50 

gag gtg gge gga tea cet gag gtt agg agt teg anr cea gge ctg ace 308 
Glu Val Gly Gly Ser Pro Glu Val Arg Ser Ser Xaa Pro Gly Leu Thr 
55 60 65 70 



260 



1112 



aac atg gtg aaa ccc gtc tct act aaa aat aca aat att age egg gcg 
Asn Met Val Lys Pro Val Ser Thr Lys Asn Thr Asn He Ser Arg Ala 

75 80 85 

tgg tgg egg gcg ttt g 
Trp Trp Arg Ala Phe 
90 

<210> 1662 

<211> 221 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 27 . .221 



<400> 1662 

gtttgttgte attggcggct eccaag atg gcg tec ate atg gaa ggg ecg etg 53 
^. Met Ala Ser He Met Glu Gly Pro Leu 

1 5 

r age aaa tgg act aac gtg atg aag ggc tgg cag tac egt tgg ttc gtg 101 
^ Ser Lys Trp Thr Asn Val Met Lys Gly Trp Gin Tyr Arg Trp Phe Val 
W 10 15 20 25 

ctg gae tac aat gea gga ctg etc tec tac tac aeg tec aag gae aaa 149 
m Leu Asp Tyr Asn Ala Gly Leu Leu Ser Tyr Tyr Thr Ser Lys Asp Lys 
^ 30 35 40 

r atg atg aga ggc tct cge aga gga tgt gtt aga etc aga gga get gtg 197 

Met Met Arg Gly Ser Arg Arg Gly Cys Val Arg Leu Arg Gly Ala Val 

m 

att ggt ata gae gat gag gae gae 221 
^2 He Gly He Asp Asp Glu Asp Asp 

4^ 60 65 

«^ 

O <210> 1663 
<211> 476 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 90 . .476 



<400> 1663 

atttctattg egcgaggcat tgtgggttgc tgggeggccc ggtcteggag aagaggggag 
agtggcgggc egctgaataa gettecaaa atg atg ccc aca eca gtt ate eta 

Met Met Pro Thr Pro Val He Leu 
1 5 
ttg aaa gag ggg act gat age tec caa ggc ate ccc cag ett gtg agt 
Leu Lys Glu Gly Thr Asp Ser Ser Gin Gly He Pro Gin Leu Val Ser 

10 15 20 

aac ate agt gee tgc cag gtg att get gag get gta aga act ace ctg 
Asn He Ser Ala Cys Gin Val He Ala Glu Ala Val Arg Thr Thr Leu 



1113 



^ 9 



25 30 35 40 

ggt ccc cgt ggc atg gac aag ctt att gta gat ggc aga ggc aaa gca 257 

Gly Pro Arg Gly Met Asp Lys Leu lie Val Asp Gly Arg Gly Lys Ala 

45 50 55 

aca att tct aat gat ggg gcc aca att ctg aaa ctt ctt gat gtt gtc 305 
Thr lie Ser Asn Asp Gly Ala Thr lie Leu Lys Leu Leu Asp Val Val 

60 65 70 

cat cct gca gca aag act ttg gta gac att gcc aaa tec caa gat get 353 
His Pro Ala Ala Lys Thr Leu Val Asp lie Ala Lys Ser Gin Asp Ala 

75 80 85 

gag gtg ggt gat ggc acc acc tea gtg acc ttg ctg get gca gag ttt 401 
Glu Val Gly Asp Gly Thr Thr Ser Val Thr Leu Leu Ala Ala Glu Phe 

90 95 100 

ctg aag cag gtg aaa nee tat gtg gag gaa ggt tta cac ccc cag ate 449 
Leu Lys Gin Val Lys Xaa Tyr Val Glu Glu Gly Leu His Pro Gin lie 
105 110 115 120 

ate att ega get tte cgc aca gcc ace 476 
lie lie Arg Ala Phe Arg Thr Ala Thr 

125 

<210> 1664 

<211> 552 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 92 . . 550 



<400> 1664 

gtatttctat tgcgcgaggc attgtgggtt gctgggeggc ceggtctegg agaagagggg 60 
agagtggagg gcegctgaat aagettreaa a atg atg gat tet cag ctg gta 112 

Met Met Asp Ser Gin Leu Val 

1 5 

get ggt gtt gca tte aag aag act tte tct tac get ggg ttt gaa atg 160 
Ala Gly Val Ala Phe Lys Lys Thr Phe Ser Tyr Ala Gly Phe Glu Met 

10 15 20 

caa ccc aaa aag tac cac aat ccc aag att gee ctt ttg aat gtc gag 208 
Gin Pro Lys Lys Tyr His Asn Pro Lys lie Ala Leu Leu Asn Val Glu 

25 30 35 

etc gag ttg aaa get gag aaa gac aat get gag ata aga gtc cac aca 256 
Leu Glu Leu Lys Ala Glu Lys Asp Asn Ala Glu lie Arg Val His Thr 
40 45 50 55 

gtt gag gat tat cag gca att gtt gat get gag tgg aae att etc tat 304 
Val Glu Asp Tyr Gin Ala lie Val Asp Ala Glu Trp Asn lie Leu Tyr 

60 65 70 

gac aag tta gag aag ate cat cat tct gga gcc aaa gtt gtc ttg tec 352 
Asp Lys Leu Glu Lys He His His Ser Gly Ala Lys Val Val Leu Ser 

75 80 85 

aaa etc ccc att ggg gat gtg gcc acc cag tac ttt get gac agg gac 400 
Lys Leu Pro He Gly Asp Val Ala Thr Gin Tyr Phe Ala Asp Arg Asp 

90 95 100 

atg tte tgt get ggc ega gta cct gag gag gat ctt aag agg aca atg 448 



1114 



Met Phe Cys Ala Gly Arg Val Pro Glu Glu Asp Leu Lys Arg Thr Met 

105 110 115 

atg gcc tgt gga ggc tea ate cag acc agt gtg aat get ctg tea gca 496 
Met Ala Cys Gly Gly Ser He Gin Thr Ser Val Asn Ala Leu Ser Ala 
120 125 130 135 

gat gtg ctg ggt ega tge cag gtg ttt gaa gag acc cag att gga ggc 544 
Asp Val Leu Gly Arg Cys Gin Val Phe Glu Glu Thr Gin He Gly Gly 
140 145 150 

gag agg ta 
Glu Arg 

<210> 1665 

<211> 401 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 37. .399 



<400> 1665 

taggagaagg acgtacggte ctgctagtag aggaat atg teg agt ttc tct agg 54 

Met Ser Ser Phe Ser Arg 
1 5 
gcg ecc cag caa tgg gcc act ttt get aga ata tgg tat etc tta gat 
Ala Pro Gin Gin Trp Ala Thr Phe Ala Arg He Trp Tyr Leu Leu Asp 

10 15 20 

ggg aaa atg eag eea cet ggc aaa ett get get atg gca tet ata aga 
Gly Lys Met Gin Pro Pro Gly Lys Leu Ala Ala Met Ala Ser He Arg 

25 30 35 

ett cag gga tta eat aaa cet gtg tac cat gca ctg agt gac tgt ggg 
Leu Gin Gly Leu His Lys Pro Val Tyr His Ala Leu Ser Asp Cys Gly 

40 45 50 

gat cat gtt gtt ata atg aac aca aga cac att gca ttt tet gga aac 246 
Asp His Val Val He Met Asn Thr Arg His He Ala Phe Ser Gly Asn 
55 60 65 70 

aaa tgg gaa caa aaa gta tac tet teg eat act ggc tac cca ggt gga 
Lys Trp Glu Gin Lys Val Tyr Ser Ser His Thr Gly Tyr Pro Gly Gly 

75 80 85 

ttt aga caa gta aca get get cag ett cac ctg agg gat cca gtg gca 342 
Phe Arg Gin Val Thr Ala Ala Gin Leu His Leu Arg Asp Pro Val Ala 

90 95 100 

att gta aaa eta get att tat ggc atg ctg cca aaa aac ett cac aga 390 
He Val Lys Leu Ala He Tyr Gly Met Leu Pro Lys Asn Leu His Arg 

105 110 115 

aga aca atg at 
Arg Thr Met 
120 



<210> 1666 
<211> 477 
<212> DNA 

<213> Homo sapiens 



102 



150 



198 



294 



401 



1115 



<220> 
<221> CDS 
<222> 96. .476 



209 



305 



<400> 1666 

gacgtcctcc caagatggcg gagacagagt gaagaaactg tgttcccccc ttgggttgct 60 
atcgatcaag ggtaaaattc cattctgata tcaaa atg cag tat teg cac cay 113 

Met Gin Tyr Ser His His 
1 5 

tgt gag cac ctt tta gag aga ctg aac aaa cag egg gaa gca ggt ttt 161 
Cys Glu His Leu Leu Glu Arg Leu Asn Lys Gin Arg Glu Ala Gly Phe 

10 15 20 

etc tgt gac tgt acc ata gtg att ggg gaa ttc cag ttt aaa get cat 
Leu Cys Asp Cys Thr lie Val He Gly Glu Phe Gin Phe Lys Ala His 

25 30 35 

agg aat gtg ctg gee tec ttt agt gag tat ttt ggt gcg ate tac aga 257 
O Arg Asn Val Leu Ala Ser Phe Ser Glu Tyr Phe Gly Ala He Tyr Arg 
-,fi 4 0 4 5 50 

'm age act tct gag aac aat gtc ttt ctt gat cag agt cag gtg aag get 
= Ser Thr Ser Glu Asn Asn Val Phe Leu Asp Gin Ser Gin Val Lys Ala 

55 60 65 70 

^ gat gga ttt cag aaa ctg ttg gag ttt ata tac aca gga act tta aat 353 
^ Asp Gly Phe Gin Lys Leu Leu Glu Phe He Tyr Thr Gly Thr Leu Asn 
tf5 75 80 85 

m ctt gac agt tgg aat gtt aaa gaa att cat cag get get gae tat etc 
- Leu Asp Ser Trp Asn Val Lys Glu He His Gin Ala Ala Asp Tyr Leu 

O 90 95 100 

m aaa gtg gaa gag gtg gtc act aaa tge aaa ata nag atg gaa gat ttt 449 
'^'^ Lys Val Glu Glu Val Val Thr Lys Cys Lys He Xaa Met Glu Asp Phe 
^ 105 110 115 

get ttt att get aat cet tct tct aca g 
^ Ala Phe He Ala Asn Pro Ser Ser Thr 
O 120 125 

<210> 1667 

<211> 364 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 100 . .363 



401 



477 



60 
114 



<400> 1667 

agcgtcgegc gegtggatct gccgccgggt tgctgtgcga etattctccg ggagcegtee 
gtgtcaccgc eggaaectgg cgcaggttaa ttatagaaa atg eca agt agg aaa 

Met Pro Ser Arg Lys 
1 5 

ttt gee gat ggt gaa gtg gta aga ggt ega tgg cct ggg agt tea ctt 162 
Phe Ala Asp Gly Glu Val Val Arg Gly Arg Trp Pro Gly Ser Ser Leu 
10 15 20 



1116 



tat tat gaa gta gaa att ctg age cac gac age acc tec cag ctt tac 210 
Tyr Tyr Glu Val Glu He Leu Ser His Asp Ser Thr Ser Gin Leu Tyr 

25 30 35 

act gta aag tat aaa gat gga aca gag ctt gaa ttg aaa gag aat gat 258 
Thr Val Lys Tyr Lys Asp Gly Thr Glu Leu Glu Leu Lys Glu Asn Asp 

40 45 50 

att aag cct tta act tec ttt agg caa agg aaa ggt ggc tea aac kcc 306 
He Lys Pro Leu Thr Ser Phe Arg Gin Arg Lys Gly Gly Ser Asn Xaa 

55 60 65 

agt tec cct tec aga cge ega ggg agt ega tea agg tea egc tec cga 354 
Ser Ser Pro Ser Arg Arg Arg Gly Ser Arg Ser Arg Ser Arg Ser Arg 
70 75 80 85 

tec cct ggt c 
Ser Pro Gly 

<210> 1668 
<211> 234 
<212> DNA 
Q <213> Homo sapiens 

IJi <220> 

r; <22i> CDS 

<222> 9. .233 



364 



50 



98 



146 



194 



^ <400> 1668 

^-B gaetgaaa atg ecg teg gtt teg aaa geg gcg gca gcg gcg ctg age ggg 
- Met Pro Ser Val Ser Lys Ala Ala Ala Ala Ala Leu Ser Gly 

n 1 5 10 

ry tec ccc eeg cag acg gag aag ccg ace cac tac agg tac ctg aag gag 
k\ Ser Pro Pro Gin Thr Glu Lys Pro Thr His Tyr Arg Tyr Leu Lys Glu 

15 20 25 30 

X ttc agg acg gag cag tge ccc ctg ttt tea cag eae aag tgc gcg cag 
^ Phe Arg Thr Glu Gin Cys Pro Leu Phe Ser Gin His Lys Cys Ala Gin 
O 35 40 45 

acc ggc egt tea cct get tec act ggc act tec tea acc age ggc gee 

Thr Gly Arg Ser Pro Ala Ser Thr Gly Thr Ser Ser Thr Ser Gly Ala 
50 55 60 

gca ggc cct ecg cag gcg ega egg cac ctt caa eta cag c 234 

Ala Gly Pro Pro Gin Ala Arg Arg His Leu Gin Leu Gin 
65 70 75 

<210> 1669 
<211> 508 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 189. .506 



<400> 1669 

aagtcacgtg geagccggaa agcgtggcgg ctgctgetag agcetttcce tttaccgcac 



60 



1117 




ccaaggagct ggagcgacaa caacgacgtc gtttccgttt ccaccacctc ttcctgttcc 120 
cgtccttgag gacgccgtgc cgggtcagtg ttagcctcca gccctggttg tggaaggcga 180 
cagaagtc atg gcg atg ttt gag cag atg aga gcc aac gtg ggc aag ttg 230 

Met Ala Met Phe Glu Gin Met Arg Ala Asn Val Gly Lys Leu 

15 10 
etc aag ggt ate gac agg tae aat cct gag aae etg gee ace etg gag 278 
Leu Lys Gly lie Asp Arg Tyr Asn Pro Glu Asn Leu Ala Thr Leu Glu 
15 20 25 30 

egc tat gta gag acg cag gcc aag gaa aat gcc tat gat etg gaa gcc 326 
Arg Tyr Val Glu Thr Gin Ala Lys Glu Asn Ala Tyr Asp Leu Glu Ala 

35 40 45 

aac etg get gtc etg aag etg tae cag tte aac cca gcc tte ttt cag 374 
Asn Leu Ala Val Leu Lys Leu Tyr Gin Phe Asn Pro Ala Phe Phe Gin 

50 55 60 

ace acg gtc acc gee cag ate etg etg aag gee etc acc aae ttg ccg 422 
Thr Thr Val Thr Ala Gin lie Leu Leu Lys Ala Leu Thr Asn Leu Pro 

65 70 75 

cac aca gac tte ace etg tge aag tgc atg ate gac cag gca cat caa 470 
His Thr Asp Phe Thr Leu Cys Lys Cys Met lie Asp Gin Ala His Gin 

80 85 90 

gaa gaa egg cca ate cga cag att ttg tac teg ggg ae 508 
Glu Glu Arg Pro lie Arg Gin lie Leu Tyr Ser Gly 
95 100 105 



<210> 1670 
^ <211> 462 

<212> DNA 
s <213> Homo sapiens 

HI <220> 

fll <221> CDS 

<222> 120 . .461 



<400> 1670 

gaggttctag tctgttetgt cttgcggcas ncgccccett ctgcgcggte aegcegagcc 60 
agegcctggg cetggaaccg ggecgtagcc cccccagttt egcccaccac ctecctacc 119 
atg gac ecc cgc aaa gtg aae gag ett egg gee ttt gtg aaa atg tgt 167 
Met Asp Pro Arg Lys Val Asn Glu Leu Arg Ala Phe Val Lys Met Cys 
15 10 15 

aag cag gat ccg age gtt etg cac acc gag gaa atg cgc tte etg agg 215 
Lys Gin Asp Pro Ser Val Leu His Thr Glu Glu Met Arg Phe Leu Arg 

20 25 30 

gag tgg gtg gag age atg ggt ggt aaa gta cca cct get act cag aaa 263 
Glu Trp Val Glu Ser Met Gly Gly Lys Val Pro Pro Ala Thr Gin Lys 

35 40 45 

get aaa tea gaa gaa aat acc aag gaa gaa aaa ect gat agt aag aag 311 
Ala Lys Ser Glu Glu Asn Thr Lys Glu Glu Lys Pro Asp Ser Lys Lys 

50 55 60 

gtg gag gaa gac tta aag gca gac gaa cca tea agt gag gaa agt gat 359 
Val Glu Glu Asp Leu Lys Ala Asp Glu Pro Ser Ser Glu Glu Ser Asp 
65 70 75 80 

eta gaa att gat aaa gaa ggt gtg att gaa cca gac act gat get ect 407 
Leu Glu lie Asp Lys Glu Gly Val lie Glu Pro Asp Thr Asp Ala Pro 



1118 



85 90 95 

caa gaa atg gga gat gaa aat gcg gag ata acg gag gag atg atg gat 
Gin Glu Met Gly Asp Glu Asn Ala Glu He Thr Glu Glu Met Met Asp 
100 105 110 

cag gca a 
Gin Ala 

<210> 1671 

<211> 332 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 149. .331 



60 



<400> 1671 

_ cagtaattta tccttctctg tctctgccca gaagctttgc gaaggtaaca gcctgcctca 
n ggtctgagag ccttgagcag ctatggggtt taacgcgtcc tcrcatccta cgtaatttcc 120 
ii^ aatacagtgg cccagtggga ggcagaaa atg ctg ctg gga ggg gac aga tgc 172 
T: Met Leu Leu Gly Gly Asp Arg Cys 

I, 15 

^ cct ctg gag etc tgc ate tct cag tae tec cag agg act etc ctt cet 220 

Pro Leu Glu Leu Cys He Ser Gin Tyr Ser Gin Arg Thr Leu Leu Pro 
tfl 10 15 20 

^ tec tct cea tte ccc aac ecc teg tee aac eta etc aga ace caa aat 268 

H Ser Ser Pro Phe Pro Asn Pro Ser Ser Asn Leu Leu Arg Thr Gin Asn 

3 25 30 35 40 

flj caa agg cet ggg aat gta gga ttg ctt tct etc cct aac tec amt ggg 316 

m Gin Arg Pro Gly Asn Val Gly Leu Leu Ser Leu Pro Asn Ser Xaa Gly 

45 50 55 

2^ ccc cac cet ccc ctg c 
Pro His Pro Pro Leu 
6 0 

<210> 1672 
<211> 289 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 130 . .288 



332 



<400> 1672 

aagtttcccc caggggcagg acctagacgc gcggegcatt caggttctec tggaccgtag 60 
tggtagtcge tggcccgagt tagaggccag ctgagaagtc ttegtgcttc agatttgttt 120 
aectacaaa atg ctt egg tat cea tat ttt tgt aga atg tat aaa gaa tgc 171 

Met Leu Arg Tyr Pro Tyr Phe Cys Arg Met Tyr Lys Glu Cys 

15 10 
ctt tea tgt tgg ttg gaa tct ggc ata cct aat tta ggt gtc tgg cea 219 
Leu Ser Cys Trp Leu Glu Ser Gly He Pro Asn Leu Gly Val Trp Pro 



1119 



15 20 25 30 

aam aga ata cat act aca gca gaa aaa tat aga gaa tat gaa gcc egg 
Xaa Arg He His Thr Thr Ala Glu Lys Tyr Arg Glu Tyr Glu Ala Arg 

35 40 45 

gag caa aca gat caa act caa a 
Glu Gin Thr Asp Gin Thr Gin 
50 



267 



289 



<210> 1673 

<211> 382 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 216 . .380 



<400> 1673 

acacacacac acagcacctg cacgcagatg 
ctttttgata ggggcttttt gatacgtgta 
ggactcattg caattcagaa atgagaagct 
ttctcgaatg ttctcaccta ttaacagtta 





gaa 


att 


gtg 


age 




Glu 


He 


Val 


Ser 










10 




• acc 


agt 


gag 


caa 


S3 S 

i y 


Thr 


Ser 


Glu 


Gin 








25 






ctg 


gag 


tgg 


aac 




Leu 


Glu 


Trp 


Asn 


■=33- 




40 






gac 
Asp 
55 


eg 







cacaeatctc tagteaaatg aggctcteag 
taaccaatac tttattctca ctgtagteaa 
gatceggaac tceactacag etcaaagaaa 
ttaaa atg gaa gaa get ggg gat 
Met Glu Glu Ala Gly Asp 
1 5 
ate tec tac get eta tac aaa gcc ttc age 
He Ser Tyr Ala Leu Tyr Lys Ala Phe Ser 

15 20 
gat aae tgg aat ggg eag ctg aag ctt ctg 
Asp Asn Trp Asn Gly Gin Leu Lys Leu Leu 

30 35 
gae tta gee aat gat gag att ttc acc aat 
Asp Leu Ala Asn Asp Glu He Phe Thr Asn 
45 50 



60 
120 
180 
233 



281 



329 



377 



382 



<210> 1674 

<211> 404 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 12 . .404 



<400> 1674 

gatettcaag t atg ggg tct get gge ttg teg egg ctg cat ggg ctt ttc 
Met Gly Ser Ala Gly Leu Ser Arg Leu His Gly Leu Phe 
15 10 
gcg gte tat aag ecc ccg ggg eta aaa tgg aag cac ctg egg gat aca 
Ala Val Tyr Lys Pro Pro Gly Leu Lys Trp Lys His Leu Arg Asp Thr 



1120 








1 b 










/ u 










^ -J 














gtg 


9^9 


cca 


caa 


CC L. 


ctg 


aag 


99 1 


etc 


dcl L. 


y 




aag 


e c t 


cce 


ere t 
yu u 


146 




vai 




Leu 


tain 


Leu 


Leu 


Lys 


\j±y 


Leu 


As n 


d 


i-ix y 


xjy o 


Pro 


Pro 


Ala 






3 0 










6 b 










^ u 
















cc t 


aaa 


cag 


cgt 


y I-U 


cgc 


t- -t- 




ctg 


99*^ 


c c c 


atg 


gaa 


nor' 

yy^ 


age 


gaa 


194 




Pro 


Lys 




Airg 


V a X 


Arg 


File 


Leu 


Leu 


\jxy 


"D "K-r-v 

r'X W 




m n 

VjrX U. 


X y 


Ser 


Glu 














50 










bb 










D u 








9^9 


aag 


9^9 


ctg 


acc 


etc 


aca 


gee 


acc 


age 


y t- d 


C C C 


tct 


t te 


ate 


aac 


242 




Glu 


Lys 




Leu 


Thir 


Leu 


Thr 


AX a 


1 iir 




V d X 


IT X U 


OCX 


Jriic 


lie 


As n 












65 










/ u 










/ D 










CaL. 


cca 


ctg 


y L.CI 


ugu 


gga 


cca 


y v> ct 


t te 


gcc 


cat 


etc 


aag 


gtt 


acre 
yy ^ 


atcr 


290 




rll S 


Piro 


Leu 


V CT.-L 


\_y s 


\j±y 


f 1. kJ 


AT ;:i 

rt-L Ct 


ir lie; 




His 


Leu 


Lys 


Val 


Gly 


Val 










80 










85 










90 












gga 


cat 


egg 


ttg 


gat 


gcc 


cag 


get 


tct 


gga 


gta 


ett 


gtg 


etc 


ggc 


gtg 


338 




Gly 


His 


Arg 


Leu 


Asp 


Aj. a 




i-iX d 


C "K" 


X y 


V d X 


XjC u. 


Val 


Leu 


Gly 


Val 








95 










inn 










10 5 














gga 


cat 


gga 


tgc 


^99 


etc 


etc 


ace 


y d L. 


t-n 
d uy 


i- ;^ r* 
L, dt— 


aat 


get 


cat 


ett 


acc 


386 




Gly 


His 


Gly 


Cys 


Arg 


Leu 


Leu 


Thr 


Asp 


Met 


Tvr 


Asn 


Ala 


His 


Leu 


Thr 






110 










115 










120 










125 






aag 


gat 


tac 


aca 


gtg 


cat 






















404 




Lys 


Asp 


Tyr 


Thr 


Val 


His 


































130 






























































hi 

i 


<210> 1675 
































<211> 345 
































<212> DNA 
































<213> Homo 


sapiens 



























<220> 
<221> CDS 
<222> 116 . . 343 



<400> 1675 

aggagttttt caaggctgae cacagtctag geagaagaaa ttgcaattgt gaaaggaaga 60 
tttgcgtgaa agaatggtgt ttttggctga gtgaggaatt tgaagtatet ggaaa atg 118 

Met 
1 

gaa get cca ctg gtt caa cag cet etc etc cag ttt ega ccc cag tea 166 
Glu Ala Pro Leu Val Gin Gin Pro Leu Leu Gin Phe Arg Pro Gin Ser 

5 10 15 

cag gac aca aga gaa tgg tea tec aac caa ccc ect eta aca gca acc 214 
Gin Asp Thr Arg Glu Trp Ser Ser Asn Gin Pro Pro Leu Thr Ala Thr 

20 25 30 

aag aag tct aca ttg aaa cca cag cet gca cce cag get gga ccc ate 
Lys Lys Ser Thr Leu Lys Pro Gin Pro Ala Pro Gin Ala Gly Pro lie 

35 40 45 

cet gtg get cca ate gga aca etc aaa ccc cag cet cag cca gtc cca 
Pro Val Ala Pro He Gly Thr Leu Lys Pro Gin Pro Gin Pro Val Pro 
50 55 60 65 . 

gcc tec tac acc acg gcc tec act tct tea agg cc 345 
Ala Ser Tyr Thr Thr Ala Ser Thr Ser Ser Arg 
70 75 



262 



310 



1121 



<210> 1676 
<211> 439 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 96 . .437 



<400> 1676 

aactgcagtt gctgctgcag ctgaggtaca gcggcggttt ctgaggttct tcactcgcga 60 
ctgacggagc tgcggtggcg tctccacacg caacc atg aag ttg aag gac aca 113 

Met Lys Leu Lys Asp Thr 
1 5 

aaa tea agg cca aag cag tea age tgt ggc aaa ttt cag aea aag gga 161 
Lys Ser Arg Pro Lys Gin Ser Ser Cys Gly Lys Phe Gin Thr Lys Gly 
10 15 20 

f^, ate aaa gtt gtg gga aaa tgg aag gaa gtg aag att gae eea aat atg 209 

He Lys Val Val Gly Lys Trp Lys Glu Val Lys He Asp Pro Asn Met 
yd 25 30 35 

ttt gea gat gga eag atg gat gac ttg gtg tgc ttt gag gaa ttg aea 257 
^ Phe Ala Asp Gly Gin Met Asp Asp Leu Val Cys Phe Glu Glu Leu Thr 
4 0 4 5 5 0 

gat tae cag ttg gte tec cct gee aag aat ecc tec agt etc ttc tea 305 
-J Asp Tyr Gin Leu Val Ser Pro Ala Lys Asn Pro Ser Ser Leu Phe Ser 
m 55 60 65 70 

- aag gaa gca ecc aag aga aag gca caa get gtt tea gaa gaa gag gag 353. 

Lys Glu Ala Pro Lys Arg Lys Ala Gin Ala Val Ser Glu Glu Glu Glu 
"""^ 75 80 85 

gag gag gag gga aag tct age tea cea aag aaa aag ate aag ttg aag 401 
Glu Glu Glu Gly Lys Ser Ser Ser pro Lys Lys Lys He Lys Leu Lys 

90 95 100 

aaa agt aaa aae gta gca act gaa gga ace agt ace ea 439 
Lys Ser Lys Asn Val Ala Thr Glu Gly Thr Ser Thr 
105 110 

<210> 1677 
<211> 367 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 35 . . 367 



ry 



<400> 1677 

ateccggege ttgagaggac gcggggetgc gcaa atg get tgt ecc get etc ggt 55 

Met Ala Cys Pro Ala Leu Gly 
1 5 

ctg gaa get ctt eag cec ctg cag ecc gag eeg ecc cec gag ecc gee 103 
Leu Glu Ala Leu Gin Pro Leu Gin pro Glu Pro Pro Pro Glu Pro Ala 
10 15 20 



1122 



■■id' 3 



5 xz 



199 



247 



295 



367 



ttc tec gag gcg cag aag tgg att gag caa gta act ggc aga agt ttt 151 
Phe Ser Glu Ala Gin Lys Trp He Glu Gin Val Thr Gly Arg Ser Phe 

25 30 35 

ggt gat aaa gat ttt egg aca ggt tta gaa aat gga ate etc etc tgc 
Gly Asp Lys Asp Phe Arg Thr Gly Leu Glu Asn Gly He Leu Leu Cys 
40 45 50 55 

gag ttg ctg aat get ata aag cea gga ctt gtt aaa aag ate aat aga 
Glu Leu Leu Asn Ala He Lys Pro Gly Leu Val Lys Lys He Asn Arg 

60 65 70 

ttg cct acc ccc att gca gga ctg gac aat att ate tta ttc ttg aga 
Leu Pro Thr Pro He Ala Gly Leu Asp Asn He He Leu Phe Leu Arg 

75 80 85 

ggt tgt aaa gag etc ggc ctt aaa gaa tct caa ctt ttt gac ccg agt 343 
Gly Cys Lys Glu Leu Gly Leu Lys Glu Ser Gin Leu Phe Asp Pro Ser 

90 95 100 

gac etc cag gat aca tee aac aga 
Asp Leu Gin Asp Thr Ser Asn Arg 

105 110 

<210> 1678 

<211> 396 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 79. -396 



<400> 1678 

agcaettecg gteacgeeat egttgetgce ttcttegtea ageccccagg etcegctett 60 
gccagaggga caggagce atg get cag aaa atg gac tgt ggt gcg ggc etc 111 
^ Met Ala Gin Lys Met Asp Cys Gly Ala Gly Leu 

6 1 5 10 

O etc ggc ttc cag get gag gee tee gta gaa gac age gee ttg ctt atg 159 
^ Leu Gly Phe Gin Ala Glu Ala. Ser Val Glu Asp Ser Ala Leu Leu Met 
15 20 25 

cag acc ttg atg gag gee ate cag ate tea gag get cea cct act aac 207 
Gin Thr Leu Met Glu Ala He Gin He Ser Glu Ala Pro Pro Thr Asn 

30 35 40 

cag gee acc gca get get agt ccc cag agt tea cag ccc cea act gee 255 
Gin Ala Thr Ala Ala Ala Ser Pro Gin Ser Ser Gin Pro Pro Thr Ala 

45 50 55 

aat gag atg get gac att cag gtt tea gca get gee get agg eta agt 303 
Asn Glu Met Ala Asp He Gin Val Ser Ala Ala Ala Ala Arg Leu Ser 
60 65 70 75 

cag cct tta aag tec aga atg cea cea caa aag gee caw atg gtg tct 351 
Gin Pro Leu Lys Ser Arg Met Pro Pro Gin Lys Ala Xaa Met Val Ser 

80 85 90 

atg att tct etc agg etc ata atg cea agg atg tgc eca aca cac 396 
Met He Ser Leu Arg Leu He Met Pro Arg Met Cys Pro Thr His 
95 100 105 



<210> 1679 



1123 



<211> 380 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 223 - .378 



60 



<400> 1679 

cagtataagt cttgtaggct gagtactaaa cctttactca cctgcttaca gccatgatat 
ctttacaggt gttatgaagc ggagattgag gagatagatg aagaaaatgg caccgctgca 120 
atcacctttg ctggttatgg caatgctgaa gtgactccac tgttgaacct caagcctgta 180 
gaagaaggaa ggaaggcaaa ggaggacagt ggcaacaaac cc atg tea aaa aaa 234 

Met Ser Lys Lys 
1 

gaa atg att gcc cag cag cgt gaa tat aaa aag aag aaa get ttg aaa 
Glu Met He Ala Gin Gin Arg Glu Tyr Lys Lys Lys Lys Ala Leu Lys 
5 10 15 20 

aaa get cag aga ata aaa gaa ctt gag cag gaa aga gag gac cag aaa 
Lys Ala Gin Arg He Lys Glu Leu Glu Gin Glu Arg Glu Asp Gin Lys 

25 30 35 

gtg aaa tgg eaa cat tea aca aca gag cct att eta aaa aca aaa aag 
Val Lys Trp Gin His Ser Thr Thr Glu Pro He Leu Lys Thr Lys Lys 
4j 40 45 50 

3 80 

^- gc 

5 <210> 1680 

Q <211> 287 

Sj <212> DNA 

ffl <213> Homo sapiens 

P 

J! <220> 

y <221> CDS 

U <222> 20 . .286 



282 



330 



378 



<400> 1680 
Ctttkttttt C 



ctg tac egg 
Leu Tyr Arg 

tac aga aca 
Tyr Arg Thr 
30 

aaa aat gta 
Lys Asn Val 
45 

aag aga gac 
Lys Arg Asp 
60 

tat tea act 



tttccaaa atg 
Met 
1 

geg atg ctg 
Ala Met Leu 
15 

tat get gtc 
Tyr Ala Val 

aag gat cct 
Lys Asp Pro 

ctt gga gta 
Leu Gly Val 
65 

gac aag ctg 



gca gee tec 
Ala Ala Ser 

aga gag age 
Arg Glu Ser 
20 

agg agg ata 
Arg Arg He 
35 

gta gaa att 
Val Glu He 
50 

att cgt cga 
He Arg Arg 

ate att gag 



agt egc gca 
Ser Arg Ala 
5 

aag cgt ttc 
Lys Arg Phe 

aga gat gee 
Arg Asp Ala 

caa ace eta 
Gin Thr Leu 
55 

eag gtc cac 
Gin Val His 
70 

aat cga gac 



caa gtg tta 
Gin Val Leu 
10 

age gee tac 
Ser Ala Tyr 
25 

ttc aga gaa 
Phe Arg Glu 
40 

gtg aat aaa 
Val Asn Lys 

att ggc eaa 
He Gly Gin 

atg ecc a 



tet 52 
Ser 

aat 100 
Asn 

aat 148 
Asn 

gcc 196 
Ala 

ctg 244 

Leu 

75 

287 



1124 



Tyr Ser Thr Asp Lys Leu lie lie Glu Asn Arg Asp Met Pro 
80 85 

<210> 1681 
<211> 307 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 20. .307 



fll 



52 



100 



148 



196 



<400> 1681 

ctttkttttt ctttccaaa atg gca gcc tec agt cgc gca caa gtg tta tct 

Met Ala Ala Ser Ser Arg Ala Gin Val Leu Ser 
15 10 
ctg tac egg gcg atg ctg aga gag age aag egt ttc age gcc tac aat 
1^ Leu Tyr Arg Ala Met Leu Arg Glu Ser Lys Arg Phe Ser Ala Tyr Asn 
15 20 25 

tae aga aea tat get gte agg agg ata aga gat gee tte aga gaa aat 
f' Tyr Arg Thr Tyr Ala Val Arg Arg lie Arg Asp Ala Phe Arg Glu Asn 
5^ 30 35 40 

aaa aat gta aag gat cct gta gaa att caa ace eta gtg aat aaa gcc 
Lys Asn Val Lys Asp Pro Val Glu lie Gin Thr Leu Val Asn Lys Ala 
^ 45 50 55 

r£= aag aga gae ett gga gta att egt cga cag gte cae att ggc caa ctg 244 
^* Lys Arg Asp Leu Gly Val He Arg Arg Gin Val His He Gly Gin Leu 
60 65 70 75 

tat tea act gae aag egt aaa ace aag act ace aae ttt cca agg eta 2 92 

Tyr Ser Thr Asp Lys Arg Lys Thr Lys Thr Thr Asn Phe Pro Arg Leu 
80 85 90 

5r aca aea aca aca gta 307 

y rjnj^j- rpj^-^ rp^^ rpj^-^ ]^ 

n 

<210> 1682 

<211> 411 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 36 . .410 



<400> 1682 

ttttctttct ttgctttcte tctttagtga etgag atg ctg gta aat gte etc 

Met Leu Val Asn Val Leu 
1 5 
aae ate tgc tea gat gat gaa eta ggg tea gaa gaa gat gga ttt gat 
Asn He Cys Ser Asp Asp Glu Leu Gly Ser Glu Glu Asp Gly Phe Asp 

10 15 20 

ggt gca aea get gca gee egg aaa gag gtg ata agg aae aag ate cga 



1125 



Gly Ala Thr Ala Ala Ala Arg Lys Glu Val lie Arg Asn Lys lie Arg 

25 30 35 

gca ata ggc aaa atg gcc aga gtg ttc tea gtg etc aga gaa gag agt 197 
Ala He Gly Lys Met Ala Arg Val Phe Ser Val Leu Arg Glu Glu Ser 

40 45 50 

gag agt gtg ctg acg ctg aaa ggc ttg acc cca act ggc atg etc ccc 245 
Glu Ser Val Leu Thr Leu Lys Gly Leu Thr Pro Thr Gly Met Leu Pro 
55 60 65 70 

gga gta ctt tct gga ggg aag caa acc ctg caa age get ate aaa 293 
Ser Gly Val Leu Ser Gly Gly Lys Gin Thr Leu Gin Ser Ala He Lys 

75 80 85 

gga ttt tea cea caa cat aag ate act age tte gag gaa gcc aag ggc 341 
Gly Phe Ser Pro Gin His Lys He Thr Ser Phe Glu Glu Ala Lys Gly 

90 95 100 

tta gae ega att aat gag agg atg ccg cct cgc aga gat gcc atg ece 389 
Leu Asp Arg He Asn Glu Arg Met Pro Pro Arg Arg Asp Ala Met Pro 

105 110 115 

tct gae gcc aac ctt aac tec a 411 
Ser Asp Ala Asn Leu Asn Ser 

120 125 

<210> 1683 

<211> 497 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 74 . .496 



<400> 1683 

aggetggact aaccattaaa aatgtctcta cetteaggag tccecggcgt geagtggagc 60 
ctcgctgggg gaa atg aea get tgg acc atg ggc gcc cgc ggt ctg gae 109 
Met Thr Ala Trp Thr Met Gly Ala Arg Gly Leu Asp 
15 10 
aag cga gga agt ttc ttt aag etc att gae aca att gcc teg gag ate 157 
Lys Arg Gly Ser Phe Phe Lys Leu He Asp Thr He Ala Ser Glu He 

15 20 25 

gga gaa ctg aaa cag gag atg gtg egg aea gat gte aac ctg gaa aat 205 
Gly Glu Leu Lys Gin Glu Met Val Arg Thr Asp Val Asn Leu Glu Asn 

30 35 40 

ggc ctg gaa ccc get gaa acc eae age atg gta aga cac aag gat ggt 2 53 

Gly Leu Glu Pro Ala Glu Thr His Ser Met Val Arg His Lys Asp Gly 
45 50 55 60 

ggc tat tec gag gaa gag gae gtg aag acc trt gcc egg gae tea ggc 301 
Gly Tyr Ser Glu Glu Glu Asp Val Lys Thr Xaa Ala Arg Asp Ser Gly 

65 70 75 

tat gae age etc tec aac agg etc age ate ttg gae egg etc etc cac 349 
Tyr Asp Ser Leu Ser Asn Arg Leu Ser He Leu Asp Arg Leu Leu His 

80 85 90 

ace cac ccc ata tgg ctg cag ctg agt ctg agt gag gag gag gca gca 397 
Thr His Pro He Trp Leu Gin Leu Ser Leu Ser Glu Glu Glu Ala Ala 
95 100 105 



1126 



gag gtc ctg cag gcc cag cct ccg ggg ate ttc ctg gtt cat aaa tct 445 
Glu Val Leu Gin Ala Gin Pro Pro Gly He Phe Leu Val His Lys Ser 

110 115 120 

act aag atg cag aag aaa gtc etc tec etc cgc ctg cec tgt gaa ttt 493 
Thr Lys Met Gin Lys Lys Val Leu Ser Leu Arg Leu Pro Cys Glu Phe 

130 135 140 



497 



125 

ggg g 

Gly 

<210> 1684 
<211> 444 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 108 . .443 



."^ <400> 1684 

;?S gacaagtgcc aaaatggcga tgcetaccac ctagaactgg attgtgcgct ceatttcttt 60 

cacctcaaag ctggcegcca ccgctgccac ctgetcagag tgaaata atg aag gtg 116 
1=^ Met Lys Val 

yj 1 

^ gtc aac ctg aag caa gcc att ttg caa gcc tgg aag gag cgc tgg agt 164 
C= Val Asn Leu Lys Gin Ala He Leu Gin Ala Trp Lys Glu Arg Trp Ser 
Jo 5 10 15 

gac tac caa tgg gca ate aac atg aag aaa ttc ttt cct aaa gga gcc 212 
Asp Tyr Gin Trp Ala He Asn Met Lys Lys Phe Phe Pro Lys Gly Ala 
20 25 30 35 

anc tgg gat att etc aac ctg gca gat gcg tta eta gag cag gne atg 260 
Xaa Trp Asp He Leu Asn Leu Ala Asp Ala Leu Leu Glu Gin Xaa Met 
4: 40 45 50 

O att gga cca tec cec aat cct etc ate ttg tec tac ctg aag tat gcc 308 
O He Gly Pro Ser Pro Asn Pro Leu He Leu Ser Tyr Leu Lys Tyr Ala 
55 60 65 

att agt tee cag atg gtg tee tac tct tet gtc etc aea gee ate agt 356 
He Ser Ser Gin Met Val Ser Tyr Ser Ser Val Leu Thr Ala He Ser 

70 75 80 

aag ttt gat gac ttt tct egg gac ctg tgt gtc cag gca ttg ctg gac 
Lys Phe Asp Asp Phe Ser Arg Asp Leu Cys Val Gin Ala Leu Leu Asp 

85 90 95 

ate atg gac atg ttt tgt gac cgt ctg age tgt cae gge a 444 
He Met Asp Met Phe Cys Asp Arg Leu Ser Cys His Gly 
100 105 110 

<210> 1685 
<211> 407 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 31 . .405 



404 



1127 



54 



102 



<400> 1685 

aatgcgacct catctttgtc agtgcacaaa atg gcg ccc tac age eta ctg gtg 

Met Ala Pro Tyr Ser Leu Leu Val 
1 5 
act egg ctg cag aaa get ctg ggt gtg egg cag tac eat gtg gee tea 
Thr Arg Leu Gin Lys Ala Leu Gly Val Arg Gin Tyr His Val Ala Ser 

10 15 20 

gtc ctg tgc caa egg gcc aag gtg gcg atg age cac ttt gag ccc aac 150 
Val Leu Cys Gin Arg Ala Lys Val Ala Met Ser His Phe Glu Pro Asn 
25 30 35 40 

gag tac ate eat tat gac ctg eta gag aag aac att aac att gtt cgc 198 
Glu Tyr lie His Tyr Asp Leu Leu Glu Lys Asn lie Asn lie Val Arg 

45 50 55 

aaa ega ctg aac egg ccg ctg aca etc teg gag aag att gtg tat gga 246 
Lys Arg Leu Asn Arg Pro Leu Thr Leu Ser Glu Lys lie Val Tyr Gly 
60 65 70 

rf-'r. cac ctg gat gac ccc gcc age cag gaa att gag ega ggc aag teg tac 294 
^ His Leu Asp Asp Pro Ala Ser Gin Glu He Glu Arg Gly Lys Ser Tyr 

75 80 85 

¥^ ctg egg ctg egg ccg gac cgt gtg gcc atg cag gat gcg acg gee cag 342 
f: Leu Arg Leu Arg Pro Asp Arg Val Ala Met Gin Asp Ala Thr Ala Gin 
y 90 95 100 

^-0 atg gee atg etc cag ttc ate age age ggg ctg tee aag gtg get gtg 
m Met Ala Met Leu Gin Phe He Ser Ser Gly Leu Ser Lys Val Ala Val 
105 110 115 120 

- cat cea eca tec act gt 

:r^. His Pro Pro Ser Thr 
S 125 

?? s 

<210> 1686 
4= <211> 369 

O <212> DNA 

O <213> Homo sapiens 

<220> 
<221> CDS 
<222> 10 . .369 



390 



407 



<400> 1686 

actttcaaa atg gcg gag tgt gga gcg age ggc acg wng age age ggg gac 51 
Met Ala Glu pys Gly Ala Ser Gly Thr Xaa Ser Ser Gly Asp 
1 ' 5 10 

agt ctg gac aag age ate acg ctg ccc ccc gac gag ate ttc cgc aac 99 
Ser Leu Asp Lys Ser He Thr Leu Pro Pro Asp Glu He Phe Arg Asn 
15 20 25 30 

ctg gag aac gcc aag cgc ttc gcc ate gac ata ggc ggg teg tta acc 147 
Leu Glu Asn Ala Lys Arg Phe Ala He Asp He Gly Gly Ser Leu Thr 

35 40 45 

aag ctg gcc tac tat tea acg gta cag cac aaa gtc gcc aag gtg egg 195 
Lys Leu Ala Tyr Tyr Ser Thr Val Gin His Lys Val Ala Lys Val Arg 
50 55 60 



1128 



3St ; 



369 



tct ttc gac cac tec gga aag gac aca gaa cgt gaa cat gag ccg ccc 243 
Ser Phe Asp His Ser Gly Lys Asp Thr Glu Arg Glu His Glu Pro Pro 

65 70 75 

tat gag att tea gtt caa gaa gag ate act get cga ctg cae ttc att 291 
Tyr Glu He Ser Val Gin Glu Glu He Thr Ala Arg Leu His Phe He 

80 85 90 

aag ttt gag aat ace tac ate gaa gee tgc etg gac ttc ata gaa gac 339 
Lys Phe Glu Asn Thr Tyr He Glu Ala Cys Leu Asp Phe He Glu Asp 
95 100 105 110 

cat etc gtc aac aca gag ace aag gtc ate 
His Leu Val Asn Thr Glu Thr Lys Val He 
115 120 

<210> 1687 
<211> 360 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 143 . . 358 



US <400> 1687 

arteagttec ggegggtgac ggtgcggacg ggtcaggagc "gtagaggegg cggeaaaatg 60 
•ifl gcggcgeetg mmggageggg atetaaccca ggagcagaca gagaagctge tgeagtttea 120 
5 ggatctcact ggcategaat ct atg gat cag tgt ege cat ace tgg gan cag 172 

Met Asp Gin Cys Arg His Thr Trp Xaa Gin 
1 5 10 

ert aac tgg aac ana gag get get rta cag gac aga ttg aat gag gsa 220 
Xaa Asn Trp Asn Xaa Glu Ala Ala Xaa Gin Asp Arg Leu Asn Glu Xaa 

15 20 25 

gag ggc gta cct agt gtt ttc aac cea ect eca tea cga ccc etg cag 268 
Glu Gly Val Pro Ser Val Phe Asn Pro Pro Pro Ser Arg Pro Leu Gin 

30 35 40 

gtt aat aca get gae cac agg ate tac age tat gtt gtc tea aga cct 316 
Val Asn Thr Ala Asp His Arg He Tyr Ser Tyr Val Val Ser Arg Pro 

45 50 55 

caa cca agg ggg ctg ett rga tgg ggt tat tac ttg ata atg ct 360 
Gin Pro Arg Gly Leu Leu Xaa Trp Gly Tyr Tyr Leu He Met 
60 65 70 

<210> 1688 
<211> 428 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 134 . .427 



<400> 1688 

agagatecag ggetegggat gcgaatgtcc ctgtctaega tggggctgec gttacagcct 



60 



1129 




409 



tcctcccggg gctctggaga cgcgccastc tttgacrsct ctcctgcgct aaggaagagt 120 
tggtttacag aaa atg cac caa ttc cag ctg gac ate act gtg aaa atg 169 
Met His Gin Phe Gin Leu Asp lie Thr Val Lys Met 
15 10 
ggm egg gmt aaa gtc cga gaa atg wtt atg aag aat gee cat gte aca 217 
Gly Arg Xaa Lys Val Arg Glu Met Xaa Met Lys Asn Ala His Val Thr 

15 20 25 

gac ccc agg gtg gtt gat ett ctg gtc att aag gga aag ate gaa ctg 265 
Asp Pro Arg Val Val Asp Leu Leu Val lie Lys Gly Lys lie Glu Leu 

30 35 40 

gam gaa aea att aaa agt atg gaa gca gcg gac aca tgt nnn gcg gtt 313 
Xaa Glu Thr lie Lys Ser Met Glu Ala Ala Asp Thr Cys Xaa Ala Val 
45 50 55 60 

ctt eca wra aaa cag aag egc caa ggc cma aag gat ttc eta tec aag 361 
Leu Pro Xaa Lys Gin Lys Arg Gin Gly Xaa Lys Asp Phe Leu Ser Lys 

65 70 75 

ttc taw gtt ggc cac gaa tec atg aag tea ttc agt gga aag atg cac 
Phe Xaa Val Gly His Glu Ser Met Lys Ser Phe Ser Gly Lys Met His 

80 85 90 

gtt gat act att tta gag c 428 
Val Asp Thr lie Leu Glu 
95 

<210> 1689 

<211> 303 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 19 . .303 



<400> 1689 

gtagegggag ggcgaaag atg gcg gcg gca gta ctg gga cag ttg ggt gcg 51 

Met Ala Ala Ala Val Leu Gly Gin Leu Gly Ala 
15 10 
tta tgg ata cat aac ctg agg age egg ggg aag ctg gcc ttg ggt gtt 99 
Leu Trp lie His Asn Leu Arg Ser Arg Gly Lys Leu Ala Leu Gly Val 

15 20 25 

tta cet caa tea tat ate cac aca agt get tet ctt gac att tet cga 147 
Leu Pro Gin Ser Tyr lie His Thr Ser Ala Ser Leu Asp lie Ser Arg 

30 35 40 

aaa tgg gag aag aag aat aaa att gtt tat cet eca caa ctg cet gga 195 
Lys Trp Glu Lys Lys Asn Lys lie Val Tyr Pro Pro Gin Leu Pro Gly 

45 50 55 

gaa cet egg aga eca gca gaa ate tac can tgt cga aga caa ata aaa 243 
Glu Pro Arg Arg Pro Ala Glu lie Tyr Xaa Cys Arg Arg Gin lie Lys 
60 65 70 75 

tat age aaa gac aag atg tgg tat ttg gca aaa ttg ata cga gga atg 291 
Tyr Ser Lys Asp Lys Met Trp Tyr Leu Ala Lys Leu lie Arg Gly Met 

80 85 90 

tet att gac cag 303 
Ser lie Asp Gin 



1130 



95 



<210> 1690 

<211> 580 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 103 . .579 



'if?. 



fU 



210 



258 



<400> 1690 

ctggcctcat ctagccccgc cccaggcgag ggcgccgcac ccacaccgcg ctgcgcagtt 60 
ttgtwctgct ccagctgttc gaaggtgatc cagggacagg ag atg ccc tgg agg 114 

Met Pro Trp Arg 
1 

gga agg cgc ttc egg etc tgc aga cgc aag atg get gtc etc tet aag 162 
Gly Arg Arg Phe Arg Leu Cys Arg Arg Lys Met Ala Val Leu Ser Lys 
_ 5 10 15 20 

gaa tat ggt ttt gtg ctt eta act ggt get gee age ttt ata atg gtg 
Glu Tyr Gly Phe Val Leu Leu Thr Gly Ala Ala Ser Phe He Met Val 
n 25 30 35 

gee cac eta gee ate aat gtt tee aag gee egc aag aag tae aaa gtg 
Ala His Leu Ala He Asn Val Ser Lys Ala Arg Lys Lys Tyr Lys Val 
^ 40 45 50 

^ gag tat cet ate atg tac age acg gac ect gaa aat ggg cae ate ttc 306 
~ Glu Tyr Pro He Met Tyr Ser Thr Asp Pro Glu Asn Gly His He Phe 

55 60 65 

aac tgc att eag ega gee eac eag aac acg ttg gaa gtg tat cet eec 354 
Asn Cys He Gin Arg Ala His Gin Asn Thr Leu Glu Val Tyr Pro Pro 
70 75 80 

i ttc tta ttt ttt eta get gtt gga ggt gtt tac cac ceg egt ata get 402 
Phe Leu Phe Phe Leu Ala Val Gly Gly Val Tyr His Pro Arg He Ala 
85 90 95 100 

tet ggc etg ggc ttg gee tgg att gtt gga ega gtt ctt tat get tat 450 
Ser Gly Leu Gly Leu Ala Trp He Val Gly Arg Val Leu Tyr Ala Tyr 

105 110 115 

ggc tat tae reg gga gaa ccc age aag egt agt ega gga gee etg ggg 
Gly Tyr Tyr Xaa Gly Glu Pro Ser Lys Arg Ser Arg Gly Ala Leu Gly 

120 125 130 

tec ate gee etc etg ggc ttg gtg ggc aca act gtg tgc tet get ttc 
Ser He Ala Leu Leu Gly Leu Val Gly Thr Thr Val Cys Ser Ala Phe 

135 140 145 

eag eat ett ggt tgg gtt aaa agt ggc ttg ggc a 
Gin His Leu Gly Trp Val Lys Ser Gly Leu Gly 
150 155 



498 



546 



580 



<210> 1691 

<211> 395 

<212> DNA 

<213> Homo sapiens 



<220> 



1131 



<221> CDS 
<222> 52 . .393 



297 



<400> 1691 

catccatatc tctttgatgg agcagaacct ggtccacctt atacaacaga t atg cat 57 

Met His 
1 

eta gta acc aac agt ggc aaa atg gtg gtt tta gac aag ctg etc ect 105 
Leu Val Thr Asn Ser Gly Lys Met Val Val Leu Asp Lys Leu Leu Pro 

5 10 15 

aag tta aaa gaa caa ggt tea cga gta eta ate ttc agt eaa atg aca 153 
Lys Leu Lys Glu Gin Gly Ser Arg Val Leu He Phe Ser Gin Met Thr 

20 25 30 

agg gta ttg gac att ttg gaa gat tat tgc atg tgg aga aat tat gag 201 
Arg Val Leu Asp He Leu Glu Asp Tyr Cys Met Trp Arg Asn Tyr Glu 
35 40 45 50 

tae tgc agg ttg gat ggt eag aca cce cat gat gag aga eaa gac tec 249 
Tyr Cys Arg Leu Asp Gly Gin Thr Pro His Asp Glu Arg Gin Asp Ser 

55 60 65 

ate art gea tae aat gaa cea aac age aca aag ttt gtt ttc atg tta 
He Xaa Ala Tyr Asn Glu Pro Asn Ser Thr Lys Phe Val Phe Met Leu 

70 75 80 

age aeg cgt get ggt ggt ctt ggc ate aat ett gcg act get gat gta 345 
Ser Thr Arg Ala Gly Gly Leu Gly He Asn Leu Ala Thr Ala Asp Val 

85 90 95 

gta att ttg tat gat tet rat tgg aat cce caa gta gat ctt eag get 
Val He Leu Tyr Asp Ser Xaa Trp Asn Pro Gin Val Asp Leu Gin Ala 

100 105 110 

at 

<210> 1692 
<211> 309 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 135. .308 



393 



395 



<400> 1692 

tgtgetaeaa ggtaaaatgg tgtatgaeaa taacgtgeag gaaatcattt gttatatgea 60 
tttgctaagt tatgagacaa atttagtact caggtattte taaagattee taagaatage 120 
atgattccta atat atg att gtt caa atg gag act cae atg ctg eat aaa 170 
Met He Val Gin Met Glu Thr His Met Leu His Lys 
15 10 
gat att cct gtg gaa eat gga tet atg gea gea gac aga cag ecc cce 218 
Asp He Pro Val Glu His Gly Ser Met Ala Ala Asp Arg Gin Pro Pro 

15 20 25 

etc agt gee cea gee tea get ctg cge aca gcg gte ecc ngc atg tee 266 
Leu Ser Ala Pro Ala Ser Ala Leu Arg Thr Ala Val Pro Xaa Met Ser 

30 35 40 

gea etc ctg ttc tgt act gea cge teg cea gag aca gag cce e 309 



1132 



Ala Leu Leu Phe Cys Thr Ala Arg Ser Pro Glu Thr Glu Pro 
45 50 55 

<210> 1693 

<211> 383 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 113 . .382 



us 



<400> 1693 

ttcctgttgt ttgaggccgg gttgggggtg tgcgattgtg tgggacggtc tggggcagcc 60 
cagcagcggc tgaccctctg cctgcgggga agggagtcgc caggcggccg tc atg gcg 118 

Met Ala 
1 

g gtg teg gag age cag etc aag aaa atg gtg tec aag tac aaa tae aga 166 

Val Ser Glu Ser Gin Leu Lys Lys Met Val Ser Lys Tyr Lys Tyr Arg 
^ 5 10 15 

gac eta act gta egt gaa act gte aat gtt att act eta tae aaa gat 214 
Asp Leu Thr Val Arg Glu Thr Val Asn Val lie Thr Leu Tyr Lys Asp 
_ 20 25 30 

etc aaa cct gtt ttg gat tea tat gtt ttt aac gat ggc agt tec agg 262 
Leu Lys Pro Val Leu Asp Ser Tyr Val Phe Asn Asp Gly Ser Ser Arg 
35 40 45 50 

s gaa eta atg aae etc act gga aea ate cct gtg cct tat aga ggt aat 310 

p Glu Leu Met Asn Leu Thr Gly Thr lie Pro Val Pro Tyr Arg Gly Asn 
m 55 60 65 

'^l aea tac aat att cca ata tge eta tgg eta etg gac aea tac eca tat 358 
\S Thr Tyr Asn lie Pro lie Cys Leu Trp Leu Leu Asp Thr Tyr Pro Tyr 
£ 70 75 80 

^ aat ecc cct ate tgt ttt gtt aag c 383 
^ Asn Pro Pro lie Cys Phe Val Lys 
85 90 

<210> 1694 

<211> 301 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 69 . -299 



<400> 1694 

attcgaatcg gcggeggett ctagtttgcg gttcaggttt ggecgetgec ggeeagcgtc 60 
ctctggcc atg gac ace ccg gaa aat gtc ctt cag atg ctt gaa gee cac 110 

Met Asp Thr Pro Glu Asn Val Leu Gin Met Leu Glu Ala His 

15 10 
atg cag age tae aag ggc aat gac cct ctt ggt gaa tgg gaa aga tac 158 
Met Gin Ser Tyr Lys Gly Asn Asp Pro Leu Gly Glu Trp Glu Arg Tyr 



1133 



15 20 25 30 

ata cag tgg gta gaa gag aat ttt cct gag aat aaa gaa tac ttg ata 206 

lie Gin Trp Val Glu Glu Asn Phe Pro Glu Asn Lys Glu Tyr Leu lie 

35 40 45 

act tta eta gaa cat tta atg aag gaa ttt tta gat aag aag aaa tac 254 
Thr Leu Leu Glu His Leu Met Lys Glu Phe Leu Asp Lys Lys Lys Tyr 

50 55 60 

cac aat gac cca aga ttc ate agt tat tgt tta aaa ttt get gag ta 301 
His Asn Asp Pro Arg Phe lie Ser Tyr Cys Leu Lys Phe Ala Glu 
65 70 75 



<210> 1695 

<211> 318 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 41 , .316 



<400> 1695 

aagacctccc ggctcgacag gcggcgcggg cggcggtaaa atg teg gtt cca gga 55 
^ Met Ser Val Pro Gly 

* 1 5 

ect tac cag gcg gee act ggg cct tec tea gca eea tee gca cct cca 103 
Pro Tyr Gin Ala Ala Thr Gly Pro Ser Ser Ala Pro Ser Ala Pro Pro 
s 10 15 20 

O tee tat gaa gag aca gtg get gtt aae agt tat tac cec aea cct eea 151 
Ser Tyr Glu Glu Thr Val Ala Val Asn Ser Tyr Tyr Pro Thr Pro Pro 

25 30 35 

get ccc atg cct ggg cca act acg ggg ctt gtg acg ggg cct gat ggg 199 
Ala Pro Met Pro Gly Pro Thr Thr Gly Leu Val Thr Gly Pro Asp Gly 
40 45 50 

E3 aag ggc atg aat cct ect teg tat tat acc cag cca geg ccc ate ccc 247 
Lys Gly Met Asn Pro Pro Ser Tyr Tyr Thr Gin Pro Ala Pro lie Pro 

55 ' 60 65 

aat aac aat eea agt acg tgt ggc etc cca ggm ccc cct tac cat tee 295 
Asn Asn Asn Pro Ser Thr Cys Gly Leu Pro Gly Pro Pro Tyr His Ser 
70 75 80 85 

ttg gee etc cac ect ggg aat ca 318 
Leu Ala Leu His Pro Gly Asn 
90 



m 



<210> 1696 

<211> 354 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 71 . .352 



1134 



<400> 1696 

argcccgtac tcaagatggc ggctccgggc gggcgtggcc agtgactaga aggcgaggcg 60 
ccgcgggacc atg gcg gcg gcg gcg gac gag egg agt cca gag gac gga 109 
Met Ala Ala Ala Ala Asp Glu Arg Ser Pro Glu Asp Gly 
15 10 
gaa gac gag gaa gag gag gag cag ttg gtt ctg gtg gaa tta tea gga 157 
Glu Asp Glu Glu Glu Glu Glu Gin Leu Val Leu Val Glu Leu Ser Gly 

15 20 25 

att att gat tea gac ttc etc tea aaa tgt gaa aat aaa tge aag gtt 205 
He He Asp Ser Asp Phe Leu Ser Lys Cys Glu Asn Lys Cys Lys Val 
30 35 40 45 

ttg gge att gac act gag agg cee att ctg caa gtg gac age tgt gtc 253 
Leu Gly He Asp Thr Glu Arg Pro He Leu Gin Val Asp Ser Cys Val 

50 55 60 

ttt get ggg gag tat gaa gac act eta ggg ace tgt gtt ata ttt gaa 301 
Phe Ala Gly Glu Tyr Glu Asp Thr Leu Gly Thr Cys Val He Phe Glu 

65 70 75 

gaa aat gtt gaa cat get gat aca gaa gge aat aat aaa aca gtg eta 349 
Q Glu Asn Val Glu His Ala Asp Thr Glu Gly Asn Asn Lys Thr Val Leu 
^ 80 85 90 

aaa ta 
5 z Lys 

<210> 1697 
^ <211> 412 
^ <212> DNA 

<213> Homo sapiens 



-.fH 



354 



<220> 
<221> CDS 
<222> 31. .411 



<400> 1697 

cettttaget tttgtaagtt acaegtcaaa atg gee gat ctg aca teg gtg etc 54 

Met Ala Asp Leu Thr Ser Val Leu 
1 5 
act tct gtt atg ttt tet cec tct agt aaa atg ttt ate ggt gga ctg 
Thr Ser Val Met Phe Ser Pro Ser Ser Lys Met Phe He Gly Gly Leu 

10 15 20 

age tgg cag ace tea cca gat age ett aga gac tat ttt age aaa ttt 
Ser Trp Gin Thr Ser Pro Asp Ser Leu Arg Asp Tyr Phe Ser Lys Phe 
25 30 35 40 

gga gaa att aga gaa tgt atg gtc atg aga gat cec act acg aaa cgc 
Gly Glu He Arg Glu Cys Met Val Met Arg Asp Pro Thr Thr Lys Arg 

45 50 55 

tec aga gge ttc ggt ttc gtc acg ttc gca gac cca gea agt gta gat 
Ser Arg Gly Phe Gly Phe Val Thr Phe Ala Asp Pro Ala Ser Val Asp 

60 65 70 

aaa gta tta ggt cag cec cac cat gag tta gat tee aag acg att gac 294 
Lys Val Leu Gly Gin Pro His His Glu Leu Asp Ser Lys Thr He Asp 

75 80 85 

cec aaa gtt gea ttt cet nnt ega gcg caa cec aag atg gtc aca aga 
Pro Lys Val Ala Phe Pro Xaa Arg Ala Gin Pro Lys Met Val Thr Arg 



102 



150 



198 



246 



342 



1135 



90 95 100 

aca aag aaa ata ttt gta ggc ggg tta tct gcg aac aca gta gtg gaa 
Thr Lys Lys He Phe Val Gly Gly Leu Ser Ala Asn Thr Val Val Glu 
105 110 115 120 

gat gta aag caa tat ttc gag c 
Asp Val Lys Gin Tyr Phe Glu 
125 

<210> 1698 
<211> 412 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 29. .412 



100 



196 



292 



<400> 1698 

gcacttcccg tcggggagag agtgtaat atg gcg aag acc tac gat tac ctg 52 

Met Ala Lys Thr Tyr Asp Tyr Leu 
Ml 15 

ttc aag ctg ctg ctg ate ggg gac teg ggg gtg ggg aag acc tgt gtc 

^ Phe Lys Leu Leu Leu He Gly Asp Ser Gly Val Gly Lys Thr Cys Val 
C= 10 15 20 

Ctg ttc cgc ttc tec gag gac gee ttc aac tec act ttt ate tee acc 148 

Leu Phe Arg Phe Ser Glu Asp Ala Phe Asn Ser Thr Phe He Ser Thr 

r 25 30 35 40 

n ata gga att gac ttt aaa att agg acc ata gag etc gat ggc aag aga 

51 He Gly He Asp Phe Lys He Arg Thr He Glu Leu Asp Gly Lys Arg 

^5 

att aaa ctg cag ata tgg gac aca gee ggt cag gaa egg ttt egg aeg 244 
^ He Lys Leu Gin He Trp Asp Thr Ala Gly Gin Glu Arg Phe Arg Thr 
d 60 65 70 

O ate aca aeg gee tac tac agg ggt gea atg ggc ate atg ctg gtc tac 
He Thr Thr Ala Tyr Tyr Arg Gly Ala Met Gly He Met Leu Val Tyr 

75 80 85 

gac ate acc aac gag aag tec ttc gac aac ate egg aac tgg att cgc 340 
Asp He Thr Asn Glu Lys Ser Phe Asp Asn He Arg Asn Trp He Arg 

90 95 100 

aac att gag gag cac gee tct gea gac gtc gaa aag atg ata cty ggg 
Asn He Glu Glu His Ala Ser Ala Asp Val Glu Lys Met He Leu Gly 
105 110 115 120 

aac aag tgt gat gtg aat gac aag 
Asn Lys Cys Asp Val Asn Asp Lys 
125 

<210> 1699 
<211> 346 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 



388 



412 



1136 



<222> 132 . . 344 



a 



<400> 1699 

aggtccccga cattccatat acaagatggc 
ggcttgcctg aagcgagggg attctaacat 
tacttcaata a atg aag gag aat aaa 
Met Lys Glu Asn Lys 
1 5 
tea gca aac ctg gac cac aca aag 
Ser Ala Asn Leu Asp His Thr Lys 

15 20 
gac ttg get eat aca ecc tea caa 
Asp Leu Ala His Thr Pro Ser Gin 
30 35 
gag gcc egg tac cge cga gag ggc 
Glu Ala Arg Tyr Arg Arg Glu Gly 
50 

aca cgt ttg ggg eta cac tat gat 
Thr Arg Leu Gly Leu His Tyr Asp 
65 

<210> 1700 

<211> 434 

<212> DNA 

<213> Homo sapiens 



cgcagtcggc aaggagagac gtegctgagg 
ttteagagaa ecttttggaa agaacaagce 
gaa aat tea age cet tea gta act 
Glu Asn Ser Ser Pro Ser Val Thr 
10 

cca tgt tgg tae tgg gat aag aaa 
Pro Cys Trp Tyr Trp Asp Lys Lys 
25 

ett gaa gga ctt gat eea gcc ace 
Leu Glu Gly Leu Asp Pro Ala Thr 

40 45 
get egg tte ate ttt gat gtg ggc 
Ala Arg Phe He Phe Asp Val Gly 

55 60 
ace ctg gc 
Thr Leu 
70 



60 
120 
170 



218 



266 



314 



346 



<220> 
<221> CDS 
<222> 92 . .433 



<400> 1700 

ctataagagt aaagaaaatt gtgttgtgga 
gagtggaaaa tteaagtgtg tttgeatcae 



act 


ate 


gga 


gat 


aaa 


Thr 


He 


Gly 


Asp 


Lys 






10 






age 


aga 


ttg 


tgg 


ccg 


Ser 


Arg 


Leu 


Trp 


Pro 




25 








gte 


cea 


gac 


att 


ctg 


Val 


Pro 


Asp 


He 


Leu 


40 










att 


ggg 


atg 


tta 


att 


He 


Gly 


Met 


Leu 


He 










60 


ggt 


etc 


tgc 


cat 


gat 


Gly 


Leu 


Cys 


His 


Asp 








75 




gcc 


tta 


gaa 


tae 


ttt 


Ala 


Leu 


Glu 


Tyr 


Phe 



taacatcaaa gtgtgcagta atgacaetgg 
t atg aga gtg cet egg aac eea 
Met Arg Val Pro Arg Asn Pro 
1 5 
ttt gee agt cge cat ggg cag aag ggc att tta 
Phe Ala Ser Arg His Gly Gin Lys Gly He Leu 

15 20 
get gag gac atg cet ttt act gag agt ggg atg 
Ala Glu Asp Met Pro Phe Thr Glu Ser Gly Met 

30 35 
tte aat ccc eat ggt ttt eea tee cge atg ace 
Phe Asn Pro His Gly Phe Pro Ser Arg Met Thr 
45 50 55 

gag agt atg gee ggg aag tct gca get ttg eat 
Glu Ser Met Ala Gly Lys Ser Ala Ala Leu His 

65 70 
get aca ecc tte ate tte tea gag gag aac teg 
Ala Thr Pro Phe He Phe Ser Glu Glu Asn Ser 

80 85 
ggt gag atg tta aag get get gge tac aat tte 
Gly Glu Met Leu Lys Ala Ala Gly Tyr Asn Phe 



60 
112 



160 



208 



256 



304 



352 



400 



1137 




90 95 100 

tat ggc acc gag agg tta tat agt ggc ate agt g 434 
Tyr Gly Thr Glu Arg Leu Tyr Ser Gly lie Ser 
105 110 

<210> 1701 

<211> 422 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 91 . .420 
i 

<400> 1701 

atatatccgg gttcccgccg cctccaccgc caccgcctca gccgcctcgc acatttagtc 60 

ttgccgggag tggtgtgatt cccgaccaag atg gcg gcc gtg ggg cga gtc ggc 114 

Met Ala Ala Val Gly Arg Val Gly 
._^fz.^ 1 5 

tec ttc ggt tct tet ccg ccg gga tta tec teg act tac act ggc ggc 162 

Ser Phe Gly Ser Ser Pro Pro Gly Leu Ser Ser Thr Tyr Thr Gly Gly 
10 15 20 

ccc ttg ggc aac gag ata gcg teg ggc aae ggt ggc gcc gcg gca ggc 210 
"5 Pro Leu Gly Asn Glu lie Ala Ser Gly Asn Gly Gly Ala Ala Ala Gly 
^ 25 30 35 40 

^■B gac gae gag gae ggg cag aac ctt tgg tee tgc ate etc age gag gtc 258 
3 Asp Asp Glu Asp Gly Gin Asn Leu Trp Ser Cys lie Leu Ser Glu Val 

n 45 50 55 

m tec acc cgc teg cgc tec aag etc ect gcg ggg aag aac gtg eta etg 306 

Ser Thr Arg Ser Arg Ser Lys Leu Pro Ala Gly Lys Asn Val Leu Leu 
60 65 70 

2! ctg ggt gaa gat gga get gga aaa aca age tta ata aga aaa att cag 354 
y Leu Gly Glu Asp Gly Ala Gly Lys Thr Ser Leu lie Arg Lys lie Gin 
O 75 80 85 

gga ata gag gag tat aag aaa gga aga gga ttg gaa tat ttg tac tta 402 

Gly lie Glu Glu Tyr Lys Lys Gly Arg Gly Leu Glu Tyr Leu Tyr Leu 
90 95 100 

aat gtg eat gat gaa gac ag 422 

Asn Val His Asp Glu Asp 

105 110 

<210> 1702 

<211> 411 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 213 . .410 



<400> 1702 

actggccagg ggttccggct gtatatccat gagcgccgct ggcagccggg gagctgcagg 



60 



1138 



120 



aaccagactg ggggcgagct gagcacctgt agtcaatcac acgcagcttt taggtttgtt 
tgaataagag atctgacctg accggcccaa ctgtacaact cttcaaggaa aattcgtatt 180 
tgcagtggga agaataagta acattgatca ag atg aat gcc atg ctg gag act 233 

Met Asn Ala Met Leu Glu Thr 



ccc 


gaa 


etc 


cca 


gee 


gtg 


ttt 


gat 


gga 


gtg 


aag 


ctg 


get 


gea 


gtg 


get 


Pro 


Glu 


Leu 


Pro 


Ala 


Val 


Phe 


Asp 


Gly Val 


Lys 


Leu 


Ala 


Ala 


Val 


Ala 






10 










15 










20 








get 


gtg 


ctg 


tac 


gtg 


ate 


gtc 


ngg 


tgt 


ttg 


aae 


ctg 


aag 


age 


ccc 


aca 


Ala 


Val 


Leu 


Tyr 


Val 


lie 


Val 


Xaa 


Cys 


Leu 


Asn 


Leu 


Lys 


Ser 


Pro 


Thr 




25 










30 










35 










gcc 


cca 


cct 


gae 


etc 


tac 


ttc 


cag 


gac 


teg 


ggg 


etc 


tea 


cgc 


ttt 


ctg 


Ala 


Pro 


Pro 


Asp 


Leu 


Tyr 


Phe 


Gin 


Asp 


Ser 


Gly 


Leu 


Ser 


Arg 


Phe 


Leu 


40 








45 










50 










55 


etc 


aag 


tee 


tgt 


eet 


ett 


ctg 


ace 


aaa 


gaa 


tac 


a 










Leu 


Lys 


Ser 


Cys 


Pro 


Leu 


Leu 


Thr 


Lys 


Glu 


Tyr 













60 65 



. Pi 


<210> 
<211> 


1703 
534 






<212> 


DNA 




y \ 


<213> 


Homo 


sapiens 


yJ 


<220> 






<221> 


CDS 






<222> 


222 . 


533 




<400> 


1703 





281 



329 



377 



411 



60 



ataaagtcct ggcctcggga cagcetgeac agetgeccag cetgcggaga egggacagce 
ctgtcccact caetetttec cetgcegcte ctgccggcag ctceaaccat gggaggcegc 120 
gtctttctcg cattetgtgt ctggetgaet ctgnenggga getgaaacec aggactceag 180 
gggetgtgec cggtggtgcc cteagaaetc etcgtgtgtc a atg cca eeg cct gtc 236 

Met Pro Pro Pro Val 
1 5 

get gea ate cag ggt tea get ett ttt ctg aga tea tea cca ccc cga 284 
Ala Ala He Gin Gly Ser Ala Leu Phe Leu Arg Ser Ser Pro Pro Arg 

10 15 20 

egg aga ett gtg acg aca tea acg agt gtg caa eac egt cga aag tgt 332 
Arg Arg Leu Val Thr Thr Ser Thr Ser Val Gin Hi's Arg Arg Lys Cys 

25 30 35 

cat geg gaa aat tet egg act get gga aca cag agg gga get acg act 
His Ala Glu Asn Ser Arg Thr Ala Gly Thr Gin Arg Gly Ala Thr Thr 

40 45 50 

geg tgt gea gcc egg gat atg age ctg ttt ctg ggg caa aaa cat tea 428 
Ala Cys Ala Ala Arg Asp Met Ser Leu Phe Leu Gly Gin Lys His Ser 

55 60 65 

aga atg aga geg aga aca cct gtc aag atg tgg acg agt gea get cog 476 
Arg Met Arg Ala Arg Thr Pro Val Lys Met Trp Thr Ser Ala Ala Pro 
70 75 80 85 

ggc age ate agt gtg aca get eea ccg tet get tea aca eeg tgg gtt 
Gly Ser He Ser Val Thr Ala Pro Pro Ser Ala Ser Thr Pro Trp Val 
90 95 100 

eat aca get g 



380 



524 



1139 



His Thr Ala 

<210> 1704 
<211> 317 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 136 . . 315 



<400> 1704 

ctatatacgg gtaaagtggc ttctgggcgg aaggtacact ataggctcgg ggaggtagaa '60 
ttgggctatt tgctgaagct tcttggtggc ccttgctagc ccaggaagaa actwacattt 120 
tgattttttt gtacc atg get ttg gtt cac aaa ttg ctg cgt ggt act tat 171 
Met Ala Leu Val His Lys Leu Leu Arg Gly Thr Tyr 
1.5 10 
ttt etc aga aaa ttc tct aag eca act tct gee ttg tat cca ttt ttg 219 
Phe Leu Arg Lys Phe Ser Lys Pro Thr Ser Ala Leu Tyr Pro Phe Leu 
% 15 20 25 

f; ggt att egc ttt gca gag tat tec agt agt ett eag aaa cea gtg get 267 
!^ Gly He Arg Phe Ala Glu Tyr Ser Ser Ser Leu Gin Lys Pro Val Ala 
yj 30 35 40 

'■a tct eet ggc aaa set cct cae aga gga aga etg aag ggg att tgc aag ■ 315 
Ser Pro Gly Lys Xaa Pro His Arg Gly Arg Leu Lys Gly He Cys Lys 

50 55 60 



45 



■3 ga 

m <210> 1705 



<211> 527 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 92 . - 526 



317 



<400> 1705 

gegtgtggcg tcactteegg cttectteag tccgctggtc ccgagcacga gctgtgaggg 60 
gattcacttg tgtgcggaac tcctcggaac c atg gcg tec ett tee ctt gca 112 

Met Ala Ser Leu Ser Leu Ala 

1 ' 5 

eet gtt aae ate ttt aag gea gga get gat gaa gag aga gea gag aca 160 
Pro Val Asn He Phe Lys Ala Gly Ala Asp Glu Glu Arg Ala Glu Thr 

10 15 20 

get cgt ctg act tct ttt att ggt gee ate gee att gga gac ttg gta 208 
Ala Arg Leu Thr Ser Phe He Gly Ala He Ala He Gly Asp Leu Val 

25 30 35 

aag age ace ttg gga ccc aaa ggc atg gac aaa att ctt eta age agt 256 
Lys Ser Thr Leu Gly Pro Lys Gly Met Asp Lys He Leu Leu Ser Ser 
40 45 50 55 

gga ega gat gee tet ctt atg gta ace aat gat ggt gee act att eta 304 



1140 



Gly 




Asp 


Ala 


Ser 


Leu 


Met 


Val 


Thr Asn Asp Gly Ala 


Thr 


He 


Leu 










60 










65 










70 




aaa 


aac 


att 




gtt 


gac 


aa t 


cca 


gca 


y*- >- 


aaa 


gtt 


tta 


gtt 


gat 


ata 


Lys 


Asn 


He 


Gly 


Val 


Asp 


Asn 


Pro 


J-^-L CX 


Ala 


T .\/Q 


Val 


Leu 


Val 


Asp 


Met 








7 ^ 










80 










85 






tea 




att 


caa 


gat 


gat 


gaa 


att 


ggt 


gat 


ggc 


act 


acc 


tct 


gtt 


acc 


Ser 


Arg 


Val 


Gin 


Asp 


Asp 


Glu 


Val 


Gly 


Asp 


Gly 


Thr 


Thr 


Ser 


Val 


Thr 






90 










95 










100 








gtt 


tta 


gca 


gca 


gaa 


tta 


tta 


agg 


gaa 


gca 


gaa 


tct 


ttr 


rkt 


gca 


aaa 


Val 


Leu 


Ala 


Ala 


Glu 


Leu 


Leu 


Arg 


Glu 


Ala 


Glu 


Ser 


Leu 


Xaa 


Ala 


Lys 




105 










110 










115 












att 


cat 


cca 


cag 


acc 


ate 


ata 


gcg 


ggt 


tgg 


aga 


gag 


cca 


ega 


ggc 


Xaa 


He 


His 


Pro 


Gin 


Thr 


He 


He 


Ala 


Gly 


Trp 


Arg 


Glu 


Pro 


Arg 


Gly 


120 










125 










130 










135 


tgc 


aga 


gag 


gcg 


ctg 


ttg 


agt 


tct 


gca 


gtt 


g 












Cys 


Arg 


Glu 


Ala 


Leu 

■\ A n 


Leu 


Ser 


Ser 


Ala 


Val 
1 A c; 















140 145 





<210> 


1706 


, 


<211> 


330 




<212> 


DNA 


m 


<213> 


Homo 








yj 


<220> 






<221> 


CDS 




<222> 


41 . . 









328 



<400> 1706 

acatccgggt accgactcca gccgcctaga cgctggcact atg gtc atg gcg gag 55 

Met Val Met Ala Glu 
1 5 

ggg acg gca gtg ctg agg egg aac agg ccg ggc acc aag gcg cag gat 103 
Gly Thr Ala Val Leu Arg Arg Asn Arg Pro Gly Thr Lys Ala Gin Asp 

10 15 20 

ttc tat aat tgg cct gat gaa tec ttt gat gaa atg gac agt aca eta 151 
Phe Tyr Asn Trp Pro Asp Glu Ser Phe Asp Glu Met Asp Ser Thr Leu 

25 30 35 

get gtt caa cag tat att caa cag aac ata aga gca gat tgc tee aat 199 
Ala Val Gin Gin Tyr He Gin Gin Asn He Arg Ala Asp Cys Ser Asn 

40 45 50 

att gac aaa att ctt gaa cca cct gaa ggc caa gat gaa ggt gtg tgg 247 
He Asp Lys He Leu Glu Pro Pro Glu Gly Gin Asp Glu Gly Val Trp 

55 60 65 

aag tat gaa cat tta agg eag ttc tgc ctt gag eta aat gga ctt get 295 
Lys Tyr Glu His Leu Arg Gin Phe Cys Leu Glu Leu Asn Gly Leu Ala 
70 75 80 85 

gtc aaa ctt eag agt gaa tgc cat cca gat act tg 330 
Val Lys Leu Gin Ser Glu Cys His Pro Asp Thr 

90 95 



<210> 1707 
<211> 414 
<212> DNA 



1141 



<213> Homo sapiens 

<220> 

<221> CDS 

<222> 103 . .414 



<400> 1707 

aatctgccat tttctgtccc tgagtgagtc tctggcgtcc caaattgcct gtttttctcg 60 
caggctctat tccgttcgct ggttcgccac ctcaggggaa eg atg gcc atg gag 114 

Met Ala Met Glu 

1 

tec aca gcc act gcc gcc gtc gcc gcg gag ctg gtt tct gcc gac aaa 162 
Ser Thr Ala Thr Ala Ala Val Ala Ala Glu Leu Val Ser Ala Asp Lys 
5 10 15 20 

att gaa gat gtt cct get cet tct aca tct gca gat aaa gtg gag agt 210 
lie Glu Asp Val Pro Ala Pro Ser Thr Ser Ala Asp Lys Val Glu Ser 
25 30 35 

:F«: Ctg gat gtg gat agt gaa get aag aaa eta ttg ggt tta gga eag aaa 258 
Leu Asp Val Asp Ser Glu Ala Lys Lys Leu Leu Gly Leu Gly Gin Lys 

yJ 40 45 50 

cat ctg gtg atg ggg gat att eea gca get gtc aat gca ttc eag gaa 306 

N= His Leu Val Met Gly Asp lie Pro Ala Ala Val Asn Ala Phe Gin Glu 

|ij 55 60 65 

gca get agt ctt tta ggt aag aag tat gga gag aca get aat gag tgt 354 
Ala Ala Ser Leu Leu Gly Lys Lys Tyr Gly Glu Thr Ala Asn Glu Cys 

Jfj 70 75 80 

gga gaa gcc ttc ttt ttc tat ggg aaa tea ett ctg gag ttg gca aga 402 

!L Gly Glu Ala Phe Phe Phe Tyr Gly Lys Ser Leu Leu Glu Leu Ala Arg 

1^ 85 90 95 100 

•^^ atg gag aat ggt 414 

ly Met Glu Asn Gly 

O <210> 1708 

<211> 487 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 170 . .487 



<400> 1708 

aatctgccat tttctgtccc tgagtgagtc tctggcgtcc caaattgcct gtttttctcg 60 
caggctctat tccgttcgct ggttcgccac ctcaggggaa cgatggccat ggagteeaca 120 
gccactgccg cegtegeegc ggagctggtt tctgecgaca aaattgaag atg ttc ctg 178 

Met Phe Leu 
1 

etc ctt eta cat ctg cag ata aag tgg aga gca acc att aat ctg ett 226 
Leu Leu Leu His Leu Gin lie Lys Trp Arg Ala Thr lie Asn Leu Leu 

5 10 15 

tct gtc act gaa gat ggg ttg cat ttt gta gaa tat tat eta aat aga 274 
Ser Val Thr Glu Asp Gly Leu His Phe Val Glu Tyr Tyr Leu Asn Arg 



1142 



20 

ate ata cat 
lie lie His 

gga cag aaa 
Gly Gin Lys 

ttc cag gaa 
Phe Gin Glu 
70 

aat gag tgt 
Asn Glu Cys 
85 

ttg gca aga 
Leu Ala Arg 
100 



25 

ctg gat gtg 
Leu Asp Val 
40 

cat ctg gtg 
His Leu Val 
55 

gca get agt 
Ala Ala Ser 

gga gaa gcc 
Gly Glu Ala 

atg gag aat 
Met Glu Asn 
105 



gat agt gaa 
Asp Ser Glu 

^tg ggg gat 
Met Gly Asp 
60 

ctt tta ggt 
Leu Leu Gly 
75 

ttc ttt ttc 

Phe Phe Phe 

90 

ggt 

Gly 



30 

get aag nnr 
Ala Lys Xaa 
45 

att cca gca 
lie Pro Ala 

aag aag kat 
Lys Lys Xaa 

tat ggg aaa 
Tyr Gly Lys 
95 



eta ttg ggt 
Leu Leu Gly 
50 

get gtc aat 
Ala Val Asn 
65 

gga gag aca 
Gly Glu Thr 
80 

tea ctt ctg 
Ser Leu Leu 



35 

tta 322 
Leu 

gca 370 
Ala 

get 418 
Ala 

gag 466 
Glu 

487 



<210> 1709 

<211> 393 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 229. .393 



<400> 1709 

acattgtggg ggeccaetee atgtgatgtt tgettggttg 

cagagcacgg ttcccataag ggcggegaga teagcetect 

actctggggt eteagaggaa tgatggaagc cttggggttt 

ccccatggtg acggtggcec tgteagtggc tctcttggec 



eac ate age att etc aag 
His lie Ser lie Leu Lys 
5 

gee ttc tec ttt cat tgg 
Ala Phe Ser Phe His Trp 
20 25 
gga aag cca aat gga get 
Gly Lys Pro Asn Gly Ala 
40 

eta tet tgg teg 
Leu Ser Trp Ser 
55 



act gga gaa gtt agg 
Thr Gly Glu Val Arg 
10 

aaa ctt gae att ttt 
Lys Leu Asp lie Phe 
30 

caa gaa gey gta tgg 
Gin Glu Ala Val Trp 
45 



cctgttccet tttetaectg 
gteteatctg gaagaccace 
ctaaaattgg aagtgaatgg 
ctectgaa atg gta etc 

Met Val Leu 

1 

cet cag aca tec caa 
Pro Gin Thr Ser Gin 
15 

eeg cca ggg ttt ttg 
Pro Pro Gly Phe Leu 
35 

amc tet gtg tgg gta 
Xaa Ser Val Trp Val 
50 



60 
120 
180 
237 



285 



333 



381 



393 



<210> 1710 

<211> 516 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 



1143 



<222> 294 . . 515 



<400> 1710 

attttgactc cagtgtctcg tttgcagtcg gcgctttagg 
gcgcgaggct gggtacaggg tctattgtct gtggttgact 
ttcgggagct ttcccgaggc agttagcaga agccgcagcg 
ctgtccctgg gcccgggagg gaccaacttg gcgtcacgcc 
ttctctgttg ttgggtccgc atcgtattcc cggaatcaga 



aac gag aaa gag 
Asn Glu Lys Glu 
10 

cct gca get cct 
Pro Ala Ala Pro 
25 

get ttt get cca 
Ala Phe Ala Pro 

aca gta aag ctt 
Thr Val Lys Leu 
60 

cat ggc a 
His Gly 



gee 


age 


ttt 


eec 


ccg 


agg 


gte 


Ala 


Ser 


Phe 


Pro 


Pro 


Arg 


Val 


aet 


ata 


ggt 


5 

gaa 


ctt 


tta 


get 


Thr 


He 


Gly 


Glu 


Leu 


Leu 


Ala 






20 










ggt 


egt 


gaa 


aat 


tgg 


aet 


gtt 


Gly Arg 


Glu 


Asn 


Trp 


Thr 


Val 




35 










40 


get 


tgg 


tea 


eaa 


gga 


cat 


cgc 


Ala 


Trp 


Ser 


Gin 


Gly 


His 


Arg 


50 










55 




tgc 


ctt 


eag 


aac 


ttt 


etc 


ttg 


Cys 


Leu 


Gin 


Asn 


Phe 


Leu 


Leu 










70 







ggaactgtct tectccgcag 
ccg tact ttg gtctgaggee 
gcegeccccg ccegtctect 
cctcageggt cgecactete 
cggtgcecea tag atg 
Met 
1 

ate gtg aga tta egt 
He Val Arg Leu Arg 
15 

ttt gae aag aaa tgt 
Phe Asp Lys Lys Cys 
30 

gat ggt tea tac ttt 
Asp Gly Ser Tyr Phe 
45 

gtt ccg tgg tee cag 
Val Pro Trp Ser Gin 
65 



60 
120 
180 
240 
296 



344 



392 



440 



488 



516 



<210> 1711 

<211> 509 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 187. .507 



<400> 1711 

agtaeaaggt ceacattaca agccaaaget cagaaattte tggaggtggt gtatcaaaat 
ttactctgcg agactctget gaactggctg catcagggag aaatttcatc tcccagaagg 
gtgttgctea tegtttcttc eeggaaacat etgcagagac tagcttttea ggctaaggta 
tcetec atg atg tta cca ttg caa ggt gee cag atg ctg cag atg ctg 

Met Met Leu Pro Leu Gin Gly Ala Gin Met Leu Gin Met Leu 

15 10 
gag aaa tec ttg agg aag age etc cca gca tec tta aag gtt tat gga 
Glu Lys Ser Leu Arg Lys Ser Leu Pro Ala Ser Leu Lys Val Tyr Gly 
15 20 25 30 

act gte ttt cac ata aac cat gga aat cea ttc aat ctg aag get gtg 
Thr Val Phe His He 'Asn His Gly Asn Pro Phe Asn Leu Lys Ala Val 

35 40 45 

gtg gae aag tgg cct gat ttt aat aca gtg gtt gte tgc cct cag gag 
Val Asp Lys Trp Pro Asp Phe Asn Thr Val Val Val Cys Pro Gin Glu 

50 55 60 

cag gat atg aca gat gae ctt gat cac tat acc aat aet tac caa ate 



60 
120 
180 
228 



276 



324 



372 



420 



1144 



Gin Asp Met Thr Asp Asp Leu Asp His Tyr Thr Asn Thr Tyr Gin lie 

65 70 75 

tac tec aaa gat ccc naa aac tgt cag gnc ttc ctt gga tea eea gaa 468 
Tyr Ser Lys Asp Pro Xaa Asn Cys Gin Xaa Phe Leu Gly Ser Pro Glu 

80 85 90 

cte ate aae tgg aaa eag eat tta eag att caa agt tea ea 509 
Leu lie Asn Trp Lys Gin His Leu Gin lie Gin Ser Ser 
95 100 105 



<210> 1712 

<211> 244 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 34 . .243 



<400> 1712 

aaggtaaaat tteeeaetge gaggeaggea gtg atg etg egg eeg ett ege aet 54 

Met Leu Arg Pro Leu Arg Thr 
1 5 

gtg get cct gee gae ege cag gcg etg tta cag tgg atg cga act aac 102 
Val Ala Pro Ala Asp Arg Gin Ala Leu Leu. Gin Trp Met Arg Thr Asn 
^ 10 15 20 

cgt aag tea tta tat cgt act gca gaa ace age tea act atg caa aac 150 
3 Arg Lys Ser Leu Tyr Arg Thr Ala Glu Thr Ser Ser Thr Met Gin Asn 

n 25 30 35 

tae eac eag gae tgg ceg aea eea gga ggg att eea gag ace aca etg 198 
Tyr His Gin Asp Trp Pro Thr Pro Gly Gly lie Pro Glu Thr Thr Leu 
40 45 50 55 

cag gga gea tae aga aag aaa att aag aga tea gat gea gca gca g 244 
Gin Gly Ala Tyr Arg Lys Lys lie Lys Arg Ser Asp Ala Ala Ala 
60 65 70 



fy 



<210> 1713 
<211> 394 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 53 . .394 



<400> 1713 

etegcatget cetgacgeag aaggttttga accttttttc aeetegtetg aa atg get 58 

Met Ala 
1 

gee tec cag tgt etc tgc tgc tea aaa ttt etc ttc cag aga cag aac 106 
Ala Ser Gin Cys Leu Cys Cys Ser Lys Phe Leu Phe Gin Arg Gin Asn 

5 10 15 

etc gee tgt ttc etc aea aac cea eac tgt ggc age ett gtt aat gea 154 
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Leu Ala Cys Phe Leu Thr Asn Pro His Cys Gly Ser Leu Val Asn Ala 

20 25 30 

gat ggc cat ggt gaa gtg tgg aca gat tgg aat aat atg tec aag ttt 202 

Asp Gly His Gly Glu Val Trp Thr Asp Trp Asn Asn Met Ser Lys Phe 
35 40 45 50 

ttc cag tat gga tgg cga tgc acc act aat gag aat acc tat tea aac 250 

Phe Gin Tyr Gly Trp Arg Cys Thr Thr Asn Glu Asn Thr Tyr Ser Asn 

55 60 65 

cgt acc ctg atg ggc aac tgg aac cag gaa aga tat gac ctg agg aat 298 

Arg Thr Leu Met Gly Asn Trp Asn Gin Glu Arg Tyr Asp Leu Arg Asn 

70 75 80 

ate gtg cag ccc aaa ccc ttg cct tec cag ttt gga cac tac ttt gaa 346 

lie Val Gin Pro Lys Pro Leu Pro Ser Gin Phe Gly His Tyr Phe Glu 

85 90 95 

aca aca tat gat aca age tac aac aac aaa atg cea ctt tea aca cat 394 

Thr Thr Tyr Asp Thr Ser Tyr Asn Asn Lys Met Pro Leu Ser Thr His 

100 105 110 

<210> 1714 
^ <211> 318 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 



...n <222> 62 , .316 



<400> 1714 

gcgtcgatcc tgggttggag gaggtggcgg ccgctgaggc tgcggcgtga agacggcggg 60 
c atg gtg ggg egg gag aaa gag etc tct ata cac ttt gtt ccc ggg age 109 
lU Met Val Gly Arg Glu Lys Glu Leu Ser lie His Phe Val Pro Gly Ser 

15 10 15 

tgt egg ctg gtg gag gag gaa gtt aac ate cct aat agg agg gtt ctg 157 
Cys Arg Leu Val Glu Glu Glu Val Asn lie Pro Asn Arg Arg Val Leu 

20 25 30 

gtt act ggt gee act ggg ctt ctt ggc aga get gta cac aaa gaa ttt 205 
Val Thr Gly Ala Thr Gly Leu Leu Gly Arg Ala Val His Lys Glu Phe 

35 40 45 

cag cag aat aat tgg cat gea gtt ggc tgt ggt ttc aga aga gea aga 253 
Gin Gin Asn Asn Trp His Ala Val Gly Cys Gly Phe Arg Arg Ala Arg 

50 55 60 

cea aaa ttt gaa cag gtt aat ctg ttg gat tet aat gea gtt cat cac 301 
Pro Lys Phe Glu Gin Val Asn Leu Leu Asp Ser Asn Ala Val His His 
65 70 75 80 

ate att cat gaf ttt ca 318 



lie lie His Asp Phe 
85 

<210> 1715 
<211> 471 
<212> DNA 

<213> Homo sapiens 
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<220> 
<221> CDS 
<222> 113 . .469 



a 



262 



<400> 1715 

gattttcttc tcgggctgca aacaaaggga agcctgcaac aagttaagct gaagaccgaa 60 
gcaagagctg gttcaggtgg cagccacagc agcctcaggg acctcagcaa ct atg gcc 118 

Met Ala 
1 

tec tgc cca gac tct gat aat age tgg gtg ctt get gge tee gag age 166 
Ser Cys Pro Asp Ser Asp Asn Ser Trp Val Leu Ala Gly Ser Glu Ser 

5 10 15 

ctg cca gtg gag aca ctg gge ccg gca tec agg atg gac cca gaa tct 214 
Leu Pro Val Glu Thr Leu Gly Pro Ala Ser Arg Met Asp Pro Glu Ser 

20 25 30 

gag aga gee ctg cag gee ect cae age ece tee aag aca gat ggg aaa 
Glu Arg Ala Leu Gin Ala Pro His Ser Pro Ser Lys Thr Asp Gly Lys 
35 40 45 50 

gaa tta get ggg ace atg gat gga gaa ggg aeg etc ttc cag act gaa 310 
Glu Leu Ala Gly Thr Met Asp Gly Glu Gly Thr Leu Phe Gin Thr Glu 

55 60 65 

age ect cag tct gge age att eta aca gag gag act gag gtc aag gge 358 
Ser Pro Gin Ser Gly Ser He Leu Thr Glu Glu Thr Glu Val Lys Gly 

70 75 80 

ace tgg aag gtg atg ttt gtg gtg tgg age tec tgg cce agg aga cae 406 
Thr Trp Lys Val Met Phe Val Val Trp Ser Ser Trp Pro Arg Arg His 

85 90 95 

agt agt cca ggg aga ctg cag nag aca cgt gtg aca gge ctg gga cag 454 
Ser Ser Pro Gly Arg Leu Gin Xaa Thr Arg Val Thr Gly Leu Gly Gin 

100 105 110 

aca eac agg act gga ag 471 
Thr His Arg Thr Gly 
115 

<210> 1716 
<211> 355 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 56 . .355 



<400> 1716 

atgetgggag cetggaggae tagcgaggag gagttgagag aaeggagcgg aegee atg 58 

Met 
1 

gcg ace aae ate gag cag att ttt agg tct ttc gtg gtc agt aaa ttc 106 
Ala Thr Asn He Glu Gin He Phe Arg Ser Phe Val Val Ser Lys Phe 

5 10 15 

egg gaa att caa eag gag ett tec agt gga agg aat gaa gge cag ctg 154 
Arg Glu He Gin Gin Glu Leu Ser Ser Gly Arg Asn Glu Gly Gin Leu 
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20 25 30 

aat ggt gaa aca aat aca ccc att gaa gga aac cag gcg ggt gat gca 202 
Asn Gly Glu Thr Asn Thr Pro He Glu Gly Asn Gin Ala Gly Asp Ala 

35 40 45 

get gcc tct gcc agg agt eta cea aat gaa gaa ata gtg eag aag ata 250 
Ala Ala Ser Ala Arg Ser Leu Pro Asn Glu Glu He Val Gin Lys He 
50 55 60 65 

gag gaa gta ctt tct ggg gtc tta gat aca gaa eta cga tat aag cca 298 
Glu Glu Val Leu Ser Gly Val Leu Asp Thr Glu Leu Arg Tyr Lys Pro 

70 75 80 

gac ttg aaa gag ggc tec aga aaa agt aga tgc gta tct gta caa aca 346 
Asp Leu Lys Glu Gly Ser Arg Lys Ser Arg Cys Val Ser Val Gin Thr 
85 90 95 

gat cct act 
Asp Pro Thr 
100 



=1^ 



49 



<210> 1717 

,p»j <211> 411 

^ <212> DNA 

<213> Homo sapiens 

N= <220> 

yJ <221> CDS 

^ <222> 14 . .409 



<400> 1717 

agtacttggg cgc atg egg caa ccg tat etc agt tct cgc gag gtt teg 
Met Arg Gin Pro Tyr Leu Ser Ser Arg Glu Val Ser 
15 10 
tct tec egg aag cgt tgg agg aca ttc cct gtt gac tgc gtc gcg atg 97 
Ser Ser Arg Lys Arg Trp Arg Thr Phe Pro Val Asp Cys Val Ala Met 

15 20 25 

tgt ggc gac tgt gtg gag aag gaa tat ccc aac egg ggt aat ace tgc 14 5 

Cys Gly Asp Cys Val Glu Lys Glu Tyr Pro Asn Arg Gly Asn Thr Cys 

30 35 40 

ctg gag aat gga tct ttc tta etg aac ttt aca ggc tgt gca gtg tgc 193 
Leu Glu Asn Gly Ser Phe Leu Leu Asn Phe Thr Gly Cys Ala Val Cys 
45 50 55 60 

agt aag egg gat ttt atg ctg ate aca aac aaa tec ttg aaa gaa gaa 241 
Ser Lys Arg Asp Phe Met Leu He Thr Asn Lys Ser Leu Lys Glu Glu 

65 70 75 

gat gga gaa gaa ata gtt ace tat gat cat ttg tgt aag aat tgt eat 289 
Asp Gly Glu Glu He Val Thr Tyr Asp His Leu Cys Lys Asn Cys His 

80 85 90 

cat gta ata gcc aga cat gag tat aca ttc agt ate atg gat gaa ttt 337 
His Val He Ala Arg His Glu Tyr Thr Phe Ser He Met Asp Glu Phe 

95 100 105 

cag gag tat acc atg ctg tgt etg tta tgc ggc aaa gcg aag ata eta 385 
Gin Glu Tyr Thr Met Leu Cys Leu Leu Cys Gly Lys Ala Lys He Leu 

110 115 120 

tea gka ttc tec etg atg acc ccc ga 411 
Ser Xaa Phe Ser Leu Met Thr Pro 
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125 130 

<210> 1718 

<211> 554 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 78 . . 554 



<400> 1718 

atactgcgcc ggacagaccc agttgcctgg tgctgcggcc cggcgtgggc ctcgtgggca 60 
gagccagagc cagagcc atg gac age etc ttc gtg gag gag gtg gee gee 110 

Met Asp Ser Leu Phe Val Glu Glu Val Ala Ala 
15 10 
tec ttg gtc agg grg ttc etc age aga aag ggc tta aag aag aca tgt 158 
f«: Ser Leu Val Arg Xaa Phe Leu Ser Arg Lys Gly Leu Lys Lys Thr Cys 
^ 15 20 25 

•rS gtg ace atg gac eag gaa cgc cca cgc tet gac etc age ata aac aac 206 

Val Thr Met Asp Gin Glu Arg Pro Arg Ser Asp Leu Ser lie Asn Asn 
H= 30 35 40 

yj aga aat gat ett ega aag gtt ttg eat ett gaa ttt etc tat aag gag 254 

Arg Asn Asp Leu Arg Lys Val Leu His Leu Glu Phe Leu Tyr Lys Glu 
^ 45 50 55 

aac aag gea aag gaa aat eet eta aaa aca age ett gaa etc ate acc 302 
r* Asn Lys Ala Lys Glu Asn Pro Leu Lys Thr Ser Leu Glu Leu lie Thr 
L:. 60 65 70 75 

S aga tae ttt ctg gat eae ttt gga aat acg get aac aat ttc act caa 350 
'Jt Arg Tyr Phe Leu Asp His Phe Gly Asn Thr Ala Asn Asn Phe Thr Gin 

80 85 90 

4^ gat ace cca ate cct gea etc tea gtt cca aag aaa aat aac aaa gtg 3 98 

O Asp Thr Pro lie Pro Ala Leu Ser Val Pro Lys Lys Asn Asn Lys Val 
95 100 105 

cca tea aga tgc tea gag act aca ctg gta aat ata tat gac ett tea 446 
Pro Ser Arg Cys Ser Glu Thr Thr Leu Val Asn lie Tyr Asp Leu Ser 

110 115 120 

gat gaa gat gea gga tgg aga aca tea ttg tea gaa aca age aaa gee 4 94 

Asp Glu Asp Ala Gly Trp Arg Thr Ser Leu Ser Glu Thr Ser Lys Ala 

125 130 135 

aga cat gac aat ett gat gga gat gta ett ggt aat ttt gta tea tet 542 
Arg His Asp Asn Leu Asp Gly Asp Val Leu Gly Asn Phe Val Ser Ser 
140 145 150 155 

aaa agg ecc ccg 554 
Lys Arg Pro Pro 

<210> 1719 
<211> 427 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
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m # 



<222> 55 . . 426 



<400> 1719 

aggtctctag cagctgccgc tgagccgccg gacggacgct cgtcttcgcc cgcc atg 57 

Met 
1 

gcc gag age gac tgg gac acg gtg acg gtg ctg cgc aag aag ggc cct 105 
Ala Glu Ser Asp Trp Asp Thr Val Thr Val Leu Arg Lys Lys Gly Pro 

5 10 15 

acg gcc gcc cag gcc aaa tec aag cag get ate tta gcg gea eag aga 153 
Thr Ala Ala Gin Ala Lys Ser Lys Gin Ala lie Leu Ala Ala Gin Arg 

20 25 30 

cga gga gaa gat gtg gag act tec aag aaa tgg get get ggc cag aac 201 
Arg Gly Glu Asp Val Glu Thr Ser Lys Lys Trp Ala Ala Gly Gin Asn 

35 40 45 

aaa caa cat tct att ace aag aac aeg gee aag ctg gac egg gag aca 249 
Lys Gin His Ser lie Thr Lys Asn Thr Ala Lys Leu Asp Arg Glu Thr 
50 55 60 65 

gag gag ctg cac cat gac agg gtg aee ctg gag gtg ggc aag gtg ate 297 
"fz Glu Glu Leu His His Asp Arg Val Thr Leu Glu Val Gly Lys Val He 

70 75 80 

cag caa ggt egg cag age aag ggg ett acg cag aag gac ctg gcc acg 345 
Gin Gin Gly Arg Gin Ser Lys Gly Leu Thr Gin Lys Asp Leu Ala Thr 
^ 85 90 95 

i^O ama ate aat gag aag eea cag gtg ate gcg gac tat gag age gga egg 3 93 

Xaa He Asn Glu Lys Pro Gin Val He Ala Asp Tyr Glu Ser Gly Arg 
100 105 110 

f^. gee ata cec aat aac cag gtg ett ggc aaa ate g 427 
^ Ala He Pro Asn Asn Gin Val Leu Gly Lys He 



ru 



115 120 

<210> 1720 

<211> 703 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 159. .701 



<400> 1720 

ggaaaeattt etaggtcega gceagcggee taaetggagt gtgcgcattc gaccgagcac 60 
agaeacgttg cccaccgetc ctctncmgag gtctgtagtc gcggagaaac acatgttgcg 120 
ttaetaacgt tcagaggtet gcgaeagctt cgatttga atg act age egg gaa cac 176 

Met Thr Ser Arg Glu His 
1 5 

caa gtt tea ctg tgt aat tgc gtc ccc eta etc egg cgc etc ett tgc 224 
Gin Val Ser Leu Cys Asn Cys Val Pro Leu Leu Arg Arg Leu Leu Cys 

10 15 20 

gac get ccc tgg aga aaa gea cgc cca etg cac gcg etc agt cgc tac 272 
Asp Ala Pro Trp Arg Lys Ala Arg Pro Leu His Ala Leu Ser Arg Tyr 
25 30 35 
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Vi4 



<220> 
<221> CDS 
<222> 44 . . 334 



368 



ttc cgc tct cga gtg tct cca age aag atg gcg gag gag ccg cag tct 320 
Phe Arg Ser Arg Val Ser Pro Ser Lys Met Ala Glu Glu Pro Gin Ser 

40 45 50 

gtg ttg cag ctt cct act tea att get get gga ggg gaa gga ctt aeg 
Val Leu Gin Leu Pro Thr Ser He Ala Ala Gly Gly Glu Gly Leu Thr 
55 60 65 70 

gat gtc tee eca gaa aca aec ace eeg gag eee ccg tet tee get gea 416 
Asp Val Ser Pro Glu Thr Thr Thr Pro Glu Pro Pro Ser Ser Ala Ala 

75 80 85 

gtt tec ccg gga aca gag gaa cct get ggc gac ace aag aaa aaa att 464 
Val Ser Pro Gly Thr Glu Glu Pro Ala Gly Asp Thr Lys Lys Lys He 

90 95 100 

gac att ttg eta aag get gtg gga gac act cct att atg aaa aca aag 512 
Asp He Leu Leu Lys Ala Val Gly Asp Thr Pro He Met Lys Thr Lys 

105 110 115 

aag tgg gea gta gag cga aca cga ace ate caa gga etc att gac tte 560 
Lys Trp Ala Val Glu Arg Thr Arg Thr He Gin Gly Leu He Asp Phe 

120 125 130 

ate aaa aag ttt ctt aaa ctt gtg gee tea gaa cag ttg ttt att tat 608 
He Lys Lys Phe Leu Lys Leu Val Ala Ser Glu Gin Leu Phe He Tyr 
135 140 145 150 

|J1 gtg aat cag tec ttt get cct tec cca gac caa gaa gtt gga act etc 656. 

Val Asn Gin Ser Phe Ala Pro Ser Pro Asp Gin Glu Val Gly Thr Leu 
hi 155 160 165 

tat gag tgt ttt ggc agt ggt ggt aac tgg ttt tac att act gea ag 703 
Tyr Glu Cys Phe Gly Ser Gly Gly Asn Trp Phe Tyr He Thr Ala 
170 175 180 

1, <210> 1721 
y <211> 334 

<212> DNA 
<213> Homo sapiens 



<400> 1721 

geaggaaeat ggegcaaete tgtctgagga ggagttteag egg atg eag get cag 

Met Gin Ala Gin 
1 



etc 


etg 


gaa 


etc 


egg 


aca 


aac 


aac 


tac 


eag 


ctt 


tea 


gat 


gaa 


eta 


cgc 


Leu 


Leu 


Glu 


Leu 


Arg 


Thr 


Asn 


Asn 


Tyr 


Gin 


Leu 


Ser 


Asp 


Glu 


Leu 


Arg 


5 










10 










15 










20 


aag 


aat 


ggt 


gtt 


gaa 


etc 


ace 


agt 


ctt 


cga 


cag 


aag 


gtc 


gee 


tac 


ttg 


Lys 


Asn 


Gly 


Val 


Glu 


Leu 


Thr 


Ser 


Leu 


Arg 


Gin 


Lys 


Val 


Ala 


Tyr 


Leu 










25 










30 










35 




gat 


aag 


gag 


ttc 


age 


aaa 


get 


cag 


aag 


gea 


etg 


age 


aag 


age 


aag 


aaa 


Asp 


Lys 


Glu 


Phe 


Ser 


Lys 


Ala 


Gin 


Lys 


Ala 


Leu 


Ser 


Lys 


Ser 


Lys 


Lys 








40 










45 










50 






get 


cag 


gaa 


gtc 


gag 


gta 


ttg 


etg 


agt 


gaa 


aat 


gag 


atg 


etg 


cag 


gea 


Ala 


Gin 


Glu 


Val 


Glu 


Val 


Leu 


Leu 


Ser 


Glu 


Asn 


Glu 


Met 


Leu 


Gin 


Ala 






55 










60 










65 
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aag ctg cac age cag gag gag gac ttc cgt ttg cag aac aca eta atg 295 
Lys Leu His Ser Gin Glu Glu Asp Phe Arg Leu Gin Asn Thr Leu Met 

70 75 80 

gee gag ttc age aag cte tgc age cag atg gaa cag ctg 334 
Ala Glu Phe Ser Lys Leu Cys Ser Gin Met Glu Gin Leu 
85 90 95 

<210> 1722 
<211> 459 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 290 . .457 



m 



<400> 1722 

attgttgcaa gatggccgcg cccagtgatg gattcaagcc tcgtgaacga agcggtgggg 60 
agcaggeaea ggaetgggat getctgceac ccaageggcc ccgactaggg geaggaaaca 120 
agateggagg ccgtaggtta ttgtggtget ggaaggggcc agtctggaga cagtcaaggt 180 
^"1 agggaagaca tatgagctac tcaactgtga eaagcaeaag tctatattgt tgaagaatgg 240 
acgggaccct ggggaagcgc ggccagatat cacccaccag agtttgctg atg ctg atg 298 

Met Leu Met 
1 

gat agt ccc ctg aac ega get ggc ttg eta cag gtt kat ate eat aca 346 
Asp Ser Pro Leu Asn Arg Ala Gly Leu Leu Gin Val Xaa lie His Thr 

5 10 15 

cag aag aat gtt ctg att gaa gtg aat ccc cag ace ega att ccc aga 394 
Gin Lys Asn Val Leu lie Glu Val Asn Pro Gin Thr Arg He Pro Arg 
20 25 30 35 

ry ace ttt gac cgc ttt tgt ggc etc atg gtt caa ett tta cac aag etc 442 
:=P Thr Phe Asp Arg Phe Cys Gly Leu Met Val Gin Leu Leu His Lys Leu 
n 4 0 4 5 5 0 

O 

Ser Val Arg Ala Ala 
55 

<210> 1723 
<211> 463 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 137 . .463 



<400> 1723 

tttccggtgc tegcecgage agggttgggg cgagtggacc gcgcctctaa aggcgcttgc 60 
cagtgcaatc tgggcgatcg cttcctggtc ctegcctect ccgctgtctc eetggagtte 120 
ttgcaagteg gecagg atg tct cag get gag ttt gag aaa get gca gag gag 172 
Met Ser Gin Ala Glu Phe Glu Lys Ala Ala Glu Glu 
15 10 
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gtt agg cac ctt aag acc aag cca teg gat gag gag atg ctg ttc ate 220 
Val Arg His Leu Lys Thr Lys Pro Ser Asp Glu Glu Met Leu Phe lie 

15 20 25 

tat ggc eae tac aaa eaa gca act gtg ggc gac ata aat aca gaa egg 268 
Tyr Gly His Tyr Lys Gin Ala Thr Val Gly Asp lie Asn Thr Glu Arg 

30 35 40 

ecc ggg atg ttg gac ttc acg ggc aag gee aag tgg gat gee tgg aat 316 
Pro Gly Met Leu Asp Phe Thr Gly Lys Ala Lys Trp Asp Ala Trp Asn 
45 50 55 60 

gag ctg aaa ggg act tec aag gaa gat gee atg aaa get tac ate aac 364 
Glu Leu Lys Gly Thr Ser Lys Glu Asp Ala Met Lys Ala Tyr lie Asn 

65 70 75 

aaa gta gaa gag eta aag aaa aat acg gga tat gag aga ctg gat ttg 412 
Lys Val Glu Glu Leu Lys Lys Asn Thr Gly Tyr Glu Arg Leu Asp Leu 

80 85 90 

gtt act gtg cca tgt gtt tat cct aaa ctg aga eaa tgc ctt gtt ttt 460 
Val Thr Val Pro Cys Val Tyr Pro Lys Leu Arg Gin Cys Leu Val Phe 

95 100 105 

ttc 463 

S 

<210> 1724 

<211> 489 
yJ <212> DNA 

ikG <213> Homo sapiens 

^ <220> 

'T <221> CDS 

L. <222> 119. .487 



<400> 1724 

^ aaatgggtge cggcttcega ggagagggcg gaggagagga ggaaggagge gaactgtggg 60 
Q eeeeggcccc atteattgee gtggccggcg ggeaetgggg eeecgtgttt teagagtc 118 
Q atg gag gcg eta att eet gte ata aac aag etc eag gae gtc ttc aac 166 
Met Glu Ala Leu lie Pro Val lie Asn Lys Leu Gin Asp Val Phe Asn 
15 10 15 

acg gtg ggc gee gae ate ate cag ctg cct eaa ate gtc gta gtg gga 214 
Thr Val Gly Ala Asp lie lie Gin Leu Pro Gin lie Val Val Val Gly 

20 25 30 

acg cag age age gga aag age tcm gtg eta gaa age ctg gtg ggg agg 262 
Thr Gin Ser Ser Gly Lys Ser Ser Val Leu Glu Ser Leu Val Gly Arg 

35 40 45 

gae ctg ctt ccc aga ggt act gga att gtc ace egg aga cct etc att 310 
Asp Leu Leu Pro Arg Gly Thr Gly lie Val Thr Arg Arg Pro Leu lie 

50 55 60 

ctg caa ctg gte cat gtt tea eaa gaa gat aaa egg aaa aca aca gga 358 
Leu Gin Leu Val His Val Ser Gin Glu Asp Lys Arg Lys Thr Thr Gly 
65 70 75 80 

gaa gaa aat ggr gtg gaa gca gaa gaa tgg ggt aaa ttt ctt cac acc 406 
Glu Glu Asn Gly Val Glu Ala Glu Glu Trp Gly Lys Phe Leu His Thr 

85 90 95 

aaa aat aag ctt tac acg gat ttt gat gaa att cga eaa gaa att gaa 454 
Lys Asn Lys Leu Tyr Thr Asp Phe Asp Glu lie Arg Gin Glu lie Glu 
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100 105 110 

aat gaa aca gaa aga att tea gga aat aat aag gg 489 

Asn Glu Thr Glu Arg lie Ser Gly Asn Asn Lys 
115 120 



<210> 1725 

<211> 560 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 69 . . 560 



<400> 1725 

aggtggctca accccgcctc tcagttgagg actctgaagg ctgtttctgt ggcgcttccc 60 
ctgcgagg atg get ace etg gtt rta aac aag etc gga gcg gga gta gac 110 
Met Ala Thr Leu Val Xaa Asn Lys Leu Gly Ala Gly Val Asp 
15 10 
^gt ggc egg cag ggc age egg ggg aca get gta gtg aag gtg eta gag 158 
Ser Gly Arg Gin Gly Ser Arg Gly Thr Ala Val Val Lys Val Leu Glu 
15 20 25 30 

tgt gga gtt tgt gaa gat gte ttt tet ttg caa gga gac aaa gtt ccc 206 
Cys Gly Val Cys Glu Asp Val Phe Ser Leu Gin Gly Asp Lys Val Pro 

35 40 45 

cgt ctt ttg ctt tgt ggc cat ace gtc tgt cat gac tgt etc act cgc 254 
Arg Leu Leu Leu Cys Gly His Thr Val Cys His Asp Cys Leu Thr Arg 
^ 50 55 60 

eta cct ctt eat gga aga gca ate cgt tgc cca ttt gat ega caa gta 302 
Leu Pro Leu His Gly Arg Ala lie Arg Cys Pro Phe Asp Arg Gin Val 

65 70 75 

aca gac eta ggt gat tea ggt gte tgg gga ttg aaa aaa aat ttt get 350 
Thr Asp Leu Gly Asp Ser Gly Val Trp Gly Leu Lys Lys Asn Phe Ala 

80 85 90 

tta ttg gag ctt ttg gaa ega etg cag aat ggg ect att ggt cag tat 398 
Leu Leu Glu Leu Leu Glu Arg Leu Gin Asn Gly Pro lie Gly Gin Tyr 
95 100 105 110 

gga get gca gaa gaa tee att ggg ata tet gga gag age ate att cgt 446 
Gly Ala Ala Glu Glu Ser lie Gly He Ser Gly Glu Ser He He Arg 

115 120 125 

tgt gat gaa gat gaa get cae ctt gee tet gta tat tgc act gtg tgt 494 
Cys Asp Glu Asp Glu Ala His Leu Ala Ser Val Tyr Cys Thr Val Cys 

130 135 140 

gca act cat ttg tgc tet gag tgt tet caa gtt act cat tet aca aag 542 
Ala Thr His Leu Cys Ser Glu Cys Ser Gin Val Thr His Ser Thr Lys 

145 150 155 

aca tta gca aag cac agg 560 
Thr Leu Ala Lys His Arg 
160 

<210> 1726 
<211> 349 
<212> DNA 



1154 



<213> Homo sapiens 

<220> 
<221> CDS 
<222> 16 . .348 



<400> 1726 

agtgccgggc cagac atg gcg gaa gag gag gtg gcc aag ttg gag aag cac 51 
Met Ala Glu Glu Glu Val Ala Lys Leu Glu Lys His 
15 10 
ttg atg ctt ctg egg cag gag tat gtc aag ctg cag aag aag ctg gcg 99 
Leu Met Leu Leu Arg Gin Glu Tyr Val Lys Leu Gin Lys Lys Leu Ala 

15 20 25 

gag aca gag aag cgc tgc get etc ttg get gcg cag gca aac aag gag 147 
Glu Thr Glu Lys Arg Cys Ala Leu Leu Ala Ala Gin Ala Asn Lys Glu 

30 35 40 

age age age gag tec tte ate age cgt ctg ctg gee ate gtg gca gae 195 
Ser Ser Ser Glu Ser Phe He Ser Arg Leu Leu Ala He Val Ala Asp 
45 50 55 60 

etc tac gag cag gag cag tae age gat ctg aag ata aag gtt ggg gae 243 
Leu Tyr Glu Gin Glu Gin Tyr Ser Asp Leu Lys He Lys Val Gly Asp 
65 70 75 

U agg cac ate agt get cac aag ttt gtc ctg gca gcc cgc agt gae age 291 
g Arg His He Ser Ala His Lys Phe Val Leu Ala Ala Arg Ser Asp Ser 
a 80 85 90 

Q tgg agt ctg get aac ttg tet tec act aaa gag ttg gae ctg tea gat 339 

Trp Ser Leu Ala Asn Leu Ser Ser Thr Lys Glu Leu Asp Leu Ser Asp 
n 55 100 105 

f, get aat cet g ^49 
H Ala Asn Pro 
U 110 

3 <210> 1727 

3 <211> 294 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 105 . .293 



<400> 1727 

agtgacaatt aaagatgget gcgeccatgt aacateacta gcgaccggtr acctettttt 60 
cccccttgcc tggctcetgt ggtggcaggc tgggcacgag gaec atg ctg gge egg 116 

Met Leu Gly Arg 

1 

age etc cga gaa gtt tet gyg gca ctg aaa eaa gge caa att aca cca 164 
Ser Leu Arg Glu Val Ser Xaa Ala Leu Lys Gin Gly Gin He Thr Pro 
5 10 15 20 

aca gag etc tgt caa aaa tgt etc tet ctt ate aag aag ace aag ttt 212 
Thr Glu Leu Cys Gin Lys Cys Leu Ser Leu He Lys Lys Thr Lys Phe 
25 30 35 
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eta aat gcc tac att act gtg tea gaa gag gtg gcc tta aaa caa get 260 

Leu Asn Ala Tyr He Thr Val Ser Glu Glu Val Ala Leu Lys Gin Ala 

40 45 50 

gaa gaa tea gaa aag aga tat aag aat gga eag e 2 94 

Glu Glu Ser Glu Lys Arg Tyr Lys Asn Gly Gin 
55 60 

<210> 1728 
<211> 290 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 128 . .289 



<400> 1728 

tagaggggga agttggegea tgcgectaaa gctgaegggt 
gccgggaecc gaetcagatc gatgytatag aagaeaaaea 
ttgcate atg get caa ttt gga gga eag aag aat 

Met Ala Gin Phe Gly Gly Gin Lys Asn 

1 5 
cag ttt aca gcc act gca gta tea cag eea get 
Gin Phe Thr Ala Thr Ala Val Ser Gin Pro Ala 
15 20 25 

cag cca tea etc ctt gga gca tct cct aee att 
Gin Pro Ser Leu Leu Gly Ala Ser Pro Thr He 



35 

gca ttg gca gea gca gge ett ace 
Ala Leu Ala Ala Ala Gly Leu Thr 
50 



40 



ttgaaatggc ttcgatgtta 
agggaaggtt ttttttcett 
ccg eea tgg get act 
Pro Pro Trp Ala Thr 
10 

gca ctg ggt gtt caa 
Ala Leu Gly Val Gin 
30 

tat aca eag caa act 
Tyr Thr Gin Gin Thr 
45 



60 
120 
169 



217 



265 



290 



<210> 1729 

<211> 227 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 7 . . 225 



<400> 1729 

acagag atg gag gga gga tea gag aga gag gga aaa cca gag ata gas 4 8 

Met Glu Gly Gly Ser Glu Arg Glu Gly Lys Pro Glu He Xaa 
15 10 
gga aag eea gag agt gaa gga gag cca ggg agt gaa aca agg get gea 96 
Gly Lys Pro Glu Ser Glu Gly Glu Pro Gly Ser Glu Thr Arg Ala Ala 
15 20 25 30 

gga aag ege cca get gag gat gat gta ccc agg aaa gcc aaa aga aaa 144 
Gly Lys Arg Pro Ala Glu Asp Asp Val Pro Arg Lys Ala Lys Arg Lys 

35 40 45 

act aat aag ggg ctg get cat tac etc aag gag tat aaa gag gee ata 192 
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# 



Thr Asn Lys Gly Leu Ala His Tyr Leu Lys Glu Tyr Lys Glu Ala lie 

50 55 60 

cac gat atg aat ttc age aat gag gac atg ata ag 
His Asp Met Asn Phe Ser Asn Glu Asp Met lie 
65 70 



<210> 1730 

<211> 291 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 131 , .289 



60 



<400> 1730 

atccaatgct tgatccataa cgggctctcc ataaacaata atataatttt tttaccacca 
tgaagccctc caaccctccc caaatgctgt taggttggac ctctcaatcc tatccttgtg 120 

^ taattcgctt atg aaa tgt aaa tgt ggc att ttt aca ttt att cct atg 169 
Met Lys Cys Lys Cys Gly lie Phe Thr Phe lie Pro Met 

yf 1 5 10 

N= aag ttc caa cag tac ttc act tea gtt tat gat ttt ttt aac ctt tta 217 
hj Lys Phe Gin Gin Tyr Phe Thr Ser Val Tyr Asp Phe Phe Asn Leu Leu 

15 20 25 

:,n ata ata ata ate agt eac att ttt gte att tgt att ttc aae aag tct 265 
:S He He He He Ser His He Phe Val He Cys He Phe Asn Lys Ser 

30 35 40 45 

'L^^ tta aga act ata ttg aac aag aca ee 291 
^ Leu Arg Thr He Leu Asn Lys Thr 
ly 50 
ni 

£ <210> 1731 

O <211> 412 

n <212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 127 . .411 



<400> 1731 

cctcteecce tcctccgccg acegagcagt gacttaagca aeggagcgcg rtgaagctca 60 
tttttctcct tcctcgcagc cgcgccaggg agctcgcggc gcgeggccce tgtcctccgg 120 
ccegag atg aat cct gcg gca gaa gcc gag ttc aac ate etc etg gcc 168 

Met Asn Pro Ala Ala Glu Ala Glu Phe Asn He Leu Leu Ala 

15 10 
ace gac tec tae aag gtt act eac tat aaa caa tat cea ccc aae aca 216 
Thr Asp Ser Tyr Lys Val Thr His Tyr Lys Gin Tyr Pro Pro Asn Thr 
15 20 25 30 

age aaa gtt tat tec tac ttt gaa tgc egt gaa aag aag aca gaa aac 264 
Ser Lys Val Tyr Ser Tyr Phe Glu Cys Arg Glu Lys Lys Thr Glu Asn 
35 40 45 
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tec aaa tta agg aag gtg 
Ser Lys Leu Arg Lys Val 
50 

cag tac att ctt aat aag 
Gin Tyr lie Leu Asn Lys 
65 

aaa ate cag gaa gcc aaa 
Lys lie Gin Glu Ala Lys 

80 
gtc t 
Val 
95 



aaa tat grg gaa aca gta 
Lys Tyr Xaa Glu Thr Val 
55 

tac tta aaa ggt aaa gta 
Tyr Leu Lys Gly Lys Val 
70 

gat gtc tac aaa gaa cat 
Asp Val Tyr Lys Glu His 
85 90 



ttt tat ggg ttg 312 
Phe Tyr Gly Leu 
60 

gta acc aaa gag 360 

Val Thr Lys Glu 

75 

ttc caa gat gat 408 
Phe Gin Asp Asp 

412 



<210> 1732 

<211> 428 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 90- .428 



<400> 1732 

accacttgca gctgcagccc ttgccttgag tcagtgcgcc gctctccagc ccgcttgaac 60 
gctccccgca gccaccgcca cccattgga atg gcc aac agg gga cct gca tat 113 

Met Ala Asn Arg Gly Pro Ala Tyr 

1 5 

ggc ctg age egg gag gtg cag cag aag att gag aaa caa tat gat gea 161 
Gly Leu Ser Arg Glu Val Gin Gin Lys lie Glu Lys Gin Tyr Asp Ala 

10 15 20 

gat ctg gag cag ate ctg ate cag tgg ate acc acc cag tgc ega aag 209 
Asp Leu Glu Gin lie Leu lie Gin Trp lie Thr Thr Gin Cys Arg Lys 
25 30 35 40 

gat gtg ggc egg ecc cag cct gga cgc gag aac ttc cag aac tgg etc 257 
Asp Val Gly Arg Pro Gin Pro Gly Arg Glu Asn Phe Gin Asn Trp Leu 

45 50 55 

aag gat ggc acg gtg eta tgt gag etc att aat gea ctg tac ecc gag 305 
Lys Asp Gly Thr Val Leu Cys Glu Leu lie Asn Ala Leu Tyr Pro Glu 

60 65 70 

ggg cag gee cea gta aag aag ate cag gcc tec acc atg gcc ttc aag 353 
Gly Gin Ala Pro Val Lys Lys lie Gin Ala Ser Thr Met Ala Phe Lys 

75 80 85 

cag atg gag cag ate tet cag ttc ctg caa gca get gag cgc tat ggc 401 
Gin Met Glu Gin He Ser Gin Phe Leu Gin Ala Ala Glu Arg Tyr Gly 

90 95 100 

att aac acc act gac ate ttc can act 428 
He Asn Thr Thr Asp He Phe Xaa Thr 
105 110 



<210> 1733 

<211> 363 

<212> DNA 

<213> Homo sapiens 
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# 



<220> 
<221> CDS 
<222> 183 . .362 



<400> 1733 

agaacaaaga taaggcatca cggacaccac accgggcacg agctcacagg caagtcaagc 60 
tgggaggacc aaggccgggc agccgggagc acccaaggca ggaaaatgct ggctgsttcc 120 
tctattatgc tctgtgcttc tccctgtcaa aggcttcagc ccacaccgtg gagctaaaca 180 
at atg ttt ggc cag ate cag teg cct ggt tat eca gac tee tat ece 227 
Met Phe Gly Gin lie Gin Ser Pro Gly Tyr Pro Asp Ser Tyr Pro 
15 10 15 

agt gat tea gag gtg act tgg aat ate act gte cca gat ggg ttt egg 275 
Ser Asp Ser Glu Val Thr Trp Asn lie Thr Val Pro Asp Gly Phe Arg 

20 25 30 

ate aag ctt tac tte atg cae ttc aae ttg gaa tec tee tae ctt tgt 323 
lie Lys Leu Tyr Phe Met His Phe Asn Leu Glu Ser Ser Tyr Leu Cys 

35 40 45 

gaa tat gae tat gtg aag gta gaa aet gag gae eag gtg e 363 
Glu Tyr Asp Tyr Val Lys Val Glu Thr Glu Asp Gin Val 
yi 50 55 60 

Ul <210> 1734 

i^y <211> 341 

<212> DNA 

■..n <213> Homo sapiens 



5K 



<220> 
<221> CDS 
<222> 135 . . 341 



<400> 1734 

tgeagctgeg ggaeteagag gcgaaettga ggggeteagg aaggacgaag aaceaeeett 60 
gagagaagag gcageageag cggeggeagc ageagcggea gcgaccccae cactgccaca 120 
tttgceagga aaea atg ctg eta gcg aca tte aag etg tgc get ggg age 170 

Met Leu Leu Ala Thr Phe Lys Leu Cys Ala Gly Ser 

15 10 
tee tae aga eae atg cgc aae atg aag ggg etg agg caa eag get gtg 218 
Ser Tyr Arg His Met Arg Asn Met Lys Gly Leu Arg Gin Gin Ala Val 

15 20 25 

atg gee ate age cag gag ctg aae egg agg gcc ctg ggg ggc eec ace 266 
Met Ala lie Ser Gin Glu Leu Asn Arg Arg Ala Leu Gly Gly Pro Thr 

30 35 40 

cct age acg tng att aac cag gtt egg egg egg ast etc tac teg gtt 314 
Pro Ser Thr Xaa lie Asn Gin Val Arg Arg Arg Xaa Leu Tyr Ser Val 
45 50 55 60 

etc ggc tgg aag aga etc tct aca gtg 341 
Leu Gly Trp Lys Arg Leu Ser Thr Val 

65 

<210> 1735 
<211> 263 



1159 



# 



<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 96 . .263 



HI 
Iji. 



<400> 1735 

agggagccac gccccgcaca gttaacagac gggcgctcag ggagctaggg agctgtgaag 
ctgctggagg agwtggcgtc cggggagcaa gggcc atg gcc acc gtg cag gag 

Met Ala Thr Val Gin Glu 
1 5 
aag get get gcg ctg aac etc teg get etc cae age cce geg cae agg 
Lys Ala Ala Ala Leu Asn Leu Ser Ala Leu His Ser Pro Ala His Arg 

10 15 20 

cct ccg ggt ttc agt gta get cag aag eca ttt gga gcc acg tat gta 
Pro Pro Gly Phe Ser Val Ala Gin Lys Pro Phe Gly Ala Thr Tyr Val 

25 30 35 

tgg age age ate ata aac act ctt caa aea caa gtg gaa gtg aaa aaa 
Trp Ser Ser lie lie Asn Thr Leu Gin Thr Gin Val Glu Val Lys Lys 

40 45 50 

cga agg 
Arg Arg 
55 



60 
113 



161 



209 



257 



263 



<210> 1736 

<211> 625 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 241 . . 624 



<400> 1736 

ageatgcaet tgggatctga ctcgtttggt aggaaaagga 
atcttcaccc aggctggccc ctttggtgaa actacaaetc 
aggcaggegg gtttttetac cggaagtccg ctctagctet 
gagccggagc tgcccagtcg ccgcgggace ggggeegctg 
atg ate ege ttt ate etc ate cag aac egg gea 
Met lie Arg Phe lie Leu lie Gin Asn Arg Ala 
15 10 
gee aag tgg tac atg cag ttt gat gat gat gag 
Ala Lys Trp Tyr Met Gin Phe Asp Asp Asp Glu 

20 25 
gag gag gtg cat gcc gtg gtc acc gtc cga gac 
Glu Glu Val His Ala Val Val Thr Val Arg Asp 

35 40 
ttt gtg gag ttc egg aac ttt aag ate att tac 
Phe Val Glu Phe Arg Asn Phe Lys lie lie Tyr 

50 55 
etc tac ttc tgc ate tgt gtg gat gtc aat gac 



ctggctctga ctcttcasec 
ccaggggtct gtgcgcgaga 
gggceetaca actgcaccet 
gggtctggae gggggtegce 
gge aag acg ege ctg 
Gly Lys Thr Arg Leu 
15 

aaa cag aag ctg ate 
Lys Gin Lys Leu lie 
30 

gee aaa cac acc aac 
Ala Lys His Thr Asn 
45 

ege ege tat get ggc 
Arg Arg Tyr Ala Gly 
60 

aac aac ctg get tan 



60 
120 
180 
240 
288 



336 



384 



432 



480 
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Leu Tyr Phe Cys lie Cys Val Asp Val Asn Asp Asn Asn Leu Ala Xaa 

65 70 75 80 

stg gag gcc att cac aac ttc gtg gag gtc tta aac gaa tat ttc cac 528 

Xaa Glu Ala lie His Asn Phe Val Glu Val Leu Asn Glu Tyr Phe His 

85 90 95 

aat gtc tgt gaa ctg gac ctg gtg ttc aam ttt eta caa ggt tta cac 576 
Asn Val Cys Glu Leu Asp Leu Val Phe Xaa Phe Leu Gin Gly Leu His 

100 105 110 

ggt cgt gga cga gat gtt cct ggc tgg cga aat ccg aga gac cag cca g 625 
Gly Arg Gly Arg Asp Val Pro Gly Trp Arg Asn Pro Arg Asp Gin Pro 
115 120 125 

<210> 1737 

<211> 461 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 81. .461 



<400> 1737 

ctgctccgct tgaggagaag cgccaagtgc gcatggggac gctatagcaa ' ttcgtttgct 60 
gtccttcctc tccttcgaag atg aca agg cct acc ate gtt tct tec tgc ctt 113 

Met Thr Arg Pro Thr lie Val Ser Ser Cys Leu 
15 10 
'"^ tgg gcc gtc agg agt tgg ttg gga ccc get cca acc etc ggt tct tec 161 

Trp Ala Val Arg Ser Trp Leu Gly Pro Ala Pro Thr Leu Gly Ser Ser 
J=*^ 15 20 25 

ft.^ tgc aat aca gtg gat aca att tgt cat ggc tac tct gag ata aga cca 209 
fy Cys Asn Thr Val Asp Thr He Cys His Gly Tyr Ser Glu He Arg Pro 

30 35 40 

O ctt ttt tat ctg age ttc tgt gac ctg etc ctg gga ctt tgc tgg etc 257 
Leu Phe Tyr Leu Ser Phe Cys Asp Leu Leu Leu Gly Leu Cys Trp Leu 

45 50 55 

acg gag aca ctt etc tat gga get tea gta gea aat aag gac ate ate 
Thr Glu Thr Leu Leu Tyr Gly Ala Ser Val Ala Asn Lys Asp He He 
60 65 70 75 

tgc tat aac eta caa gea gtk gga cag ata ttc tac att tec tea ttt 
Cys Tyr Asn Leu Gin Ala Val Gly Gin He Phe Tyr He Ser Ser Phe 

80 85 90 

etc tac ace gtc aat tac ate tgg tat ttg tac aca gag ctg agg atg 
Leu Tyr Thr Val Asn Tyr He Trp Tyr Leu Tyr Thr Glu Leu Arg Met 

95 100 105 

aaa cac ace cag agt gga cag age aca tct cca ctg gtg ata gat tat 
Lys His Thr Gin Ser Gly Gin Ser Thr Ser Pro Leu Val He Asp Tyr 

110 115 120 

act tgt cga gtt 461 
Thr Cys Arg Val 
125 



305 



353 



401 



449 



<210> 1738 
<211> 281 



1161 



<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 30. .281 



in 



fU 



<400> 1738 

gaaacacaga agtaggagtc gaagtagaa atg cag gga aac gaa gta gaa gta 53 

Met Gin Gly Asn Glu Val Glu Val 
1 5 

gaa gca aag aga aat caa gta aac ata aaa atg aaa gta aag aaa aat 101 
Glu Ala Lys Arg Asn Gin Val Asn lie Lys Met Lys Val Lys Lys Asn 

10 15 20 

caa ata aac gaa gtc gaa gtg gca gtc aag gaa gaa ctg aca gtg ttg 149 
Gin He Asn Glu Val Glu Val Ala Val Lys Glu Glu Leu Thr Val Leu 
25 30 35 40 

aaa aat caa aaa aac ggg aac ata gtc cca gca aag aaa aat eta gaa 197 
Lys Asn Gin Lys Asn Gly Asn He Val Pro Ala Lys Lys Asn Leu Glu 

45 50 55 

age gta gta gaa gca aag aac gtt ccc aca aac gag ate aca gtg ata 245 
Ser Val Val Glu Ala Lys Asn Val Pro Thr Asn Glu He Thr Val He 

60 65 70 

gta agg acc agt cag aca aac atg ate gtc gaa gga 281 
Val Arg Thr Ser Gin Thr Asn Met He Val Glu Gly 
75 80 

<210> 1739 

<211> 280 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 91. .279 



<400> 1739 

aggaaagttg atgaactagt acgggatggc tcagacttgt aaagtgtcta agtcacaacg 60 
ctgcagagcc agcttccggg tagcaatggc atg gcc tea get gtg cca agg eta 114 

Met Ala Ser Ala Val Pro Arg Leu 

1 5 



caa 


ctg 


gag 


ett 


cet 


tae 


teg 


cat 


ctg 


agg 


caa 


aca 


cag 


caa 


ggc 


tgg 


Gin 


Leu 


Glu 


Leu 


Pro 


Tyr 


Ser 


His 


Leu 


Arg 


Gin 


Thr 


Gin 


Gin 


Gly Trp 




10 










15 










20 










ccc 


agg 


ccg 


ccc 


aca 


gtc 


aac 


aga 


tgt 


tea 


egg 


gag 


atg 


gat 


cag 


ccc 


Pro 


Arg 


Pro 


Pro 


Thr 


Val 


Asn 


Arg 


Cys 


Ser 


Arg 


Glu 


Met 


Asp 


Gin 


Pro 


25 










30 










35 










40 


etc 


ttt 


tgc 


ttg 


ttc 


tat 


caa 


gga 


aag 


aga 


tet 


aas 


cat 


ggg 


caa 


ggg 


Leu 


Phe 


Cys 


Leu 


Phe 


Tyr 


Gin 


Gly 


Lys 


Arg 


Ser 


Xaa 


His 


Gly Gin 


Gly 










45 










50 










55 




tgg 


aac 


aca 


ccc 


ggt 


tea 


ggc 


c 


















Trp 


Asn 


Thr 


Pro 


Gly 


Ser 


Gly 
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60 

<210> 1740 

<211> 476 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 72 . .476 



<400> 1740 

aagattccgg aaaggggaag agcagccaac atggcggcgg aacgggcgcg gggcagcaac 60 
agtcgcagga g atg atg gag gtt gac agg egg gtc gag tct gaa gaa tec 110 
Met Met Glu Val Asp Arg Arg Val Glu Ser Glu Glu Ser 
15 10 
ggc gat gaa gaa ggg aag aaa cac age agt ggc ate gtg gee gac etc 158 
Gly Asp Glu Glu Gly Lys Lys His Ser Ser Gly lie Val Ala Asp Leu 
15 20 25 

"fz agt gaa cag age ctg aag gat ggg gag gag egg ggg gag gag gac cea 2 06 

^= Ser Glu Gin Ser Leu Lys Asp Gly Glu Glu Arg Gly Glu Glu Asp Pro 
30 35 40 45 

gaa gaa gaa cat gag ctg cct gtg gac atg gaa acc ate aac ctg gac 254 
Glu Glu Glu His Glu Leu Pro Val Asp Met Glu Thr lie Asn Leu Asp 
^ 50 55 60 

.fl aga gat gca gag gat gtt gat ttg aat eae tat egc ata ggg aag att 302 

Arg Asp Ala Glu Asp Val Asp Leu Asn His Tyr Arg lie Gly Lys lie 
.ix 65 70 75 

gaa gga ttt gag gta ctg aag aaa gtg aag act etc tge etc egc caa 350 
Glu Gly Phe Glu Val Leu Lys Lys Val Lys Thr Leu Cys Leu Arg Gin 
80 85 90 

•f aat tta att aaa tge att gag aat ctg gag gag eta cag agt ctt cga 3 98 

Q Asn Leu lie Lys Cys lie Glu Asn Leu Glu Glu Leu Gin Ser Leu Arg 
□ 95 100 105 

gag ctg gat ctt tae gac aac cag ate aag aag att gag aat ctg gar 446 
Glu Leu Asp Leu Tyr Asp Asn Gin lie Lys Lys lie Glu Asn Leu Glu 
110 115 120 125 

geg eta aea gag ctg gag att eta gat att 476 
Ala Leu Thr Glu Leu Glu lie Leu Asp lie 
130 135 

<210> 1741 
<211> 485 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 310 . .483 



<400> 1741 

aeatgctgcc aggggggaac tgaactcagg gaatggggcc cecagctccc attggggteg 60 



1163 



gcgaacctgg tgccacccct tagacaaagt cccagtctcc cagaggcttt taccagctgg 
ccccattcct tctgctgctg ggtataataa ggtcctctca acgctgaagt gcctgtgaaa 
cacagcccag aggagttctc attggtccta tgggctttgt cttcctctct gccccaccca 
gataatcgct gctgcccctc cactcccaag atgcagctgt gattctccat ccccacacaw 
ccctcatca atg gtt gac tgc naa gaa gtg aga aag cca age tta gaw tea 

Met Val Asp Cys Xaa Glu Val Arg Lys Pro Ser Leu Xaa Ser 

15 10 
tgc tea tgc ctg aac acc ctg aga gee tgg tnn tsg agg get ggg tat 
Cys Ser Cys Leu Asn Thr Leu Arg Ala Trp Xaa Xaa Arg Ala Gly Tyr 
15 20 25 30 

cec ctt gge etr cca eea gca act gca ecc aac amc cag get gga gmc 
Pro Leu Gly Leu Pro Pro Ala Thr Ala Pro Asn Xaa Gin Ala Gly Xaa 

35 40 45 

acg etc tgg cac mag aag gtg gee ttg att tct cag ge 
Thr Leu Trp His Xaa Lys Val Ala Leu lie Ser Gin 
50 55 



120 
180 
240 
300 
351 



399 



447 



485 



<210> 1742 
<211> 454 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 226 . .453 



S TCT 



<400> 1742 

ctttttgtga ctcattgtgt ctgtgtcgag gcgtcgggag 
gcecttcggc eggcctgage cccagagtca geteeccttt 
cgctcccggg gctcacggaa tagtaaagaa acacatcata 
gtgagcacag aecctgtttg gatcaagtea gttcctggag 



gaa tea egg 
Glu Ser Arg 
5 

gat ggt ate 
Asp Gly lie 

atg tgg ggg 
Met Trp Gly 

gag ata tte 
Glu lie Phe 
55 

ggg ccc cga 
Gly Pro Arg 
70 



gaa gcc 
Glu Ala 

gta ata 
Val He 

25 
cag gat 
Gin Asp 
40 

cgc caa 
Arg Gin 

gag get 
Glu Ala 



acg ggt ctg tee 
Thr Gly Leu Ser 
10 

gtg aag gtg gaa 
Val Lys Val Glu 



tec acc 
Ser Thr 

cgc ttc 
Arg Phe 

etc agt 
Leu Ser 
75 



eta cag 
Leu Gin 

45 
agg cgc 
Arg Arg 
60 

egg c 
Arg 



eea cag 
Pro Gin 
15 

gag gaa 
Glu Glu 
30 

gac acg 
Asp Thr 

ttc tgt 
Phe Cys 



ggcctaagtc cgtgtgeggt 
ctegeccagc geccccagge 
aaaectccca ggacataaag 
cetga atg atg act get 

Met Met Thr Ala 

1 

get gca cag gag aag 
Ala Ala Gin Glu Lys 
20 

gat gag gaa gac cac 
Asp Glu Glu Asp His 
35 

cet cct cca gac cca 
Pro Pro Pro Asp Pro 
50 

tac cag aac act ttt 
Tyr Gin Asn Thr Phe 
65 



60 
120 
180 
237 



285 



333 



381 



429 



454 



<210> 1743 
<211> 404 
<212> DNA 

<213> Homo sapiens 



1164 



# 



<220> 
<221> CDS 
<222> 28. .402 



<400> 1743 

agaccccgag cgcggccgcg gacgaag atg gcg acc gcc atg tac ttg gag cac 54 

Met Ala Thr Ala Met Tyr Leu Glu His 
1 5 

tat ctg gac agt ate gag aac ctt ccc tgc gaa ctt -cag agg aac ttc 102 

Tyr Leu Asp Ser lie Glu Asn Leu Pro Cys Glu Leu Gin Arg Asn Phe 

10 15 20 25 

cag ctg atg cga gag ctg gac cag agg acg gaa gat aag aaa gca gag 150 

Gin Leu Met Arg Glu Leu Asp Gin Arg Thr Glu Asp Lys Lys Ala Glu 

30 35 40 

att gac ate ctg get gca gag tac ate tec acg gtg aag acg ctg tct 198 
lie Asp lie Leu Ala Ala Glu Tyr lie Ser Thr Val Lys Thr Leu Ser 

^ 45 50 55 

eca gac cag cge gtg gag cgc ctg cag aag ate cag aac gee tac age 246 
Pro Asp Gin Arg Val Glu Arg Leu Gin Lys lie Gin Asn Ala Tyr Ser 

J^l 60 65 70 

H aag tgc aag gaa tac agt gac gac aaa gtg cag ctg gcc atg cag acc 2 94 

hi Lys Cys Lys Glu Tyr Ser Asp Asp Lys Val Gin Leu Ala Met Gin Thr 
75 80 85 

tac gag atg gtg gat aaa cac att cga agg ctt gat gea gac ctg geg 342 
Tyr Glu Met Val Asp Lys His lie Arg Arg Leu Asp Ala Asp Leu Ala 
90 95 100 105 

cgc ttt gaa gca gat ctg aag gac aag atg gag ggc agt gat ttt gaa 390 
Arg Phe Glu Ala Asp Leu Lys Asp Lys Met Glu Gly Ser Asp Phe Glu 

110 115 120 

age tec gga ggg eg 404 
Ser Ser Gly Gly 
125 

<210> 1744 
<211> 519 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 73 . .519 



n 

m 



<400> 1744 

ttccttcetc agttecctta aagcacagcc cagggaaace tectcacagt tttcatccag 60 
ccacgggcca ge atg tct ggg ggc aaa tac gta gac teg gag gga eat etc 111 

Met Ser Gly Gly Lys Tyr Val Asp Ser Glu Gly His Leu 

15 10 
tac ace gtt ccc ate egg gaa cag ggc aac ate tac aag ccc aac aac 159 
Tyr Thr Val Pro lie Arg Glu Gin Gly Asn lie Tyr Lys Pro Asn Asn 

15 20 25 

aag gcc atg gea gac gag ctg age gag aag eaa gtg tac gac gcg cac 207 



1165 



Lys Ala Met 
30 

acc aag gag 
Thr Lys Glu 

gac gtg gtc 
Asp Val Val 



aca 
Thr 

gtg 
Val 

ccn 
Pro 
110 
cac 
His 



cac agt 
His Ser 

80 
acg aaa 
Thr Lys 
95 

grg gca 
Xaa Ala 

ate tgg 
lie Trp 



cag tgc ate 
Gin Cys lie 



Ala 

ate 
He 

aag 

Lys 

65 

ttt 

Phe 

tac 
Tyr 

etc 
Leu 

gca 
Ala 

age 
Ser 
145 



Asp Glu 
35 

gac ctg 
Asp Leu 
50 

att gac 
He Asp 

gac gge 
Asp Gly 

tgg ttt 
Trp Phe 

ate tgg 
He Trp 
115 
gtt gta 
Val Val 
130 

cgt gtc 
Arg Val 



Leu Ser Glu 



gtc 
Val 

ttt 
Phe 

att 
He 

tac 
Tyr 
100 
ggc 
Gly 

cca 
Pro 

tat 
Tyr 



aac 
Asn 

gaa 
Glu 

tgg 

Trp 

85 

cgc 

Arg 

att 
He 

tgc 
Cys 

tec 
Ser 



cgc 
Arg 

gat 

Asp 

70 

aag 

Lys 

ttg 
Leu 

tac 
Tyr 

att 
He 



Lys Gin 

40 
gac cct 
Asp Pro 
55 

gtg att 
Val He 

gee age 
Ala Ser 

etg tct 
Leu Ser 

ttc gee 
Phe Ala 
120 
aag age 
Lys Ser 
135 



Val Tyr Asp 



aaa 
Lys 

gca 
Ala 

ttc 
Phe 

gee 
Ala 
105 
att 
He 

ttc 
Phe 



cac 
His 

gaa 
Glu 

ace 

Thr 

90 

etc 

Leu 



etc 
Leu 

cca 

Pro 

75 

acc 

Thr 



Ala His 

45 
aac gat 
Asn Asp 
60 

gaa ggg 
Glu Gly 

ttc act 
Phe Thr 



ttt ggc ate 
Phe Gly He 



etc tct ttc ctg 
Leu Ser Phe Leu 
125 

ctg att gag att 
Leu He Glu He 
140 



255 



303 



351 



399 



447 



495 



519 



m 
m 



<210> 1745 

<211> 641 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 288 . . 641 



<400> 1745 

^9999tgtgg tgteetetgc gagatcctet taaaaagetg 
gtgcacggag ccgtagetgt cggagcggtt agttcgattt 
cegceaggct gaettctcat cgcttgtttt tetttttgea 
tgcegceetc cccgtcetgg ccgteegcec tccgecctet 
tteccatecg ggaacaggge aacatetaca ageccaacaa 



gag etg age gag aag caa gtg 
Glu Leu Ser Glu Lys Gin Val 

5 10 
ctg gtc aas cgc gac cct aaa 
Leu Val Xaa Arg Asp Pro Lys 
20 ' 25 
gac ttt gaa gat gtg att gca 
Asp Phe Glu Asp Val He Ala 
40 

ggc att tgg aag gee age ttc 
Gly He Trp Lys Ala Ser Phe 
55 



tac gac geg cac 
Tyr Asp Ala His 

cac etc aac gat 
His Leu Asn Asp 
30 

gaa cca gaa ggg 
Glu Pro Glu Gly 
45 

ace acc ttc act 
Thr Thr Phe Thr 
60 



getacgegca ggcggtttct 
egagctegag gtttcccccg 
nttttyente ecaecgecgt 
geagggacat ctetaeaccg 
eaaggee atg gca gac 

Met Ala Asp 

1 

ace aag gag ate gac 
Thr Lys Glu He Asp 
15 

gac gtg gtc aag att 
Asp Val Val Lys He 
35 

aca eac agt ttt gac 
Thr His Ser Phe Asp 
50 

gtg acg aaa tac tgg 
Val Thr Lys Tyr Trp 
65 



60 
120 
180 
240 
296 



344 



392 



440 



488 



1166 



ttt tac cgc 
Phe Tyr Arg 
70 

tgg ggc att 

Trp Gly lie 
85 

gta cca tgc 
Val Pro Cys 
100 

gtc tat tec 
Val Tyr Ser 



ttg ctg tct 
Leu Leu Ser 

tac ttc gcc 
Tyr Phe Ala 

att aag age 
lie Lys Ser 
105 



gcc etc ttt 
Ala Leu Phe 
75 

att etc tct 
lie Leu Ser 
90 

ttc ctg att 
Phe Leu lie 



ggc ate ccn 
Gly lie Pro 

ttc ctg cac 
Phe Leu His 
95 

gag att cag 
Glu lie Gin 
110 



grg gca etc 
Xaa Ala Leu 
80 

ate tgg gca 
lie Trp Ala 

tgc ate age 
Cys lie Ser 



ate 536 
He 

gtt 584 
Val 

cgt 632 

Arg 

115 

641 



<210> 1746 

<211> 388 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 78 . .386 



<400> 1746 

etggcgcaag catctcttct tttttecacc tcgecttccg cggattccca gettgagaaa 60 
eacctetttg cccegte atg cca aag agg aaa gtg ace ttc caa ggc gtg 110 

Met Pro Lys Arg Lys Val Thr Phe Gin Gly Val 
15 10 
gga gat gag gag gat gag gat gaa ate att gtc cec aag aag aag ctg 158 
Gly Asp Glu Glu Asp Glu Asp Glu He He Val Pro Lys Lys Lys Leu 

15 20 25 

gtg gac ect gtg get ggg tea ggg ggt cct ggg age cgc ttt aaa ggc 206 
Val Asp Pro Val Ala Gly Ser Gly Gly Pro Gly Ser Arg Phe Lys Gly 

30 35 40 

aaa cac tct ttg gat age gat gag gag gag gat gat gat gat ggg ggg 2 54 

Lys His Ser Leu Asp Ser Asp Glu Glu Glu Asp Asp Asp Asp Gly Gly 

45 50 55 

tee age aaa tat gac ate ttg gcc tea gag gat gta gaa ggt cag gag 302 
Ser Ser Lys Tyr Asp He Leu Ala Ser Glu Asp Val Glu Gly Gin Glu 
60 65 70 75 

gca gcc aca etc cec age gag ggg ggt gtt egg ate aca cnn ttt aac 350 
Ala Ala Thr Leu Pro Ser Glu Gly Gly Val Arg He Thr Xaa Phe Asn 

80 85 90 

ctg cag gas gag atg gag gaa ggc cac ttt gat gee ga 
Leu Gin Xaa Glu Met Glu Glu Gly His Phe Asp Ala 
95 100 



388 



<210> 1747 
<211> 258 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 105 . . 257 



1167 



<400> 1747 

atacccggaa acacgagtcc aagctgcagc tggcagggat tgcggggtgc cggccgtctg 60 
agttttttta aaactgctcg ccgcgaagtc tgtctgcagc caaa atg tec aac aga 116 

Met Ser Asn Arg 

1 

aac aac aac aag ctt ccc age aac ctg ccg cag tta cag aat eta ate 164 

Asn Asn Asn Lys Leu Pro Ser Asn Leu Pro Gin Leu Gin Asn Leu lie 

5 10 15 20 

aag cga gac ccg ccg gcc tac ate gag gag ttt eta eag cag tat aat 212 

Lys Arg Asp Pro Pro Ala Tyr lie Glu Glu Phe Leu Gin Gin Tyr Asn 

25 30 35 

cae tac aaa tec aat gtg gag att ttc aaa ttg eaa cca aat aaa c 258 
His Tyr Lys Ser Asn Val Glu lie Phe Lys Leu Gin Pro Asn Lys 
40 45 50 

<210> 1748 
<211> 397 
<212> DNA 
?^ <213> Homo sapiens 

yi 

<220> 
y <221> CDS 

^ <222> 183 . .395 



<400> 1748 

agtcagttcc tttccgettt gtaaaatget getgacagat ttagcagtta actagctcac 60 
cactgcctet gcctccaagc tgccttttag actgaatage ttttcttgtt ageeetaett 120 
taaeatttet tttgaagtgg ttgtctgctt gaagagggaa acacgtcatg aaactgtaat 180 
gc atg aac aga act cag gag ttg tct ggc eag ctt agt get gcc act 227 
Met Asn Arg Thr Gin Glu Leu Ser Gly Gin Leu Ser Ala Ala Thr 
15 10 15 

ggt gac atg cca act tac cag ate cga get cet act get get ttg eca 275 
Gly Asp Met Pro Thr Tyr Gin lie Arg Ala Pro Thr Ala Ala Leu Pro 

20 25 30 

cag gga gtg gtg atg get gca teg ccc gga agt ttg cae agt ccc cag 323 
Gin Gly Val Val Met Ala Ala Ser Pro Gly Ser Leu His Ser Pro Gin 

35 40 45 

cag ctg gca gaa gaa gca aca egc aaa cga gag ctg agg eta atg aaa 371 
Gin Leu Ala Glu Glu Ala Thr Arg Lys Arg Glu Leu Arg Leu Met Lys 

50 55 60 

aac agg gaa get gee aaa gaa ggt eg 3 97 

Asn Arg Glu Ala Ala Lys Glu Gly 
65 70 

<210> 1749 
<211> 468 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 



1168 



<222> 127 . .468 



<400> 1749 

aatgcggtcg ggaggcgggg ctcgggtgtg tgtggagggg accctgtggt tagcagcagc 60 
tatcgcagcg tcggatgttc agagcagcag aagccggcgt cgtcggatgt tgtgttgccc 120 
gccacc atg age tac aca ggc ttt gtc cag gga tct gaa acc act ttg 168 
Met Ser Tyr Thr Gly Phe Val Gin Gly Ser Glu Thr Thr Leu 
15 10 
cag teg aca tac teg gat acc age get cag eee ace tgt gat tat gga 216 
Gin Ser Thr Tyr Ser Asp Thr Ser Ala Gin Pro Thr Cys Asp Tyr Gly 
15 20 25 30 

tat gga act tgg aac tct ggg aca aat aga gge tac gag ggc tat ggc 264 
Tyr Gly Thr Trp Asn Ser Gly Thr Asn Arg Gly Tyr Glu Gly Tyr Gly 

35 40 45 

tat ggc tat ggc tat ggc cag gat aac ace ace aac tat gga att aac 312 
Tyr Gly Tyr Gly Tyr Gly Gin Asp Asn Thr Thr Asn Tyr Gly lie Asn 

50 55 60 

cag cgc tta gat atg gtg ccg eat ttg gag aca gac atg atg caa gga 360 
Gin Arg Leu Asp Met Val Pro His Leu Glu Thr Asp Met Met Gin Gly 

65 70 75 

ggc gtg tac ggc tea ggt gga gaa agg tat gae tet tat gag tec tgc 408 
Gly Val Tyr Gly Ser Gly Gly Glu Arg Tyr Asp Ser Tyr Glu Ser Cys 
ti 80 85 90 

Q gae teg agg gee gtc ctg agt gag cgc gac ctg tae egg tea ggc tat 456 
O Asp Ser Arg Ala Val Leu Ser Glu Arg Asp Leu Tyr Arg Ser Gly Tyr 

B 95 100 105 110 

iff 

gac tac age gag 468 
Asp Tyr Ser Glu 

<210> 1750 
^ <211> 570 

P <212> DNA 

3 <213> Homo sapiens 

<220> 
<221> CDS 
<222> 127 . .570 



<400> 1750 

aatgcggtcg ggaggcgggg ctcgggtgtg tgtggagggg accctgtggt tagcagcagc 60 
tatcgcagcg tcggatgttc agagcagcag aagccggcgt cgtcggatgt tgtgttgccc 120 
gccacc atg age tac aca gge ttt gtc cag gga tct gaa acc act ttg 168 

Met Ser Tyr Thr Gly Phe Val Gin Gly Ser Glu Thr Thr Leu 

1 5 10 

cag teg aea tae teg gat acc age get cag ccc ace tgt gat tat gga 216 
Gin Ser Thr Tyr Ser Asp Thr Ser Ala Gin Pro Thr Cys Asp Tyr Gly 
15 20 25 30 

tat gga act tgg aac tct ggg aca aat aga ggc tac gag ggc tat ggc 264 
Tyr Gly Thr Trp Asn Ser Gly Thr Asn Arg Gly Tyr Glu Gly Tyr Gly 

35 40 45 

tat ggc tat gge tat ggc cag gat aac acc ace aac tat ggg tat ggt 312 
Tyr Gly Tyr Gly Tyr Gly Gin Asp Asn Thr Thr Asn Tyr Gly Tyr Gly 
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^4 









5 0 










55 










6 0 








gcc 


act 


tea 


eac 


tct 




gaa 


a tg 


ec t 


age 


tct 


gac 


aca 


aa t 




Met 


Ala 


Thr 


Seir 


His 


Ser 


Trn 


Glu 


Met 


Pro 


Ser 


Ser 


Asp 


Thr 


Asn 


Ala 






D J 






























act 


as t 


gcc 




yy 


age 


gee 


agt 


gcc 


gat 


tec 


gtt 


t ta 


tee 


aga 


Asn 


Thr 


Xaa 


Ala 


Ser 


Gly 


Ser 


Ala 


Ser 


Ala 


Asp 


Ser 


Val 


Leu 


Ser 


Arg 




o u 










o o 




















att 


aac 


c ag 


egc 


1 1 a 


gat 


^ tg 


y '-y 


e eg 


cat 




ycty 


ac a 


gac 


^tg 


atg 


lie 


Asn 


Gin 


Airg 






Met 


Val 


IT S-Kj 


n_L o 






Thr 




Met 


I'lC- L. 


95 










100 










105 










110 


caa 


gga 


ggc 


gtg 


tac 


ggc 


tea 


ggt 


gga 


gaa 


agg 


tat 


gac 


tct 


tat 


gag 


Gin 


Gly 


Gly 


Val 


Tyr 


Gly 


Ser 


Gly 


Gly 


Glu 


Arg 


Tyr 


Asp 


Ser 


Tyr 


Glu 










115 










120 










125 




tec 


tgc 


gac 


teg 


agg 


gcc 


gte 


etg 


agt 


gag 


egc 


gac 


etg 


tac 


egg 


tea 


Ser 


Cys 


Asp 


Ser 


Arg 


Ala 


Val 


Leu 


Ser 


Glu 


Arg 


Asp 


Leu 


Tyr 


Arg 


Ser 








130 










135 










140 






ggc 


tat 


gac 


tac 


age 


gag 






















Gly 


Tyr 


Asp 


Tyr 


Ser 


Glu 


























145 





























360 



408 



456 



504 



552 



570 



<210> 1751 
<211> 309 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 139 . .309 



<400> 1751 

agagtgcatt ccggaacccg gggcgcggcg cactgcgagg cggccggact cegcteagtt 60 
tccggtgcgg egaacaccaa agtccgggaa ettaagcatt ttcggtttct agggttgtta 120 
cgaagctgca ggagegag atg gag gtg gac gca ecg ggt gtt gat ggt ega 171 

Met Glu Val Asp Ala Pro Gly Val Asp Gly Arg 
15 10 
gat ggt etc egg gag egg ega ggc ttt age gag gga ggg agg cag aac 219 
Asp Gly Leu Arg Glu Arg Arg Gly Phe Ser Glu Gly Gly Arg Gin Asn 

15 20 25 

ttc gat gtg agg ect cag tct ggg gca aat ggg ctt ccc aaa eac tec 267 
Phe Asp Val Arg Pro Gin Ser Gly Ala Asn Gly Leu Pro Lys His Ser 

30 35 40 

tac tgg ttg gac etc tgg ett ttc ate ety cag ate age ace 309 
Tyr Trp Leu Asp Leu Trp Leu Phe lie Leu Gin lie Ser Thr 
45 50 55 



<210> 1752 

<211> 375 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 37 . . 375 



1170 



m 



<400> 1752 

ttcgccactg caggggtgga gactsgctct gatcgg atg ccg gcc ggg ggg gag 54 

Met Pro Ala Gly Gly Glu 
1 5 

agg tgc aat cct etc etc gcg get ggt ggt tge gae cac ccc cac tec 102 
Arg Cys Asn Pro Leu Leu Ala Ala Gly Gly Cys Asp His Pro His Ser 

10 15 20 

ccc aaa ggc agg etc egg agg egg egg gam ara seg cct gsg ace eea 150 
Pro Lys Gly Arg Leu Arg Arg Arg Arg Xaa Xaa Xaa Pro Xaa Thr Pro 

25 30 35 

gtc ggt get ccg rgg agg yea cct gae gag gag gta tkt gag gag eag 198 
Val Gly Ala Pro Xaa Arg Xaa Pro Asp Glu Glu Val Xaa Glu Glu Gin 

40 45 50 

ege tgt gag gag gaa ste tte eee ctg gcc atg aae tac ctg gat ege 246 
Arg Cys Glu Glu Glu Xaa Phe Pro Leu Ala Met Asn Tyr Leu Asp Arg 
55 60 65 70 

^ tac ctg tct tgc gtc ccc ace cga aag gcg eag ttg eag etc ctg ggt 294 
^ Tyr Leu Ser Cys Val Pro Thr Arg Lys Ala Gin Leu Gin Leu Leu Gly 
;4J 75 80 85 

gcg gtc tgc atg ctg ctg gcc tee aag etg cgc gag acc aeg ccc ctg 342 
H Ala Val Cys Met Leu Leu Ala Ser Lys Leu Arg Glu Thr Thr Pro Leu 
y 90 95 100 

jujj ace ate gaa aaa etg tge ate tac acc gae cac 375 
i,g Thr lie Glu Lys Leu Cys lie Tyr Thr Asp His 
105 110 

<210> 1753 
<211> 491 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 313 . .489 



<400> 1753 

aaaetcagaa gagtccegga gctcaaggat cagagtaaca caatttteae tttttetgtc 
tttatgtaag aagaaactgc ttagatgacg gggcctcctt cttcaaacag gaatttctgt 
tagcaatatg ttagcaagag agggcactec eaggeccetg cceeeakgcc etecccaggc 
gatggaeaat tatgatagct tatgtagctg aatgtgatae atgeegaatg eeacacgtaa 
acaettgact ataaaaaetg eccccctcet ttceaaataa gtgcatttat tgcctetatg 
tgeaaetgac ag atg ace gca ata atg aat gag cag tta gaa ata cat tat 
Met Thr Ala lie Met Asn Glu Gin Leu Glu lie His Tyr 
15 10 
get nga sat gnc tya acc tnt tsm caa atg cmt tct gtt tkc caa agg 
Ala Xaa Xaa Xaa Xaa Thr Xaa Xaa Gin Met Xaa Ser Val Xaa Gin Arg 

15 20 25 

agt ggt caa gcc ett gcc cag age tct eta tte tgg aag age ggt cca 
Ser Gly Gin Ala Leu Ala Gin Ser Ser Leu Phe Trp Lys Ser Gly Pro 
30 35 40 45 

ggt ggg gee ggg cac tgg cca etg aat tat gcc agg gcg cae tt 



60 
120 
180 
240 
300 
351 



399 



447 



491 



1171 



Gly Gly Ala Gly His Trp Pro Leu Asn Tyr Ala Arg Ala His 
50 55 

<210> 1754 

<211> 472 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 309. .470 



yJ 



ru 



<400> 1754 

atacaaccgt ggagccaggg caagggagag acagaaggag caagtgaccc agggcagaca 
aacacttgga gatacttggg gctgagtttg agcaagactc cctaacctgt gtctggacaa 
gtctgatgtc ctgtgtggcc caagaagaac tgaccccgtg tctggagctc ccaccgttat 
tgcatccctg ctgtggctca cctgctgctg tctccaggag cccctgagaa satttgcttc 
ctctcccctg ctaagctcca ggtcctgaga ttgaattagg ggctggagct cactgcactc 
cagcagtc atg gga ccc agg ata ggg cca gcg ggt gag gta mcc cag gta 

Met Gly Pro Arg lie Gly Pro Ala Gly Glu Val Xaa Gin Val 

15 10 
cca gac aag gaa acc aaa gcc acn ntg ggc aca gaa aac aca ctg gag 
Pro Asp Lys Glu Thr Lys Ala Thr Xaa Gly Thr Glu Asn Thr Leu Glu 
15 20 25 30 

gca aag cca gcc cag acc etc agg acg tgc ggc aag tgt gtt cca tac 
Ala Lys Pro Ala Gin Thr Leu Arg Thr Cys Gly Lys Cys Val Pro Tyr 

35 40 45 

ate aag ctg ttc gtt ctg tgc aca gc 
lie Lys Leu Phe Val Leu Cys Thr 
50 



60 
120 
180 
240 
300 
350 



398 



446 



472 



<210> 1755 
<211> 273 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 76 . .273 



<400> 1755 

aagcaccctt cagcagttcc acacactcgc ttctggaacg tctgagatta tcaataagct 60 
cctagtccag acgcc atg ggt cat ttc aca gag gag gac aag get act ate 111 
Met Gly His Phe Thr Glu Glu Asp Lys Ala Thr lie 
15 10 
aca age ctg tgg ggc aag gtg aat gtg gaa gat get gga gga gtt cag 159 
Thr Ser Leu Trp Gly Lys Val Asn Val Glu Asp Ala Gly Gly Val Gin 

15 20 25 

gea gtg aag gga tta atg cag cca tac cat cca eta tgc aca caa aat 207 
Ala Val Lys Gly Leu Met Gin Pro Tyr His Pro Leu Cys Thr Gin Asn 

30 35 40 

caa ega agt ett tat ggg tta aca get gag cat ggg caa agg gga gea 255 
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Gin Arg Ser Leu Tyr Gly Leu Thr Ala Glu His Gly Gin Arg Gly Ala 
45 50 55 60 

gag gcc aaa gca eta agg 2 73 

Glu Ala Lys Ala Leu Arg 
65 

<210> 1756 

<211> 454 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 92 . . 454 



<400> 1756 

agggctgggc ataaaagtca gggcagagcc atctattgct tacatttgct tctgacacaa 60 
ctgtgttcac tagcaacctc aaacagacac c atg gtg cac ctg act cct gag 112 

^ Met Val His Leu Thr Pro Glu 

yi 15 

gag aag tct gcc gtt act gcc ctg tgg ggc aag gtg aac gtg gat gaa 160 

*^ Glu Lys Ser Ala Val Thr Ala Leu Trp Gly Lys Val Asn Val Asp Glu 

U 10 15 20 

gtt ggt ggt gag gcc ctg ggc agg ctg ctg gtg gtc tac cct tgg acc 2 08 

Val Gly Gly Glu Ala Leu Gly Arg Leu . Leu Val Val Tyr Pro Trp Thr 

5 25 30 35 

^ cag agg ttc ttt gag tec ttt ggg gat ctg tec act cct gat get gtt 256 

Gin Arg Phe Phe Glu Ser Phe Gly Asp Leu Ser Thr Pro Asp Ala Val 
40 45 50 55 

atg ggc aae eet aag gtg aag get eat ggc aag aaa gtg etc ggt gcc 304 
Met Gly Asn Pro Lys Val Lys Ala His Gly Lys Lys Val Leu Gly Ala 

60 65 70 

ttt agt gat ggc ctg get cac ctg gae aac etc aag ggc ace ttt gee 352 
Phe Ser Asp Gly Leu Ala His Leu Asp Asn Leu Lys Gly Thr Phe Ala 

75 80 85 

aca ctg agt gag ctg cac tgt gac aag ctg cac gtg gat eet gag aae 400 
Thr Leu Ser Glu Leu His Cys Asp Lys Leu His Val Asp Pro Glu Asn 

90 95 100 

tte agg etc ctg ggc aac gtg ctg gte tgt gtg etg gcc cat cac ttt 448 
Phe Arg Leu Leu Gly Asn Val Leu Val Cys Val Leu Ala His His Phe 

105 110 115 

ggc aaa 4 54 

Gly Lys 
120 

<210> 1757 
<211> 241 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 77 . . 241 



B y 
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<400> 1757 

ctatattcta actgtagccc ttcctgtgtt cctggttatc ctcttctgct gttctggaaa 60 
gaaacagacc agtggt atg gag tat aag aaa act gat gca cct caa ccg gat 112 
Met Glu Tyr Lys Lys Thr Asp Ala Pro Gin Pro Asp 
15 10 
gtg aag gaa gag gaa gaa gag aag gaa gag gaa aag gac aag gga gat 160 
Val Lys Glu Glu Glu Glu Glu Lys Glu Glu Glu Lys Asp Lys Gly Asp 

15 20 25 

gag gag gag gaa gga gaa gag aaa ctt gaa gag aaa cag aaa agt gat 2 08 

Glu Glu Glu Glu Gly Glu Glu Lys Leu Glu Glu Lys Gin Lys Ser Asp 

30 35 40 

get gaa gaa gat ggt ggc act gtc agt caa gag 241 
Ala Glu Glu Asp Gly Gly Thr Val Ser Gin Glu 
45 50 55 

<210> 1758 

<211> 225 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 60. .224 



<400> 1758 

attcggtcat ctacaagaag ttccaacttg gctgtgctat aggccacaat gaaacagca 59 
atg gag agt gaa get etc gtg gga etc ccc age caa gga etc aac age 107 
Met Glu Ser Glu Ala Leu Val Gly Leu Pro Ser Gin Gly Leu Asn Ser 
15 10 15 

age tgt gag gee cag atg ttc aca gtt gac tea cag atg tec tac aca 155 
Ser Cys Glu Ala Gin Met Phe Thr Val Asp Ser Gin Met Ser Tyr Thr 

20 25 30 

gtg eee att atg get ttt get ttt gtc tgc eac cct gag gtg ctg ccc 203 
Val Pro lie Met Ala Phe Ala Phe Val Cys His Pro Glu Val Leu Pro 

35 40 45 

ate tat aeg gag etc tgc egg c 225 
lie Tyr Thr Glu Leu Cys Arg 
50 55 

<210> 1759 

<211> 396 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 66 . . 395 



<400> 1759 

gagcctgggt agcggcgega gggcegggag aaccgttcge ggaggaaagg egaactagtg 60 
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mi 

2 w 



ttggg atg gcc acc aac tgg ggg age etc ttg cag gat aaa cag eag eta 
Met Ala Thr Asn Trp Gly Ser Leu Leu Gin Asp Lys Gin Gin Leu 
15 10 15 

gag gag ctg gca egg eag gee gtg gae egg gee etg get gag gga gta 
Glu Glu Leu Ala Arg Gin Ala Val Asp Arg Ala Leu Ala Glu Gly Val 

20 25 30 

ttg etg agg ace tea eag gag eec act tec teg gag gtg gtg age tat 
Leu Leu Arg Thr Ser Gin Glu Pro Thr Ser Ser Glu Val Val Ser Tyr 

35 40 45 

gcc cca ttc acg etc ttc ccc tea ctg gte ccc agt gee ctg etg gag 
Ala Pro Phe Thr Leu Phe Pro Ser Leu Val Pro Ser Ala Leu Leu Glu 

50 55 60 

caa gee tat get gtg cag atg gae ttc aac etg eta gtg gat get gte 
Gin Ala Tyr Ala Val Gin Met Asp Phe Asn Leu Leu Val Asp Ala Val 

65 70 75 

age eag aac get gcc ttc etg gag caa act ett tee age acc ate aaa 
Ser Gin Asn Ala Ala Phe Leu Glu Gin Thr Leu Ser Ser Thr lie Lys 
80 85 90 95 

cag gat gae ttt acc get cgt etc ttt gae ate cac aag caa gte e 
Gin Asp Asp Phe Thr Ala Arg Leu Phe Asp He His Lys Gin Val 
100 105 110 

<210> 1760 
<211> 434 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 213 . -434 



<400> 1760 

agcagteagc ecagggctet cggatgcagg gageetgggc 
teggaaggag etgaggaaga agaeagaetg aaggagettg 
ceggaeecag eagcaagcag gaegggegge gctetgetae 
agcecaagcc ctgaagtcac tgcteatccg ga atg gaa 

Met Glu 
1 

tac eca gee tee agg geg gcc ttg gtg gca cag 
Tyr Pro Ala Ser Arg Ala Ala Leu Val Ala Gin 



10 



15 



eag cag ggg ace ccg cac agg gtg ttt gag gtg 
Gin Gin Gly Thr Pro His Arg Val Phe Glu Val 



25 



30 



gee age atg gag gat att cca gga aga ggr eat 
Ala Ser Met Glu Asp He Pro Gly Arg Gly His 
40 45 50 

ttt get gtt gaa gaa att ata caa aaa caa gtt 
Phe Ala Val Glu Glu He He Gin Lys Gin Val 
60 65 

get gaa gta 
Ala Glu Val 



ecaaacagea gettccggag 
cgacttttec gecteggcaa 
tggtccegtt aagecagagt 
ate ccg ccg ace aac 
He Pro Pro Thr Asn 
5 

aac tae ate aac tac 
Asn Tyr He Asn Tyr 
20 

cag aag gte aaa caa 
Gin Lys Val Lys Gin 
35 

aag tat cac ctt aaa 
Lys Tyr His Leu Lys 
55 

aag gtg aac tgc aea 
Lys Val Asn Cys Thr 
70 



110 



158 



206 



254 



302 



350 



396 



60 
120 
180 
233 



281 



329 



377 



425 



434 
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# 



<210> 1761 

<211> 433 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 57 . .431 



203 



<400> 1761 

aacaccctgc agcgtttgaa atctgagggg aaaagactgt agtcagccct tagtgg atg 59 

Met 
1 

aga gcg cct atg etc cag aaa cag cag get ccc agg atg gac ace ceg 107 

Arg Ala Pro Met Leu Gin Lys Gin Gin Ala Pro Arg Met Asp Thr Pro 
5 10 15 

ccc cct gaa gaa cgc tta gag aag caa aat gaa aaa ctg aac aac cag 155 
^ Pro Pro Glu Glu Arg Leu Glu Lys Gin Asn Glu Lys Leu Asn Asn Gin 
^ 20 25 30 

yi gaa gag gag acg gag ttt aag gaa ctg gac ggt ctg agg gaa gee ttg 
^ Glu Glu Glu Thr Glu Phe Lys Glu Leu Asp Gly Leu Arg Glu Ala Leu 
M 35 40 45 

■iy gca aac etc egg gga ctg tea gag gag gag agg age gag aag get atg 251 

Ala Asn Leu Arg Gly Leu Ser Glu Glu Glu Arg Ser Glu Lys Ala Met 
.fi 50 55 60 65 

i,n ctt cgc tec cgc att gaa gag cag tec cag etc ate tge ate ctg aag 299 

Leu Arg Ser Arg lie Glu Glu Gin Ser Gin Leu lie Cys lie Leu Lys 
.Ir. 70 75 80 

^ egg agg tea gat gag gee ctg gag cgc tge cag ate eta gag ctg etc 347 

Arg Arg Ser Asp Glu Ala Leu Glu Arg Cys Gin lie Leu Glu Leu Leu 
fU 85 90 95 

4= aat gca gag ctg gag gag aag atg atg cag gag get gag aag etc aag 3 95 

O Asn Ala Glu Leu Glu Glu Lys Met Met Gin Glu Ala Glu Lys Leu Lys 
n 100 105 110 

Vila* 

gee cag ggt gag tnc agt egg aaa etw gag gaa cgc tt 433 

Ala Gin Gly Glu Xaa Ser Arg Lys Leu Glu Glu Arg 
115 120 125 

<210> 1762 

<211> 458 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 60 . .458 



<400> 1762 

agageaaggc gnaagtctgg aggacgetga ggggcggagg egggagagge gagctcgcg 5 9 

atg agt ggt etc ggc agg etc ttc ggg aag ggg aag aag gag aaa ggg 107 
Met Ser Gly Leu Gly Arg Leu Phe Gly Lys Gly Lys Lys Glu Lys Gly 
15 10 15 
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cca acc cct gaa gaa gca ata cag aaa ctg aag gag aca gag aag at a 155 
Pro Thr Pro Glu Glu Ala lie Gin Lys Leu Lys Glu Thr Glu Lys lie 

20 25 30 

ctg ate aag aaa cag gaa ttt ttg gag cag aag att caa cag gag eta 203 
Leu lie Lys Lys Gin Glu Phe Leu Glu Gin Lys lie Gin Gin Glu Leu 

35 40 45 

caa aca gcc aag aag tat ggg acc aag aat aag aga get gcc eta eag 251 
Gin Thr Ala Lys Lys Tyr Gly Thr Lys Asn Lys Arg Ala Ala Leu Gin 

50 55 60 

get ttg egg agg aag aaa aga tte gaa cag cag ctg gea caa act gac 2 99 

Ala Leu Arg Arg Lys Lys Arg Phe Glu Gin Gin Leu Ala Gin Thr Asp 
65 70 75 80 

ggg aca tta tee acc ctg gag ttt cag cgt gag gcc att gag aat gcc 347 
Gly Thr Leu Ser Thr Leu Glu Phe Gin Arg Glu Ala lie Glu Asn Ala 

85 90 95 

aet acc aat gea gaa gte ett cgt ace atg gag ctt get gcc caa age 395 
Thr Thr Asn Ala Glu Val Leu Arg Thr Met Glu Leu Ala Ala Gin Ser 

100 105 110 

atg aag aag gee tac eag gae atg gae att gac aag gta gat gaa ctg 443 
Met Lys Lys Ala Tyr Gin Asp Met Asp lie Asp Lys Val Asp Glu Leu 

115 120 125 

atg act gac ateaeg 458 
Met Thr Asp lie Thr 
130 

<210> 1763 



<211> 247 
<212> DNA 



<213> Homo sapiens 

<220> 

<221> CDS 

<222> 50 . . 247 



<400> 1763 

agatcttteg tggttetgtc agggagaccc ttaggcactc eggactaag atg gcg gcg 58 

Met Ala Ala 
1 

aeg gee agg egg ggc tgg gga get gcg get gtt gee gcc ggg ctg cge 106 
Thr Ala Arg Arg Gly Trp Gly Ala Ala Ala Val Ala Ala Gly Leu Arg 

5 10 15 

^99 egg tte tgt cat aag ttg aag aat cca tac acc att aag aaa eag 154 
Arg Arg Phe Cys His Lys Leu Lys Asn Pro Tyr Thr lie Lys Lys Gin 
20 25 30 35 

cct ctg cat eag ttt gta caa aga cca ctt tte cca eta cct gea gee 202 
Pro Leu His Gin Phe Val Gin Arg Pro Leu Phe Pro Leu Pro Ala Ala 

40 45 50 

ttt tat eac cca gtg aga tac atg ttt att caa aca caa gat acc 247 
Phe Tyr His Pro Val Arg Tyr Met Phe lie Gin Thr Gin Asp Thr 
55 60 65 

<210> 1764 
<211> 320 



1177 




260 



308 



<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 99. .320 



<400> 1764 

actgccactc ccgctctctc agcgccgccg tcgccaccgc caccgccacc gccactacca 60 
ccgtctgagt ctgcagtccc gaggagatcc cagccatc atg tec ata gag aag ate 116 

Met Ser lie Glu Lys lie 
1 5 

tgg gcc egg gag ate etg gac tec cge ggg aac eec aca gtg gag gtg 164 
Trp Ala Arg Glu lie Leu Asp Ser Arg Gly Asn Pro Thr Val Glu Val 

10 15 20 

gat etc tat act gee aaa ggt ctt ttc egg get gea gtg eec agt gga 212 
Asp Leu Tyr Thr Ala Lys Gly Leu Phe. Arg Ala Ala Val Pro Ser Gly 

25 30 35 

gee tet acg ggc ate tat gag gee etg gag etg agg gat gga gac aaa 
Ala Ser Thr Gly lie Tyr Glu Ala Leu Glu Leu Arg Asp Gly Asp Lys 

40 45 50 

eag cgt tac tta ggc aaa ggt gtc etg aag gea gtg gae eae ate aae 
Gin Arg Tyr Leu Gly Lys Gly Val Leu Lys Ala Val Asp His lie Asn 
55 60 65 70 

tec ace ate gcg 320 
Ser Thr He Ala 

<210> 1765 

<211> 253 

<212> DNA 

< 2 1 3 > Homo s ap i ens 

<220> 
<221> CDS 
<222> 34 . .252 



<400> 1765 

agtteetceg egtetaetgc gagtcaggce gtg atg gcg gae gcc tgg gaa gag 54 

Met Ala Asp Ala Trp Glu Glu 
1 5 

att agg egg ttg gcg gcc gac ttc cag egg gcg eag ttc gcc gag gcc 102 
He Arg Arg Leu Ala Ala Asp Phe Gin Arg Ala Gin Phe Ala Glu Ala 

10 15 20 

acg cag agg ttg tee gag egg aac tgc att gag att gtt aat aaa ttg 150 
Thr Gin Arg Leu Ser Glu Arg Asn Cys He Glu He Val Asn Lys Leu 

25 30 35 

att get eag aaa cag eta gaa gta gtt eat aca etc gat gga aag gaa 198 
He Ala Gin Lys Gin Leu Glu Val Val His Thr Leu Asp Gly Lys Glu 
40 45 50 55 

tat att act cea gcc caa att agt aaa gaa atg aga gat gag eta eat 246 
Tyr He Thr Pro Ala Gin He Ser Lys Glu Met Arg Asp Glu Leu His 
60 65 70 
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gtc cga g 253 
Val Arg 

<210> 1766 

<211> 468 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 49. .468 



<400> 1766 

tttttccggt cttactcacg ttgcggcctt cctcgcgtca cagccggg atg aag ccg 57 

Met Lys Pro 
1 

ate eta ctg cag gge cat gag egg tec att acg cag att aag tat aac 105 
He Leu Leu Gin Gly His Glu Arg Ser He Thr Gin He Lys Tyr Asn 

5 10 15 

cgc gaa gga gac cte etc ttt act gtg gee aag gac cct ate gtc aat 153 
M] Arg Glu Gly Asp Leu Leu Phe Thr Val Ala Lys Asp Pro He Val Asn 
La: 20 25 30 35 

1^1 gta tgg tae tet gtg aat ggt gag agg ctg gge acc tac atg ggc eat 201 
% Val Trp Tyr Ser Val Asn Gly Glu Arg Leu Gly Thr Tyr Met Gly His 
""^ 40 45 50 

^■^ acc gga get gtg tgg tgt gtg gae get gac tgg gac ace aag cat gtc 249 
Thr Gly Ala Val Trp Cys Val Asp Ala Asp Trp Asp Thr Lys His Val 
55 60 65 

O etc act ggc tea get gac aac age tgt cgt etc tgg gae tgt gaa aea 297 
fy Leu Thr Gly Ser Ala Asp Asn Ser Cys Arg Leu Trp Asp Cys Glu Thr 
fu 70 75 80 

gga aag cag ctg gee ctt etc aag acc aat teg get gtc egg ace tgc 345 
Gly Lys Gin Leu Ala Leu Leu Lys Thr Asn Ser Ala Val Arg Thr Cys 
S 85 90 95 

'''^ ggt ttt gac ttt ggg ggc aac ate ate atg ttc tec acg gac aag cag 393 
Gly Phe Asp Phe Gly Gly Asn He He Met Phe Ser Thr Asp Lys Gin 
100 105 110 115 

atg ggc tac cag tgc ttt gtg age ttt ttt gac ctg egg gat ccg age 441 
Met Gly Tyr Gin Cys Phe Val Ser Phe Phe Asp Leu Arg Asp Pro Ser 

120 125 130 

cag att gac aac aat gag cec tac atg 468 
Gin He Asp Asn Asn Glu Pro Tyr Met 
135 140 

<210> 1767 
■<211> 350 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 109. .348 
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<400> 1767 

aacacagctc tgtcctgctc tgtgtctttc cctgctgctc tcaggtcccc tgcaggcctt 60 
ggcccctttc ctcatctgta gacacacttg agtagcccag gcacagcc atg gga gat 117 

Met Gly Asp 

1 

teg gag atg gca gtc ttt ggg get gee gee cec tae ctg ege aag tea 165 
Ser Glu Met Ala Val Phe Gly Ala Ala Ala Pro Tyr Leu Arg Lys Ser 

5 10 15 

gag aag gag egg eta gaa gcg cag aec agg cet ttt gac etc aag aag 213 
Glu Lys Glu Arg Leu Glu Ala Gin Thr Arg Pro Phe Asp Leu Lys Lys 
20 25 30 35 

gat gte ttc gtg eet gat gac aaa eag gag ttt gtc aag gee aag ate 261 
Asp Val Phe Val Pro Asp Asp Lys Gin Glu Phe Val Lys Ala Lys He 

40 45 50 

gtg tet ega gag ggt gge aaa gte act gee gag act gag tat gge aag 309 
Val Ser Arg Glu Gly Gly Lys Val Thr Ala Glu Thr Glu Tyr Gly Lys 

55 60 65 

aca gtg ace gtg aag gag gac cag gtg atg eag cag aac cc 350 
Thr Val Thr Val Lys Glu Asp Gin Val Met Gin Gin Asn 
70 75 80 

<210> 1768 
<211> 230 
<212> DNA 

<213> Homo sapiens 



^-^ <220> 



<221> CDS 
<222> 77. .229 



<400> 1768 

acagetctgt cctgetetgt gtetttccet getgetctea ggtcecetge agteeaegge 60 
tgtggageag attggc atg ttc ttg ggg aag gtg eag ggt cag gat aaa eat 112 
Met Phe Leu Gly Lys Val Gin Gly Gin Asp Lys His 
15 10 
gaa gaa tat ttt get gag aac tte gge gge cea gaa ggg gag ttc eac 160 
Glu Glu Tyr Phe Ala Glu Asn Phe Gly Gly Pro Glu Gly Glu Phe His 

15 20 25 

ttc tea gtc ccg cat gca gee gga gee tec aca gac ttc tet tea gee 208 
Phe Ser Val Pro His Ala Ala Gly Ala Ser Thr Asp Phe Ser Ser Ala 

30 35 40 

tee get cec gac cag tea gcg c 230 
Ser Ala Pro Asp Gin Ser Ala 
45 50 

<210> 1769 
<211> 427 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
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<222> 23 . . 427 



<400> 1769 

actgtgctct gcgagccgaa tc atg gat cac act gac aat gag tta caa ggc 52 

Met Asp His Thr Asp Asn Glu Leu Gin Gly 
15 10 
act aat agt tct gga tec ttg ggt ggt ctt gat gtt cgc aga cga att 100 
Thr Asn Ser Ser Gly Ser Leu Gly Gly Leu Asp Val Arg Arg Arg lie 

15 20 25 

cct ata aag etc ate tec aaa caa gca aac aaa gcg aaa cet gca ccg 148 
Pro lie Lys Leu lie Ser Lys Gin Ala Asn Lys Ala Lys Pro Ala Pro 

30 35 40 

cga act caa aga act ata aac agg atg cct gca aag get eca cct ggt 196 
Arg Thr Gin Arg Thr lie Asn Arg Met Pro Ala Lys Ala Pro Pro Gly 

45 50 55 

gat gaa gga ttt gat tat aat gaa gaa gaa egg tat gac tgt aaa ggg 244 
Asp Glu Gly Phe Asp Tyr Asn Glu Glu Glu Arg Tyr Asp Cys Lys Gly 

60 65 70 

99t gag ctg ttt gca aat cag cga aga ttt cct gga cac ctt ttt tgg 292 
•fl Gly Glu Leu Phe Ala Asn Gin Arg Arg Phe Pro Gly His Leu Phe Trp 
m 75 80 85 90 

gac ttt cag ata aac ate tta ggt gaa aag gat gat aca eca gtt cat 340 
yj Asp Phe Gin lie Asn lie Leu Gly Glu Lys Asp Asp Thr Pro Val His 

95 100 105 

^P. ttc tgt gac aag tgt gga ttg cct att aaa ate tat ggg aga atg att 388 
^ Phe Cys Asp Lys Cys Gly Leu Pro lie Lys lie Tyr Gly Arg Met lie 

110 115 120 

'1^ eca tgc aag eat gtt ttt tgc tat gac tgt get att tta 427 
IJ Pro Cys Lys His Val Phe Cys Tyr Asp Cys Ala lie Leu 
HJ 125 130 135 

3 z 
s'tf 

^ <210> 1770 

p <211> 348 

S <212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 62 . . 346 



<400> 1770 

gagttcgctg ctgtmemggt tcetctcgag tcggctccaa ctgccagccc gggttggegc 60 
c atg tac gcc gtg tac aaa cag gcg cat ccg ccc ace ggt ctg gag ttc 109 
Met Tyr Ala Val Tyr Lys Gin Ala His Pro Pro Thr Gly Leu Glu Phe 
15 10 15 

tec atg tac tgc aac ttc ttc aac aac age gag cgc aac ctg gta gtg 157 
Ser Met Tyr Cys Asn Phe Phe Asn Asn Ser Glu Arg Asn Leu Val Val 

20 25 30 

gcc ggg ace teg cag etc tac gtg tac cgc etc aac cgc gac gcc gag 205 
Ala Gly Thr Ser Gin Leu Tyr Val Tyr Arg Leu Asn Arg Asp Ala Glu 

35 40 45 

get ctg ace aag aat gac agg age aca gag ggg aag gcc cac egg gag 253 
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Ala Leu Thr Lys Asn Asp Arg Ser Thr Glu Gly Lys Ala His Arg Glu 

50 55 60 

aag etc gag ctt get gee tee ttc tee ttc ttt ggc aae gtc atg tec 301 
Lys Leu Glu Leu Ala Ala Ser Phe Ser Phe Phe Gly Asn Val Met Ser 
65 70 75 80 

atg gee age gtg cag etg gea gga gee aag egg gat gee etg ete et 348 
Met Ala Ser Val Gin Leu Ala Gly Ala Lys Arg Asp Ala Leu Leu 
85 90 95 



<210> 1771 
<211> 391 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 33 . .389 





<400> 1771 






























actcetgaee ccggaaggac teegcettet 


cc 


atg 


tea 


gac 


tgc 


tge 


tea 


geg 


m 




















Met 
1 


Ser 


Asp 


Cys 


Cys 
5 


Ser 


Ala 




eea 


ggc 


ate 


age 


tgg 


gaa 


get 


ggc 


gtg 


ggc 


agg 


eea 


get 


gta 


eyt 


ggc 




Pro 


Gly 


He 


Ser 


Trp 


Glu 


Ala 


Gly Val 


Gly Arg 


Pro 


Ala 


Val 


Xaa 


Gly 








10 










15 










20 










etg 


gag 


etc 


cag 


att 


aga 


aga 


gga 


gee 


atg 


tea 


gaa 


gaa 


aca 


gta 


agt 




Leu 


Glu 


Leu 


Gin 


He 


Arg 


Arg 


Gly 


Ala 


Met 


Ser 


Glu 


Glu 


Thr 


Val 


Ser 






25 










30 










35 












gaa 


tea 


cag 


ttt 


tee 


ttg 


aag 


aca 


gea 


geg 


eta 


aga 


gtg 


ttt 


gat 


ett 


m 

:: TT 


Glu 


Ser 


Gin 


Phe 


Ser 


Leu 


Lys 


Thr 


Ala 


Ala 


Leu 


Arg 


Val 


Phe 


Asp 


Leu 




40 










45 










50 










55 




ect 


etg 


act 


tgg 


tgn 


tat 


tct 


ete 


tec 


eag 


ate 


aaa 


ttt 


tct 


ceg 


ntg 




Pro 


Leu 


Thr 


Trp 


Xaa 


Tyr 


Ser 


Leu 


Ser 


Gin 


He 


Lys 


Phe 


Ser 


Pro 


Xaa 












60 










65 










70 






get 


aaa 


aag 


ttg 


ttt 


gtg 


gta 


act 


gea 


gtg 


agt 


get 


ata 


tct 


gta 


att 




Ala 


Lys 


Lys 


Leu 


Phe 


Val 


Val 


Thr 


Ala 


Val 


Ser 


Ala 


He 


Ser 


Val 


He 










75 










80 










85 








ttt 


etg 


get 


eat 


eac 


ttt 


aaa 


aga 


aaa 


egt 


gga 


aag 


aag 


aaa 


gga 


aaa 




Phe 


Leu 


Ala 


His 


His 


Phe 


Lys 


Arg 


Lys 


Arg 


Gly 


Lys 


Lys 


Lys 


Gly 


Lys 








90 










95 










100 










ata 


tta 


eea 


tgg 


gaa 


eca 


gag 


cae 


etc 


ata 


ctt 


gaa 


tac 


act 


aaa 


aga 




lie 


Leu 


Pro 


Trp 


Glu 


Pro 


Glu 


His 


Leu 


He 


Leu 


Glu 


Tyr 


Thr 


Lys 


Arg 






105 










110 










115 












ge 

































53 



101 



149 



197 



245 



293 



341 



389 



391 



<210> 1772 
<211> 442 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 110 . . 442 



1182 



<400> 1772 

actgctttat aagcaccagc tcaagaagga acctacagcc tcttggaaag gaatctcact 60 
aggggcttga ctgcgtgggt ctgtagcgct ttcactgtaa gaaagcaag atg cat ttt 118 

Met His Phe 
1 

aga aac ttt aac tac agt ttt age tec ctg att gcc tgt gtggcaaac 166 
Arg Asn Phe Asn Tyr Ser Phe Ser Ser Leu lie Ala Cys Val Ala Asn 

5 10 15 

agt gat ate ttc age gaa agt gaa acc agg gee aaa ttt gag tec etc 214 
Ser Asp lie Phe Ser Glu Ser Glu Thr Arg Ala Lys Phe Glu Ser Leu 
20 25 30 35 

ttt agg acg tat gac aag gac ate acc ttt cag tat ttt aag age ttc 2 62 

Phe Arg Thr Tyr Asp Lys Asp lie Thr Phe Gin Tyr Phe Lys Ser Phe 

40 45 50 

aaa cga gte aga ata aac ttc age aac ccc ttc tec gca gca gat gee 310 
Lys Arg Val Arg lie Asn Phe Ser Asn Pro Phe Ser Ala Ala Asp Ala 

55 60 65 

agg etc cag ctg eat aag act gag ttt ctg gga aag gaa atg aag tta 358 
Arg Leu Gin Leu His Lys Thr Glu Phe Leu Gly Lys Glu Met Lys Leu 

70 75 80 

tat ttt get cag acc tta cac ata gga age tea cac ctg get ccg cea 4 06 

Tyr Phe Ala Gin Thr Leu His lie Gly Ser Ser His Leu Ala Pro Pro 

85 90 95 

aat cea gac aag cag ttt ctg ate tec cet ccc gee 442 
Asn Pro Asp Lys Gin Phe Leu lie Ser Pro Pro Ala 
100 105 110 



4x1 <210> 1773 

fU <211> 448 

ify <212> DNA 

£ <213> Homo sapiens 

<220> 
<221> CDS 
<222> 251. .448 



<400> 1773 

aacaatcaya tagaacgcag aceagcccaa gctgacagct tgatatgcct tcttetgctg 60 
cctggttttg ggggetgtat gaegtaetgg teggtagtaa agaktaatat gtaagaaatg 120 
tggagctagg atcaagtcat actccaeagc etgcetggea aactatgttt tacttctgac 180 
tttgetetet cgetgagaac attaatctgt caagctggcg ggctectttg atageaaett 240 
tcccaggggc atg atg tgg caa tgc cac etc tea gee cag gac tac ege 289 
Met Met Trp Gin Cys His Leu Ser Ala Gin Asp Tyr Arg 
15 10 
tat tac ccc gtg gae gge tac tee ctg ctt aaa ege ttc cct ctt cat 337 
Tyr Tyr Pro Val Asp Gly Tyr Ser Leu Leu Lys Arg Phe Pro Leu His 

15 20 25 

cct ctt aca gga ccc aga tgc cct gtc caa aca gtg gga caa tgg ttg 385 
Pro Leu Thr Gly Pro Arg Cys Pro Val Gin Thr Val Gly Gin Trp Leu 
30 35 40 45 

gaa age att ggg eta cct cag tac gag aac cac ctg atg get aat gga 433 



1183 



Glu Ser lie Gly Leu Pro Gin Tyr Glu Asn His Leu Met Ala Asn Gly 

50 55 60 

ttt gac aat gtg cag 448 
Phe Asp Asn Val Gin 



65 

<210> 1774 

<211> 435 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 60 . . 434 



<400> 1774 

gttttcgccc gcttccgctc tctggccggg cttgggctgc gtggagaata ctttttgcg 59 

atg cct act gga gac ttt gat teg aag ccc agt tgg gcc gac cag gtg 107 

IJ Met Pro Thr Gly Asp Phe Asp Ser Lys Pro Ser Trp Ala Asp Gin Val 

%l 1 5 10 15 

In 9^9 gag gag ggg gag gac gac aaa tgt gtc acc age gag etc etc aag 155 

Glu Glu Glu Gly Glu Asp Asp Lys Cys Val Thr Ser Glu Leu Leu Lys 

m ^0 

ggg ate cct etg gcc aca ggt gac ace age cca gag cca gag eta etg 203 
Gly lie Pro Leu Ala Thr Gly Asp Thr Ser Pro Glu Pro Glu Leu Leu 

'% 35 40 45 

ccg gga get cca etg ccg cct ccc aag gag gtc ate aac gga aac ata 251 

^ Pro Gly Ala Pro Leu Pro Pro Pro Lys Glu Val lie Asn Gly Asn lie 

9 50 55 60 

fy aag aca gtg aca gag tac aag ata gat gag gat gge aag aag ttc aag 299 
fU Lys Thr Val Thr Glu Tyr Lys lie Asp Glu Asp Gly Lys Lys Phe Lys 
£ 65 70 75 80 

att gtc egc ace ttc agg att gag acc egg aag get tea aag get gtc 347 
lie Val Arg Thr Phe Arg lie Glu Thr Arg Lys Ala Ser Lys Ala Val 

85 90 95 

gca agg agg aag aac tgg aag aag ttc ggg act cag agt ttg rec ccc 3 95 

Ala Arg Arg Lys Asn Trp Lys Lys Phe Gly Thr Gin Ser Leu Xaa Pro 

100 105 110 

egg rec caa tgt gge cam eac cae tgt cag tgr ega tgt c 435 
Arg Xaa Gin Cys Gly Xaa His His Cys Gin Xaa Arg Cys 
115 120 125 

<210> 1775 
<211> 480 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 113 . .478 



<400> 1775 



1184 




gtgccanccg ggtctctcgc gcgassattt agtctgaggc gaasttcgga gcggccggta 60 
ctgttgaaag cgacaagtgg aggcgccgct ctagcggccg ggactctgaa ct atg gcg 118 

Met Ala 
1 

ata atg aag gaa gaa aac aca gga gcc gga gca gaa gca aag aga acc 166 
lie Met Lys Glu Glu Asn Thr Gly Ala Gly Ala Glu Ala Lys Arg Thr 

5 10 15 

aac ttc ttc tta aaa cag gga aga aga cat gaa tec arr gat aaa tec 214 
Asn Phe Phe Leu Lys Gin Gly Arg Arg His Glu Ser Xaa Asp Lys Ser 

20 25 30 

tct aag aaa cat aag tct gag gaa cat aat gac aaa gaa wnn tct tct 262 
Ser Lys Lys His Lys Ser Glu Glu His Asn Asp Lys Glu Xaa Ser Ser 
35 40 45 50 

gat aaa gga aga gag cga eta aat tea tct gaa aat ggt gag gac agg 310 
Asp Lys Gly Arg Glu Arg Leu Asn Ser Ser Glu Asn Gly Glu Asp Arg 

55 60 65 

cae aaa cgc aaa gaa aga aag tea tea aga ggc aga agt cac tea aga 358 
His Lys Arg Lys Glu Arg Lys Ser Ser Arg Gly Arg Ser His Ser Arg 

70 75 80 

tct agg tct cgt gaa aga cgc cat cgt agt aga age agg gag egg aag 406 
Ser Arg Ser Arg Glu Arg Arg His Arg Ser Arg Ser Arg Glu Arg Lys 

85 90 95 

aag tct cga tec agg agt agg gag egg aag aaa teg aga tec aga age 454 
yj Lys Ser Arg Ser Arg Ser Arg Glu Arg Lys Lys Ser Arg Ser Arg Ser 
^ 100 105 110 

■J. aga gag agg aag aaa teg aga tec ag 4 80 

Arg Glu Arg Lys Lys Ser Arg Ser 
115 120 





<210> 


1776 


.■=a i; 


<211> 


216 


= y 


<212> 


DNA 




<213> 


Homo 


GO 


<220> 
<221> 


CDS 



<222> 3 . .215 



<400> 1776 

gg atg tgt gtg gtg gcg gcg gee gaa gag ctt gtg tgc gga stg aga 47 
Met Cys Val Val Ala Ala Ala Glu Glu Leu Val Cys Gly Xaa Arg 
15 10 15 

ggc eta tgg atg agg agg aeg egg egg ccc egg ttt gtt etc atg aac 95 
Gly Leu Trp Met Arg Arg Thr Arg Arg Pro Arg Phe Val Leu Met Asn 

20 25 30 

aag atg gat gac etc aac ctg cac tac egg ttt ctg aat tgg cgc egg 143 
Lys Met Asp Asp Leu Asn Leu His Tyr Arg Phe Leu Asn Trp Arg Arg 

35 40 45 

egg ate egg gag att cga gag gte cga get ttc cga tat cag gag agg 191 
Arg lie Arg Glu lie Arg Glu Val Arg Ala Phe Arg Tyr Gin Glu Arg 

50 55 60 

ttc aaa cat ate ctt gta gat gga g 216 
Phe Lys His lie Leu Val Asp Gly 



1185 



65 70 

<210> 1777 
<211> 285 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 115 . .285 



i?3 ; 



<400> 1777 

acatcctgtc tctgtgtgtg gagctggctg gaatctctca gcctcacctg ccagacaaca 60 
ccccctcctt cctcaccctg tctcctgcat tctcctgaaa ccttcatcca caca atg 117 

Met 
1 

cct ccc aac etc act ggc tac tac cgc ttt gtc teg cag aag aac atg 165 
Pro Pro Asn Leu Thr Gly Tyr Tyr Arg Phe Val Ser Gin Lys Asn Met 

5 10 15 

gag gac tac ctg caa gcc eta aac ate age ttg get gtg egg aag ate 213 
Glu Asp Tyr Leu Gin Ala Leu Asn lie Ser Leu Ala Val Arg Lys lie 

20 25 30 

geg ctg ctg etg aag ceg gac aag gag ate gaa cac eag ggc aae eac 261 
Ala Leu Leu Leu Lys Pro Asp Lys Glu lie Glu His Gin Gly Asn His 

35 40 45 

atg acg gtg agg aeg etc age ace 285 
Met Thr Val Arg Thr Leu Ser Thr 
50 55 



HJ <210> 1778 

<211> 563 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 138. .563 



<400> 1778 

atatcagctt atggegeegg tcgctgattg getggeegct ecagcetcce ggcccgettg 60 
etggctgccc agetgetagg acagtttgca gagcagtggc gtgcggasgg eggcggaeca 12 0 
ectceagggg etaagtg atg gat ett gta etc cgt gtt gea gat tac tat 170 

Met Asp Leu Val Leu Arg Val Ala Asp Tyr Tyr 
15 10 
ttt ttt aca cca tac gtg tat cca gee aca tgg cca gaa gat gac ate 218 
Phe Phe Thr Pro Tyr Val Tyr Pro Ala Thr Trp Pro Glu Asp Asp lie 

15 20 25 

tte cga caa get att agt ctt ctg att gta aca aat gtt ggt get tac 266 
Phe Arg Gin Ala lie Ser Leu Leu lie Val Thr Asn Val Gly Ala Tyr 

30 35 40 

ate ctt tat tte tte tgt gca aca ctg age tat tat ttt gtc tte gat 314 
lie Leu Tyr Phe Phe Cys Ala Thr Leu Ser Tyr Tyr Phe Val Phe Asp 



1186 




•sacs. 



45 50 55 

cat gca tta atg aaa cat cca caa ttt tta aag aat caa gtc cgt cga 362 
His Ala Leu Met Lys His Pro Gin Phe Leu Lys Asn Gin Val Arg Arg 
60 65 70 75 

gag att aag ttt act gtc cag gca ttg cca tgg ata agt att ctt act 410 
Glu lie Lys Phe Thr Val Gin Ala Leu Pro Trp lie Ser lie Leu Thr 

80 85 90 

gtt gca ctg ttc ttg ctg gag ata aga ggt tac age aaa tta cat gat 458 
Val Ala Leu Phe Leu Leu Glu lie Arg Gly Tyr Ser Lys Leu His Asp 

95 100 105 

gac eta gga gag ttt cca tat gga ttg ttt gaa ctt gtc gtt agt ata 506 
Asp Leu Gly Glu Phe Pro Tyr Gly Leu Phe Glu Leu Val Val Ser lie 

110 115 120 

ata ctt tec tct ttt tea ctg aca tgt tea tct act gga ttc aca gag 554 
lie Leu Ser Ser Phe Ser Leu Thr Cys Ser Ser Thr Gly Phe Thr Glu 

125 130 135 

gee ttc ate 563 
Ala Phe lie 
140 





<210> 


1779 




y E 


<211> 


368 






<212> 


DNA 






<213> 


Homo 


sapiens 












<220> 








<221> 


CDS 






<222> 


131 . 


367 



Ify <400> 1779 

PJ gtccccgccc cgttcctctt tctcttttta actccttccc tctttgegga ttetagaacg 60 
gaacettttt ttaattcttc ccagtagaaa cgtaggaaca atttcgtgaa cgeaatccgg 120 
agtgcccaac atg gcg gcg gcc gta agg tgc atg ggt aga gcc ttg ata 169 
Met Ala Ala Ala Val Arg Cys Met Gly Arg Ala Leu He 
15 10 
cat cat caa agg cat age ctt tec aag atg gtt tat cag aca tea ctt 217 
His His Gin Arg His Ser Leu Ser Lys Met Val Tyr Gin Thr Ser Leu 

15 20 25 

tgt tct tgt tct gta aac ate cga gtg ccc aac aga cat ttt get get 265 
Cys Ser Cys Ser Val Asn He Arg Val Pro Asn Arg His Phe Ala Ala 
30 35 40 45 

get aca aag tct gca aag aaa aca aaa aaa ggt get aaa gaa aaa aca 313 
Ala Thr Lys Ser Ala Lys Lys Thr Lys Lys Gly Ala Lys Glu Lys Thr 

50 55 60 

cca gat gag aaa aaa gat gaa ata gaa aaa ata aaa gca tat ccc tat 361 
Pro Asp Glu Lys Lys Asp Glu He Glu Lys He Lys Ala Tyr Pro Tyr 

65 70 75 

atg gaa g 368 
Met Glu 

<210> 1780 
<211> 316 
<212> DNA 
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ry 



<213> Homo sapiens 

<220> 

<221> CDS 

<222> 164 - .316 



<400> 1780 

gaaaagtgsn kccgttttga aatgcaagat ggcggcggcg tggcgctgag aggcgcggcg 60 
gcccctgcag gagaagacag actgctgctt tggacctgtt ggtaatgatg gcctgagcta 12 0 
aacatctaac tagaagggat acccttccat ttcaaagaac aga atg eta agg aag 175 

Met Leu Arg Lys 

1 

ctg tgg caa ctg cct aaa acg ttg aag gag aat caa ttc ttc aac tea 22 3 

Leu Trp Gin Leu Pro Lys Thr Leu Lys Glu Asn Gin Phe Phe Asn Ser 

5 10 15 20 

aga tgt ctg att tae tgt gaa ttt gee caa tct ttg atg aca ttg aaa 271 

Arg Cys Leu lie Tyr Cys Glu Phe Ala Gin Ser Leu Met Thr Leu Lys 

25 30 35 

acg ttt tgg gge ata eae act caa aaa gca gga tec aat acc caa 316 
Thr Phe Trp Gly lie His Thr Gin Lys Ala Gly Ser Asn Thr Gin 
40 45 50 

<210> 1781 
<211> 419 
<212> DNA 

<2 13 > Homo sapiens 



^ <220> 

13 <221> CDS 

IfU <222> 195. .419 



<400> 1781 

ggagtcgccg atcccgccgg aagcgceagg acaatgggga cccgggacga egagtaegac 60 
tacctattca aaggtaetac cgtggtgcag tgggcgcect gctggtgtae gaeatcgeca 120 
agcacctgae etatgagaac gtggagcgct ggctgaagga gctgcgggac cacgcagaca 180 
gcaacatcgt eatc atg ctg gtg ggc aac aag agt gac ctg cgc cac ctg 230 

Met Leu Val Gly Asn Lys Ser Asp Leu Arg His Leu 

15 10 
egg get gtg ccc act gae gag gee cgc gee ttc gca gaa aag aac aac 278 
Arg Ala Val Pro Thr Asp Glu Ala Arg Ala Phe Ala Glu Lys Asn Asn 

15 20 25 

ntg tec ttc ate gag acc tea gee ttg gat tec act aac gta gag gaa 326 
Xaa Ser Phe lie Glu Thr Ser Ala Leu Asp Ser Thr Asn Val Glu Glu 

30 35 40 

gca ttc aag gng ate etc aca gag ate tae cgc ate gtg tea cag aaa 374 
Ala Phe Lys Xaa lie Leu Thr Glu lie Tyr Arg lie Val Ser Gin Lys 
45 50 55 60 

cag ate gca gae cgc get gee cac gac gag tec ecg ggg aac aac 419 
Gin lie Ala Asp Arg Ala Ala His Asp Glu Ser Pro Gly Asn Asn 

65 70 75 

<210> 1782 
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<211> 615 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 34 . . 615 



<400> 1782 

ggagtcgccg atcccgccgg aagcgccagg aca atg ggg acc egg gac gac gag 

Met Gly Thr Arg Asp Asp Glu 
1 5 





tac 


gac 


tac 


eta 


ttc 


aaa 


gtg 


gtg 


etc 


ate 


ggg 


gac 


tea 


ggc 


gtg 


ggc 


102 




Tyr 


Asp 


Tyr 
J. u 


Leu 


Fne 


Lys 


V d -L 


V d J. 


Leu 


He 


Gly 


Asp 


Ser 
20 


Gly 


Val 


Gly 






aag 


age 


aac 


ctg 


ctg 


teg 


cgc 


ttc 


ace 


cgc 


aae 


gag 


ttc 


aae 


ctg 


gag 


150 




Lys 


Ser 
2 5 


Asn 


Leu 


Leu 


Ser 


Arg 
^ u 




Thr 


Arg 


Asn 


Glu 
35 


Phe 


As n 


Leu 


Glu 






age 


aag 


age 


acc 


ate 


ggc 


gtg 


gag 


ttc 


gee 


ace 


cgc 


age 


ate 


cag 


gtg 


198 


?^ 


Ser 


Lys 


Ser 


rp Vi V- 

i nr 


1 ±e 


vjxy 


V a ± 




Phe 


Ala 


Thr 


Arg 


Ser 


He 


Gin 


Val 




T. 


4 U 




















50 










55 






gac 


ggc 


aag 


acc 


ate 


aag 


geg 


cag 


ate 


tgg 


gac 


aee 


get 


ggc 


cag 


gag 


246 




Asp 


Cjiy 


Lys 


Thr 


± ± tr 


Lys 






He 


Trp 


Asp 


Thr 


Ala 


Glv 


Gin 


Glu 
























65 










70 








cgc 


tae 


cgc 


gee 


ate 


ace 


tee 


geg 


tae 


tae 


egt 


ggt 


gea 


gtg 


ggc 


gee 


294 




Arg 


Tyr 


Arg 


Ala 


He 


Thr 


Ser 


Ala 


Tyr Tyr Arg Gly 


Ala 


Val 


Gly Ala 












75 










80 










85 










ctg 


ctg 


gtg 


tac 


gac 


ate 


gee 


aag 


cae 


ctg 


ace 


tat 


gag 


aae 


gtg 


gag 


342 


b 


Leu 


Leu 


Val 


Tyr 


Asp 


He 


Ala 


Lys 


His 


Leu 


Thr 


Tyr 


Glu 


Asn 


Val 


Glu 










90 










95 










100 










lU 


cgc 


tgg 


ctg 


aag 


gag 


ctg 


egg 


gae 


cac 


gea 


gae 


age 


aac 


ate 


gte 


ate 


390 




Arg 


Trp 


Leu 


Lys 


Glu 


Leu 


Arg 


Asp 


His 


Ala 


Asp 


Ser 


Asn 


He 


Val 


He 






105 










110 










115 














atg 


ctg 


gtg 


ggc 


aae 


aag 


agt 


gae 


ctg 


cgc 


cae 


ctg 


egg 


get 


gtg 


eee 


438 




Met 
120 


Leu 


Val 


Gly 


Asn 


Lys 
125 


Ser 


Asp 


Leu 


Arg 


His 
130 


Leu 


Arg 


Ala 


Val 


Pro 
135 






act 


gac 


gag 


gee 


cgc 


gee 


ttc 


gea 


gaa 


aag 


aac 


aae 


ntg 


tec 


ttc 


ate 


486 




Thr 


Asp 


Glu 


Ala 


Arg 
140 


Ala 


Phe 


Ala 


Glu 


Lys 
145 


Asn 


Asn 


Xaa 


Ser 


Phe 
150 


He 






gag 


acc 


tea 


gee 


ttg 


gat 


tec 


act 


aac 


gta 


gag 


gaa 


gea 


ttc 


aag 


gng 


534 




Glu 


Thr 


Ser 


Ala 
155 


Leu 


Asp 


Ser 


Thr 


Asn 
160 


Val 


Glu 


Glu 


Ala 


Phe 
165 


Lys 


Xaa 






ate 


etc 


aca 


gag 


ate 


tac 


cgc 


ate 


gtg 


tea 


cag 


aaa 


cag 


ate 


gea 


gac 


582 




He 


Leu 


Thr 
170 


Glu 


He 


Tyr 


Arg 


He 
175 


Val 


Ser 


Gin 


Lys 


Gin 
180 


He 


Ala 


Asp 






cgc 


get 


gee 


cae 


gae 


gag 


tee 


ccg 


ggg 


aae 


aae 












615 




Arg 


Ala 


Ala 


His 


Asp 


Glu 


Ser 


Pro Gly Asn 


Asn 















185 190 



<210> 1783 

<211> 417 

<212> DNA 

<213> Homo sapiens 
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^Pl <210> 1784 



<211> 301 
<212> DNA 
<213> Homo sapiens 



<220> 
<221> CDS 
<222> 193 . .417 



<400> 1783 

gtgaactaga ggtaaccttt atagataacg gactctgtta tctaattatt ataagaaaga 60 
atggcataag actacttcta attgctgcct ccattccatg aaacatctgt ctcaatttcc 120 
gctcttcctg gagcctcctt tggtctctct acaaatccat tccttctgaa tctgcntcat 180 
tctgacctac ag atg gaa acc att gaa ata gcc aca gtg atg cct tea ggg 231 
Met Glu Thr He Glu He Ala Thr Val Met Pro Ser Gly 
15 10 
aac aga gag etc cte act eea cee eca cag cet gag aag gcc eag gaa 279 
Asn Arg Glu Leu Leu Thr Pro Pro Pro Gin Pro Glu Lys Ala Gin Glu 

15 20 25 

gag gaa gag gag gag gaa tct act eee agg etg att gat ggc tet tct 327 
Glu Glu Glu Glu Glu Glu Ser Thr Pro Arg Leu lie Asp Gly Ser Ser 
^ 30 35 40 45 

^ eee cag gag cet gaa tte aca ggg gtt ctg ggg eea cac aca aat gga 375 
••^ Pro Gin Glu Pro Glu Phe Thr Gly Val Leu Gly Pro His Thr Asn Gly 
yi 50 55 60 

H= ctt tec aac etg tmt ttt gtg tac ttg tat aag tac cac cgt 417 
y Leu Ser Asn Leu Xaa Phe Val Tyr Leu Tyr Lys Tyr His Arg 
,n 65 70 75 



ly <220> 

<221> CDS 
n <222> 115 . . 300 



<400> 1784 

aaagaagtec tttcaagtet ctaggactgg actettccta ageaagtccg gcgtgagatt 60 
caacattttg gggtgaaaat cagcatagtt gaacctggct aettcagaac ggga atg 117 

Met 
1 

aca aac atg aca cag tec tta gag ega atg aag caa agt tgg aaa gaa 165 
Thr Asn Met Thr Gin Ser Leu Glu Arg Met Lys Gin Ser Trp Lys Glu 

5 10 15 

gee ecc aag cat att aag gag acc tat gga cag cag tat ttt gat gee 213 
Ala Pro Lys His He Lys Glu Thr Tyr Gly Gin Gin Tyr Phe Asp Ala 

20 25 30 

ett tac aat ate atg aag gaa ggg ctg ttg aat tgt age aca aac ctg 261 
Leu Tyr Asn He Met Lys Glu Gly Leu Leu Asn Cys Ser Thr Asn Leu 

35 40 45 

aac etg gtc act gac tgc atg gaa cat get ctg aca teg g 301 
Asn Leu Val Thr Asp Cys Met Glu His Ala Leu Thr Ser 
50 55 60 



1190 




<210> 1785 

<211> 473 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 127 . .471 



<400> 1785 

ggcagtcggc gacgctcaga gcggaagagg gaagtgaatc aggcgccggg tagtgggttg 60 
c^tgggctggg cttgctgagg tagaggcagc gccaagaaga ggcctttgcc gctggtcggg 12 0 
attggg atg teg aag aac aca gtg teg teg gee egc ttc egg aag gtg 168 

Met Ser Lys Asn Thr Val Ser Ser Ala Arg Phe Arg Lys Val 

15 10 





gac 


gtg 


gat 


gaa 


tat 


gac 


gag 


aac 


aag 


ttc 


gtg 


gac 


gaa 


gaa 


gat 


ggg 


216 




Asp 


Val 


Asp 


Glu 


Tyr 


Asp 


Glu 


Asn 


Lys 


Phe 


Val 


Asp 


Glu 


Glu 


Asp 


Gly 






15 










20 










25 










30 




. ?~ 


ggc 


gac 


ggc 


cag 


gee 


ggg 


ecc 


gac 


gag 


ggc 


gag 


gtg 


gac 


tec 


tge 


ctg 


264 




Gly 


Asp 


Gly 


Gin 


Ala 


Gly 


Pro 


Asp 


Glu 


Gly 


Glu 


Val 


Asp 


Ser 


Cys 


Leu 




rif*f 










35 










40 










45 








egg 


eaa 


gga 


aac 


atg 


aca 


get 


gee 


eta 


cag 


gca 


get 


ctg 


aag 


aac 


ecc 


312 




Arg 


Gin 


Gly 


Asn 


Met 


Thr 


Ala 


Ala 


Leu 


Gin 


Ala 


Ala 


Leu 


Lys 


Asn 


Pro 




i 








50 










55 










60 










cct 


ate 


aac 


ace 


aag 


agt 


cag 


gca 


gtg 


aag 


gac 


egg 


gca 


ggc 


age 


att 


360 




Pro 


He 


Asn 
65 


Thr 


Lys 


Ser 


Gin 


Ala 
70 


Val 


Lys 


Asp 


Arg 


Ala 
75 


Gly 


Ser 


He 






gtc 


ttg 


aag 


gtg 


etc 


ate 


tet 


ttt 


aaa 


get 


aat 


gat 


ata 


gaa 


aag 


gca 


408 


I*J 


Val 


Leu 


Lys 


Val 


Leu 


He 


Ser 


Phe 


Lys 


Ala 


Asn 


Asp 


He 


Glu 


Lys 


Ala 








80 










85 










90 












,■=3 S 


gtt 


eaa 


tet 


ctg 


gac 


aag 


aat 


ggt 


gtg 


gat 


etc 


eta 


atg 


aag 


tat 


att 


456 




Val 


Gin 


Ser 


Leu 


Asp 


Lys 


Asn 


Gly 


Val 


Asp 


Leu 


Leu 


Met 


Lys 


Tyr 


He 






95 










100 










105 










110 






tat 
Tyr 


aaa 
Lys 


gga 
Gly 


ttt 
Phe 


gag 
Glu 


ag 






















473 



115 



<210> 1786 

<211> 421 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 194 . . 421 



<400> 1786 

tttetgggtg tgaagegcae aecgacgggg aegagagcgc agaggatggc gettttagat 60 

acttceagtc ttcegatgtt gtgatcgcag tgtgagtgaa gacactcagg atggctcaag 120 

gatccgggga tcaaagagca gtgggggttg etgacccaga ggagagttct ccaaacatga 180 

tcgtttactg eaa atg get gga ace tgt ate tgg tgt ate aca acg etc 229 
Met Ala Gly Thr Cys He Trp Cys He Thr Thr Leu 



1191 



15 10 
cat ttc get gat cac aca cag cca gaa gtg aca gtc get tet ete aet 277 
His Phe Ala Asp His Thr Gin Pro Glu Val Thr Val Ala Ser Leu Thr 

15 20 25 

gee aag gac aga gga gac tct ggc tgg aea gga gaa att cag gtc gaa 325 
Ala Lys Asp Arg Gly Asp Ser Gly Trp Thr Gly Glu He Gin Val Glu 

30 35 40 

cca aga ttg aag aca tea tta eaa aga tgc aag atg aca aga cag ggg 373 
Pro Arg Leu Lys Thr Ser Leu Gin Arg Cys Lys Met Thr Arg Gin Gly 
45 50 55 60 

gtg tge eat cag aac agt eaa gag ctt tct etc eaa aat ecc agt gtc 421 
Val Cys His Gin Asn Ser Gin Glu Leu Ser Leu Gin Asn Pro Ser Val 
65 70 75 

<210> 1787 
<211> 390 
<212> DNA 

<213> Homo sapiens 

y <220> 

^ <221> CDS 

m <222> 33 . . 389 



53 



101 





<400> 1787 




























. 


actgaeectg ctetctcett tceetgttag 


ae 


atg 


ggc 


aet 


cea 


cag 


aag 


gat 






















Met 
1 


Gly 


Thr 


Pro 


Gin 
5 


Lys 


Asp 




gtt 


att 


ate 


aag 


tea 


gat 


gca 


eeg 


gac 


act. 


ttg 


tta 


ttg 


gag 


aaa 


cat 


o 


Val 


He 


He 


Lys 


Ser 


Asp 


Ala 


Pro 


Asp 


Thr 


Leu 


Leu 


Leu 


Glu 


Lys 


His 








10 










15 










20 










gca 


gat 


tat 


ate 


gca 


tee 


tat 


ggc 


tea 


aag 


aaa 


gat 


gat 


tat 


gaa 


tac 




Ala 


Asp 


Tyr 


He 


Ala 


Ser 


Tyr 


Gly 


Ser 


Lys 


Lys 


Asp 


Asp 


Tyr 


Glu 


Tyr 






25 










30 










35 












tgt 


atg 


tet 


gag 


tat 


ttg 


aga 


atg 


agt 


ggc 


ate 


tat 


tgg 


ggt 


ctg 


aca 




Cys 


Met 


Ser 


Glu 


Tyr 


Leu 


Arg 


Met 


Ser 


Gly 


He 


Tyr 


Trp 


Gly 


Leu 


Thr 




40 










45 










50 










55 




gta 


atg 


gat 


etc 


atg 


gga 


ewa 


ctt 


eat 


cgc 


atg 


aat 


aga 


gaa 


gag 


att 




Val 


Met 


Asp 


Leu 


Met 


Gly 


Xaa 


Leu 


His 


Arg 


Met 


Asn 


Arg 


Glu 


Glu 


He 












60 










65 










70 






ctg 


gca 


ttt 


att 


aag 


tet 


tgc 


eaa 


cat 


gaa 


tgt 


ggt 


gga 


ata 


agt 


get 




Leu 


Ala 


Phe 


He 


Lys 


Ser 


Cys 


Gin 


His 


Glu 


Cys 


Gly 


Gly 


He 


Ser 


Ala 










75 










80 










85 








agt 


ate 


gga 


cat 


gat 


cet 


cat 


etk 


tta 


tac 


aet 


ctt 


agt 


get 


gtc 


cag 




Ser 


He 


Gly 


His 


Asp 


Pro 


His 


Leu 


Leu 


Tyr 


Thr 


Leu 


Ser 


Ala 


Val 


Gin 








90 










95 










100 










gta 


aat 


act 


aat 


eaa 


aat 


tge 


aac 


gat 


ctt 


gat 


agt 


atg 


ttc 


tct 


tac t 




Val 


Asn 


Thr 


Asn 


Gin 


Asn 


Cys 


Asn 


Asp 


Leu 


Asp 


Ser 


Met 


Phe 


Ser 


Tyr 






105 










110 










115 











149 



197 



245 



293 



341 



390 



<210> 1788 
<211> 320 
<212> DNA 

<213> Homo sapiens 



1192 






<210> 


1789 




<211> 


242 




<212> 


DNA 




<213> 


Homo 


fU 








<220> 
<221> 


CDS 




<222> 


13 . . 



107 



<220> 
<221> CDS 
<222> 60 , . 320 



<400> 1788 

acgtnntttc ggggcgaccc tcttcttggc gtagagtttt cagattgctc ttgggaacc 59 
atg ccg aaa gta gtg tct egg tea gta gtc tgc tct gac act egg gac 
Met Pro Lys Val Val Ser Arg Ser Val Val Cys Ser Asp Thr Arg Asp 
15 10 15 

egg gag gaa tat gae gae gge gag aag ecc etc cat gtt tae tac tgt 155 
Arg Glu Glu Tyr Asp Asp Gly Glu Lys Pro Leu His Val Tyr Tyr Cys 

20 25 30 

ttg tgc ggc eag atg gtc eta gtg ctg gae tgc cag tta gag aaa ttg 
Leu Cys Gly Gin Met Val Leu Val Leu Asp Cys Gin Leu Glu Lys Leu 

35 40 45 

cec atg agg cec egg gae egg tec egt gtg att gat get gee aaa cat 251 
Pro Met Arg Pro Arg Asp Arg Ser Arg Val lie Asp Ala Ala Lys His 

50 55 60 

gee cat aag ttt tgt aac aea gaa gat gag gag act atg tat ctg egg 
Ala His Lys Phe Cys Asn Thr Glu Asp Glu Glu Thr Met Tyr Leu Arg 
65 70 75 80 

aga cct gaa gge att gaa ega 
Arg Pro Glu Gly lie Glu Arg 
85 



203 



299 



320 



<400> 1789 

agaeaaataa ae atg gag tec ate ttc cae gag aaa caa gaa ggc tea ett 51 
Met Glu Ser He Phe His Glu Lys Gin Glu Gly Ser Leu 
15 10 
tgt get caa cat tgc ctg aat aac tta ttg caa gga gaa tat ttt age 99 
Cys Ala Gin His Cys Leu Asn Asn Leu Leu Gin Gly Glu Tyr Phe Ser 

15 20 25 

cct gtg gaa tta tec tea att gca cac age tgg atg agg aag agg atg 147 
Pro Val Glu Leu Ser Ser He Ala His Ser Trp Met Arg Lys Arg Met 
30 35 40 45 

aga atg gca gaa gga gga gtt act agt gaa gat tat cgc acg ttt tta 195 
Arg Met Ala Glu Gly Gly Val Thr Ser Glu Asp Tyr Arg Thr Phe Leu 

50 55 60 

cag gta ctg att tta aac tea eta agt cae att tct ttt ttt ttt tt 
Gin Val Leu He Leu Asn Ser Leu Ser His He Ser Phe Phe Phe 
65 70 75 



242 



1193 




200 



248 



296 



<210> 1790 

<211> 320 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 45 . . 320 



<400> 1790 

gcctgacggc gagaggcaga ggtgccctcg gtgatagagg aaac atg gcc gag tat 56 

Met Ala Glu Tyr 
1 

acg egg ctg cac aac gcc ttg gcg eta ate cge etc cga aac ceg ceg 104 
Thr Arg Leu His Asn Ala Leu Ala Leu He Arg Leu Arg Asn Pro Pro 
5 10 15 20 

gte aac gcg ate agt acg act tta ntc cgt gac ata aaa gaa gga eta 152 
_ Val Asn Ala He Ser Thr Thr Leu Xaa Arg Asp He Lys Glu Gly Leu 
O 25 30 35 

^ cag aaa get gta ata gac cat aca ata aaa gcc att gtg att tgt gga 
y1 Gin Lys Ala Val He Asp His Thr He Lys Ala He Val He Cys Gly 

40 45 50 

iy gca gag gge aaa ttt tct gca ggt get gat att cgt ggc ttc agt get 
Ala Glu Gly Lys Phe Ser Ala Gly Ala Asp He Arg Gly Phe Ser Ala 

55 60 65 

ect agg aca ttt gge ett aca ctg gga eat gta gta gat gaa ata cag 
Pro Arg Thr Phe Gly Leu Thr Leu Gly His Val Val Asp Glu He Gin 
70 75 80 

y aga aat gag aag cce gtg gtg gca 320 
ry Arg Asn Glu Lys Pro Val Val Ala 
fy 85 90 

<210> 1791 
S <211> 385 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 213 . . 383 



<400> 1791 

gggagcatet cttcactege agcaagtgcg cgtgcgetgc etctcagcee aaattggaaa 60 
catggccgta cggtcgctgt gggcgggccg gctgcgggtg cagcgcctac tggcctggag 120 
tgccgcgtgg gagagcaagg gatggecgct tccattcagc actgccaeec agagaactgc 180 
tggtgaggac tgccgttctg aggrccctcc tg atg age ttg ggc cec etc tac 233 

Met Ser Leu Gly Pro Leu Tyr 

1 5 

get gaa cga gcc tta agg gta aaa get gtt aaa ctg gag aaa gaa gtn 281 
Ala Glu Arg Ala Leu Arg Val Lys Ala Val Lys Leu Glu Lys Glu Val 

10 15 20 

naa gat tta aca gtg aga ynk cag aga get ana set gat tgt gaa aac 329 



1194 



y 3 



Xaa Asp Leu Thr Val Arg Xaa Gin Arg Ala Xaa Xaa Asp Cys Glu Asn 

25 30 35 

nnn agg mgg cga acc cag aga tgt gtg gaa gac gcc aag ata ttt gga 377 
Xaa Arg Arg Arg Thr Gin Arg Cys Val Glu Asp Ala Lys lie Phe Gly 
40 45 50 55 

ate cag ag 385 
He Gin 

<210> 1792 

<211> 465 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 20 . .463 



<400> 1792 

ctcttgcgcc attccaaac atg gcg get cca eta ggg ggt atg ttt tet ggg 52 

Met Ala Ala Pro Leu Gly Gly Met Phe Ser Gly 
1 5 ■ 10 

cag cca ccc ggt ccc cct cag gcc ccg ccg ggc ctt ccg ggc caa get 100 
Gin Pro Pro Gly Pro Pro Gin Ala Pro Pro Gly Leu Pro Gly Gin Ala 

15 20 25 

teg ctt ctt cag gca get cca ggc get cct aga cct tec age agt act 148 
Ser Leu Leu Gin Ala Ala Pro Gly Ala Pro Arg Pro Ser Ser Ser Thr 

30 35 40 

ttg gtg gac gag ttg gag tea tet ttc gag get tgc ttt gca tet ctg 196 
Leu Val Asp Glu Leu Glu Ser Ser Phe Glu Ala Cys Phe Ala Ser Leu 

45 50 "55 

gtg agt cag gac tat gtc aat ggc acc gat cag gaa gaa att cga acc 244 
£ Val Ser Gin Asp Tyr Val Asn Gly Thr Asp Gin Glu Glu He Arg Thr 
Z 60 65 70 75 

5 ggt gtt gat cag tgt ate cag aas nnt ctg gat att gca aga cag aca 2 92 

Gly Val Asp Gin Cys He Gin Xaa Xaa Leu Asp He Ala Arg Gin Thr 

80 85 90 

gaa tgt ttt ttc ttm caa aaa aga ttg cag ttr ket gtc cag aaa cca 340 
Glu Cys Phe Phe Xaa Gin Lys Arg Leu Gin Leu Xaa Val Gin Lys Pro 

95 100 105 

gag caa gtt ate aaa gag gat gtg tea gaa eta agg aat gaa tta cag 388 
Glu Gin Val He Lys Glu Asp Val Ser Glu Leu Arg Asn Glu Leu Gin 

110 115 120 

egg aaa gat gca eta gtc cag aag cac ttg aca aag ctg agg cat tgg 436 
Arg Lys Asp Ala Leu Val Gin Lys His Leu Thr Lys Leu Arg His Trp 

125 130 135 

cag cag gtg ctg gag gac ate aac gtg ca 465 
Gin Gin Val Leu Glu Asp He Asn Val 
140 145 

<210> 1793 

<211> 370 

<212> DNA 

<213> Homo sapiens 



1195 




<220> 
<221> CDS 
<222> 125 . .370 



<400> 1793 

aatccgtgca cagagaagcg gggcgaactg aggcgagtga agtggactct gagggctacc 60 
gctaccgcca ctgctgcggc aggggcgtgg agggcagagg gccgcggagg ccgcagttgc 120 
aaac atg get cag age aga gac ggc gga aac ccg ttc gcc gag ccc age 169 
Met Ala Gin Ser Arg Asp Gly Gly Asn Pro Phe Ala Glu Pro Ser 
15 10 15 

gag ctt gac aae ccc ttt cag gac cca get gtg ate cag cac cga ccc 217 
Glu Leu Asp Asn Pro Phe Gin Asp Pro Ala Val lie Gin His Arg Pro 

20 25 30 

age egg cag tat gcc aeg ctt gac gtc tac aae cct ttt gag acc egg 265 
Ser Arg Gin Tyr Ala Thr Leu Asp Val Tyr Asn Pro Phe Glu Thr Arg 

35 40 45 

gag gcc tea get gea gca gcc aca get gag ctg ctg aag aaa cag gag 313 
Glu Ala Ser Ala Ala Ala Ala Thr Ala Glu Leu Leu Lys Lys Gin Glu 

50 55 60 

gag etc aac egg aag gca gag gag ttg gac cga agg aag cga gag ctg 361 
Glu Leu Asn Arg Lys Ala Glu Glu Leu Asp Arg Arg Lys Arg Glu Leu 

65 70 75 

cag cat get 370 
Gin His Ala 
80 

<210> 1794 

<211> 492 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 90 . -491 



<400> 1794 

agaggagctc atgcgcagta tgtgtggttg gggaatteat gtggaggtca gagtggaagc 60 
aggtgtgaga gggtccagca gaaggaaac atg get gcc aaa gtg ttt gag tee 113 

Met Ala Ala Lys Val Phe Glu Ser 

1 5 

att ggc aag ttt ggc ctg rcc tta get gtt gca gga ggc gtg gtg aac 161 
lie Gly Lys Phe Gly Leu Xaa Leu Ala Val Ala Gly Gly Val Val Asn 

10 15 20 

tct gee tta tat aat gtg gat get ggg cac aga get gtc ate ttt gac 209 
Ser Ala Leu Tyr Asn Val Asp Ala Gly His Arg Ala Val lie Phe Asp 
25 30 35 40 

cga ttc cgt gga gtg cag gac att gtg gta ggg gaa ggg act cat ttt 257 
Arg Phe Arg Gly Val Gin Asp lie Val Val Gly Glu Gly Thr His Phe 

45 50 55 

etc ate ccg tgg gta cag aaa cca att ate ttt gac tgc cgt tct cga 305 
Leu lie Pro Trp Val Gin Lys Pro lie lie Phe Asp Cys Arg Ser Arg 
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60 










D D 










7 0 








cca 


cgt 


aat 


gtg 


cca 


gtc 


a L.C 


acc 




age 


^ Pi Pi 


as t 


tta 


cag 


aat 


gtc 


353 


Pro 


Arg 


Asn 
75 


Val 


Pro 


Val 


He 


Thr 
80 


Gly 


Ser 


Lys 


Asp 


Leu 

Q C 
O D 


Gin 


Asn 


Val 




aac 


ate 


aca 


ctg 


cgc 


ate 


etc 


ttc 


egg 


cet 


gtc 


gee 


age 


cag 


ctt 


ect 


401 


Asn 


He 
90 


Thr 


Leu 


Arg 


He 


Leu 
95 


Phe 


Arg 


Pro 


Val 


Ala 
100 


Ser 


Gin 


Leu 


Pro 




cgc 


ate 


ttc 


ace 


age 


ate 


gga 


gag 


gae 


tat 


gat 


gag 


cgt 


gtg 


ctg 


ccg 


449 


Arg 


He 


Phe 


Thr 


Ser 


He 


Gly 


Glu 


Asp 


Tyr 


Asp 


Glu 


Arg 


Val 


Leu 


Pro 




105 










110 










115 










120 




tec 


ate 


aca 


act 


gag 


ate 


etc 


aag 


tea 


gtg 


gtg 


get 


cgc 


ttt 


g 




492 


Ser 


He 


Thr 


Thr 


Glu 
125 


He 


Leu 


Lys 


Ser 


Val 
130 


Val 


Ala 


Arg 


Phe 









<210> 1795 

<211> 584 

<212> DNA 

<213> Homo sapiens 

<220> 

n <221> CDS 

<222> 182 . . 583 



<400> 1795 

agaggagete atgcgcagta tgtgtggttg gggaatteat gtggaggtca gagtggaagc 60 
agttatettg gecccaggat gtcatceagc tcctgettec ataagaagea tgtcgttctt 120 
aatacaegat gttgacaage agtatggtga gsaggtgtga gagggtccag cagaaggaaa 180 
c atg get gee aaa gtg ttt gag tee att ggc aag ttt ggc ctg rcc tta 229 
Met Ala Ala Lys Val Phe Glu Ser He Gly Lys Phe Gly Leu Xaa Leu 
15 10 15 

get gtt gea gga ggc gtg gtg aac tct gcc tta kat aat gtg gat get 277 
Ala Val Ala Gly Gly Val Val Asn Ser Ala Leu Xaa Asn Val Asp Ala 

20 25 30 

ggg cae aga get gtc ate ttt gae cga ttc cgt gga gtg cag gae att 325 
Gly His Arg Ala Val He Phe Asp Arg Phe Arg Gly Val Gin Asp He 

35 40 45 

gtg gta ggg gaa ggg act cat ttt etc ate ccg tgg gta cag aaa cca 373 
Val Val Gly Glu Gly Thr His Phe Leu He Pro Trp Val Gin Lys Pro 

50 55 60 

att ate ttt gae tgc cgt tct cga cca cgt aat gtg cca gtc ate act 
He He Phe Asp Cys Arg Ser Arg Pro Arg Asn Val Pro Val He Thr 
65 70 75 80 

ggt age aaa gat tta cag aat gtc aac ate aca ctg cgc ate etc ttc 
Gly Ser Lys Asp Leu Gin Asn Val Asn He Thr Leu Arg He Leu Phe 

85 90 95 

egg ect gtc gee age cag ctt cet cgc ate ttc acc age ate gga gag 517 
Arg Pro Val Ala Ser Gin Leu Pro Arg He Phe Thr Ser He Gly Glu 

100 105 110 

gae tat gat gag cgt gtg ctg ccg tec ate aca act gag ate etc aag 565 
Asp Tyr Asp Glu Arg Val Leu Pro Ser He Thr Thr Glu He Leu Lys 

115 120 125 

tea gtg gtg get cgc ttt g 
Ser Val Val Ala Arg Phe 



421 



469 



584 



1197 



car 



130 

<210> 1796 

<211> 289 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 97 . .288 



<400> 1796 

atctggcgct gtaaagsstt agaggctgga ataacgacct gccttacgct ttgcggctgt 
cgtcggagag gcatctgggt tcggactggg gccgcc atg ggg aaa gtg aat gtg 114 

Met Gly Lys Val Asn Val 
1 5 

gcc aag ttg cgt tac atg age cga gat gac ttc agg gtc ttg acc gcg 162 
Ala Lys Leu Arg Tyr Met Ser Arg Asp Asp Phe Arg Val Leu Thr Ala 

10 15 20 

gtt gaa atg ggc atg aag aac cat gaa att gtt ccc ggc agt ttg att 
Val Glu Met Gly Met Lys Asn His Glu He Val Pro Gly Ser Leu He 

25 30 35 

get tct ata gcc age ett aaa cat ggt ggc tgt aat aaa gtt tta aga 
Ala Ser He Ala Ser Leu Lys His Gly Gly Cys Asn Lys Val Leu Arg 
40 45 50 



gaa tta gtg aaa cat aaa etc ata gen tgg g 
''^ Glu Leu Val Lys His Lys Leu He Ala Trp 
iH 55 60 



aj <210> 1797 
HI <211> 435 



60 



210 



258 



289 



<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 56 . .433 



<400> 1797 

gaggcgggag ctgagctgag tggggcgggc ggcggcgggg eccgagccgg agaag atg 5 8 

Met 
1 

gcg gtg egg aag aag gac ggc ggc ccc aac gtg aag tac tac gag gcc 106 
Ala Val Arg Lys Lys Asp Gly Gly Pro Asn Val Lys Tyr Tyr Glu Ala 

5 10 15 

gcg gac acc gtg acc cag ttc gac aac gtg egg ctg tgg etc ggc aag 154 
Ala Asp Thr Val Thr Gin Phe Asp Asn Val Arg Leu Trp Leu Gly Lys 

20 25 30 

aac tac aag aag tat ata caa get gaa cea ccc ace aac aag tec ctg 
Asn Tyr Lys Lys Tyr He Gin Ala Glu Pro Pro Thr Asn Lys Ser Leu 

35 40 45 

tct age ctg gtt gta cag ttg eta caa ttt cag gaa gaa gtt ttt ggc 



202 



250 



1198 




Ser Ser Leu Val Val Gin Leu Leu Gin Phe Gin Glu Glu Val Phe Gly 

50 55 60 65 

aaa cat gtc age aat gca ccg etc act aaa ctg ccg ate aaa tgt ttc 298 

Lys His Val Ser Asn Ala Pro Leu Thr Lys Leu Pro lie Lys Cys Phe 

70 75 80 

eta gat ttc aaa gcg gga ggc tec ttg tgc cac att ett gca get gee 346 
Leu Asp Phe Lys Ala Gly Gly Ser Leu Cys His lie Leu Ala Ala Ala 

85 90 95 

tac aaa ttc aag agt gac cag gga tgg egg cgt tac gat ttc cag aat 394 
Tyr Lys Phe Lys Ser Asp Gin Gly Trp Arg Arg Tyr Asp Phe Gin Asn 

100 105 110 

eca tea cgc atg gac ege aat gtg gaa atg ttt atg ace at 435 
Pro Ser Arg Met Asp Arg Asn Val Glu Met Phe Met Thr 
115 120 125 

<210> 1798 
<211> 329 
<212> DNA 

<213> Homo sapiens 

<220> 
|H <221> CDS 

<222> 95 . . 328 



<400> 1798 

gtgactanga agagcegaga etgcgaagga gaaegcagca agcccaggeg gcggtggaaa 60 
ggctggagga eacacctaaa catgtggaat ccca atg ccg ggc age cag ggc caa 115 

Met Pro Gly Ser Gin Gly Gin 
1 5 

y ate cat ate ecc eca ata ttg ggt gee ctg gag gtt cea ate ctg ccc 163 
ij lie His lie Pro Pro lie Leu Gly Ala Leu Glu Val Pro lie Leu Pro 
p 10 15 20 

Z ace cac eae eta tta ate cac cet ttc ccc cag gee cct gtc etc etc 211 
% Thr His His Leu Leu lie His Pro Phe Pro Gin Ala Pro Val Leu Leu 
=^ 25 30 35 

ccc cag gag etc ccc atg gca ate cag ett tee ecc cag gtg ggc ccc 259 

Pro Gin Glu Leu Pro Met Ala lie Gin Leu Ser Pro Gin Val Gly Pro 

40 45 50 55 

etc ate ctg tgc cac age cag ggt ate cag gat gee aac cgt tgg gtc 307 

Leu lie Leu Cys His Ser Gin Gly lie Gin Asp Ala Asn Arg Trp Val 

60 65 70 

cct ace etc etc cat ace cac e 329 
Pro Thr Leu Leu His Thr His 
75 



<210> 1799 

<211> 393 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 224 . .391 



1199 



<400> 1799 

atatcatagg gatgcccaat acataccagc tgtgaggctt 
catggccctg taagctcatc ttcggctgaa gagaagctag 
ggcaatctga gagaagctac tgagagaatc ctgagacatc 
cctgttccaa gcaaagaaga tctgctcact ccggaaaaag 



atcaccactg ttcttcctgg 60 

cacttgcaaa cattccatct 120 

cccagccacc taccactgct 180 

aaa atg agt gag act 235 
Met Ser Glu Thr 



caa aat tea 
Gin Asn Ser 
5 

age eaa aea 
Ser Gin Thr 

aet eaa gta 
Thr Gin Val 

aag att gtg 
Lys He Val 
55 



aea age 
Thr Ser 

atg ecg 
Met Pro 

25 
get eta 
Ala Leu 
40 

gaa ga 
Glu 



cag aaa gea atg gat gag gat aac aaa gee gea 
Gin Lys Ala Met Asp Glu Asp Asn Lys Ala Ala 
10 15 20 

aat aea eaa gae aag aac tac gag gat gaa ttg 
Asn Thr Gin Asp Lys Asn Tyr Glu Asp Glu Leu 

30 35 
get etg gtt gag gat gtc ate aat tat get gtt 
Ala Leu Val Glu Asp Val He Asn Tyr Ala Val 
45 50 



283 



331 



379 



393 



<210> 1800 
<211> 388 
<212> DNA 

<213> Homo sapiens 



•Hi 



<220> 
<221> CDS 
<222> 78 . .386 



<400> 1800 

gtgegcagge gcgeegkaca gccgagtttt ctgcgcttcc ttctccctct ctceagaegt 
egtggtegtt eggteet atg teg cgc egg gee ete egg agg etg agg ggg 

Met Ser Arg Arg Ala Leu Arg Arg Leu Arg Gly 
15 10 
gaa eag ege gge eag gag cce ete ggg ccc ggc gcc ttg eat ttc gat 
Glu Gin Arg Gly Gin Glu Pro Leu Gly Pro Gly Ala Leu His Phe Asp 

15 20 25 

cte egt gat gae gat gac geg gaa gaa gaa ggg ccc aag egg gag ett 
Leu Arg Asp Asp Asp Asp Ala Glu Glu Glu Gly Pro Lys Arg Glu Leu 

30 35 40 

ggt gte egg cgt ccc ggg ggc gea ggg aag gag ggc gtc cga gtc aac 
Gly Val Arg Arg Pro Gly Gly Ala Gly Lys Glu Gly Val Arg Val Asn 

45 50 55 

aac cgc ttc gag etg ata aac att gac gat ctt gag gat gae cet gtg 
Asn Arg Phe Glu Leu He Asn He Asp Asp Leu Glu Asp Asp Pro Val 
60 65 70 75 

gtg aac ggg gan ngg tet ggc tgt geg etc aca gac get gtg gea cca 
Val Asn Gly Xaa Xaa Ser Gly Cys Ala Leu Thr Asp Ala Val Ala Pro 

80 85 90 

ggg aac aaa gga agg ggt mag cgt gga aac aca gag ag 
Gly Asn Lys Gly Arg Gly Xaa Arg Gly Asn Thr Glu 



60 
110 



158 



206 



254 



302 



350 



388 



1200 




95 100 



98 



<210> 1801 

<211> 485 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 9 . .485 



<400> 1801 

agcccaac atg gcg atg cac aac aag gcg gcg ccg ccg mag ate ccg gac 50 
Met Ala Met His Asn Lys Ala Ala Pro Pro Xaa lie Pro Asp 
15 10 
acc egg egg gag ctg gcg gas etc gtg aag egg aag cag gag etg geg 
Thr Arg Arg Glu Leu Ala Xaa Leu Val Lys Arg Lys Gin Glu Leu Ala 
15 20 25 30 

gaa aca ttg gea aat ttg gag ega eag ate tat get ttt gag gga age 146 
Glu Thr Leu Ala Asn Leu Glu Arg Gin He Tyr Ala Phe Glu Gly Ser 
^ 35 40 45 

'^^ tac ctg gaa gac act cag atg tat ggc aat att att egt ggc tgg gat 194 

Tyr Leu Glu Asp Thr Gin Met Tyr Gly Asn He He Arg Gly Trp Asp 
UJ 50 55 60 

egg tat etg aee aac eaa aaa aac tec aat age aaa aat gat cga agg 242 
•"S Arg Tyr Leu Thr Asn Gin Lys Asn Ser Asn Ser Lys Asn Asp Arg Arg 
^ 65 70 75 

aac egg aag ttt aag gaa get gag egg etc ttc agt aaa tec teg gtt 
Asn Arg Lys Phe Lys Glu Ala Glu Arg Leu Phe Ser Lys Ser Ser Val 
80 85 90 

^i; acc tea gca get gea gta agt gea ttg gca gga gtt cag gac cag etc 
ry Thr Ser Ala Ala Ala Val Ser Ala Leu Ala Gly Val Gin Asp Gin Leu 
^ 95 100 105 110 

O att gaa aag agg gag cca gga agt ggg acg gaa agt gac act tct cca 
p He Glu Lys Arg Glu Pro Gly Ser Gly Thr Glu Ser Asp Thr Ser Pro 

115 120 125 

gac tte cac aat cag gaa aat gag ccc age eag gag gac cet gag gmt 434 
Asp Phe His Asn Gin Glu Asn Glu Pro Ser Gin Glu Asp Pro Glu Xaa 

130 135 140 

ctg gat gga tct gtg cag gga gtg aac etc aga agg etg ett ctt eta 482 
Leu Asp Gly Ser Val Gin Gly Val Asn Leu Arg Arg Leu Leu Leu Leu 
145 150 155 

ctt 
Leu 

<210> 1802 
<211> 383 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 83 . . 382 



290 



338 



386 



485 



1201 



<400> 1802 

ccgccagctc tcgcgtcctt tgctgggtcc agacaccggt tccgttgcaa acatttttaa 60 
agggctggtt attcttcctg aa atg agt ttg gtg att aga aat ctg cag cga 112 

Met Ser Leu Val lie Arg Asn Leu Gin Arg 
15 10 
gtc ate ccc ate agg aga gcg cca ctt cgc agt aag ate gag att gta 160 
Val He Pro He Arg Arg Ala Pro Leu Arg Ser Lys He Glu He Val 

15 20 25 

agg agg att tta gga gtg eag aaa ttt gac etg ggg ate ate tgt gtt 208 
Arg Arg He Leu Gly Val Gin Lys Phe Asp Leu Gly He He Cys Val 

30 35 40 

gae aac aag aat att cag cac att aat aga ate tac aga gat aga aat 256 
Asp Asn Lys Asn He Gin His He Asn Arg He Tyr Arg Asp Arg Asn 

45 50 55 

gtc eea aec gat gtg ctt tct ttt cca ttt eat gag cat etg aaa gea 304 
Val Pro Thr Asp Val Leu Ser Phe Pro Phe His Glu His Leu Lys Ala 

60 65 70 

ggt gaa ttt ccc eag cet gat ttt cca gat grc tac aat ttg ggg rac 352 
Gly Glu Phe Pro Gin Pro Asp Phe Pro Asp Xaa Tyr Asn Leu Gly Xaa 
Ul 75 80 85 90 

att ttc eta gga gtg gag tat ate ttc cat c 
l . He Phe Leu Gly Val Glu Tyr He Phe His 
% 95 100 

<210> 1803 

<211> 277 
H <212> DNA 

O <213> Homo sapiens 



<220> 
<221> 
<222> 27 . .275 



5:^ <221> CDS 



383 



101 



149 



<400> 1803 

gagttcaatc aattcagaac gtcgag atg gag ccc aac tea etc eag tgg gtc 53 

Met Glu Pro Asn Ser Leu Gin Trp Val 
1 5 
gge tea ceg tgt ggc ttg cac gga cct tac att ttc tac aag get ttt 
Gly Ser Pro Cys Gly Leu His Gly Pro Tyr He Phe Tyr Lys Ala Phe 
10 15 20 25 

caa ttc cac ctt gaa ggc aaa cca aga att ttg tee ctt ggc gae ttt 
Gin Phe His Leu Glu Gly Lys Pro Arg He Leu Ser Leu Gly Asp Phe 

30 35 40 

ttc ttt gta aga tgt aeg cca aag gat ceg att tgc ata gcg gas tee 197 
Phe Phe Val Arg Cys Thr Pro Lys Asp Pro He Cys He Ala Xaa Ser 

45 50 55 

age tgt tgt ggg aag aga gga cca gee ggc aac ttt tat cca get eta 245 
Ser Cys Cys Gly Lys Arg Gly Pro Ala Gly Asn Phe Tyr Pro Ala Leu 

60 65 70 

aac ttt att tee tee cag aag aca etc ccc ag 277 
Asn Phe He Ser Ser Gin Lys Thr Leu Pro 



1202 



75 

<210> 1804 
<211> 408 
<212> DNA 
< 2 1 3 > Homo 

<220> 
<221> CDS 
<222> 253. 



sapiens 



.408 



<400> 1804 

gggacccacg gcaggcgcga atcccagcgg ccggcgggcg gcggggatac ttctacatag 
acataatcaa gttttgacta tttggaaacc aagcatcatt aaaattctct caaactscta 
attgcgaaga atcgataaca tttcaagaag tgataacatt tctctgaaca agaaaagaag 
tgattgacca cgttttaaaa gtactctggc actggtgctg tgttttcttc ccctccctaa 
atttgaagaa ct atg gag aaa tgg tac ttg atg aca gta gtg gtt tta ata 
Met Glu Lys Trp Tyr Leu Met Thr Val Val Val Leu lie 
15 10 
gga eta aca gta cga tgg aca gtg tct ctt aat tct tat tea ggt get 
Gly Leu Thr Val Arg Trp Thr Val Ser Leu Asn Ser Tyr Ser Gly Ala 

15 20 25 

ggt aaa ceg cet atg ttt ggt gat tat gaa get cag aga eac tgg caa 
Gly Lys Pro Pro Met Phe Gly Asp Tyr Glu Ala Gin Arg His Trp Gin 
30 35 40 45 

gaa ata act ttt aat tta ceg 
Glu lie Thr Phe Asn Leu Pro 
50 

<210> 1805 

<211> 453 

<212> DNA 

<213> Homo sapiens 



60 
120 
180 
240 
291 



339 



387 



408 



<220> 
<221> CDS 
<222> 59. .451 



<400> 1805 

aagcaaggct cagcctcaag al 
atg teg gac aee gag gag 
Met Ser Asp Thr Glu Glu 
1 5 
gag get gcg gag gag gag 
Glu Ala Ala Glu Glu Glu 
20 

gca gag cca gaa gag gaa 
Ala Glu Pro Glu Glu Glu 
35 

cet ttg ate ceg eca aag 
Pro Leu lie Pro Pro Lys 
50 



tcaeagca teteagaere agc< 
eag gaa tat gag gag gag 
Gin Glu Tyr Glu Glu Glu 
10 

gag gaa gee ccc gaa gag 
Glu Glu Ala Pro Glu Glu 
25 

cgc eee aaa eca age ege 
Arg Pro Lys Pro Ser Arg 
40 

ate eca gaa ggg gag ege 
lie Pro Glu Gly Glu Arg 
55 60 



taggee geaeeagg 58 
cag ceg gaa gag 106 
Gin Pro Glu Glu 
15 

ceg gag ceg gtg 154 
Pro Glu Pro Val 
30 

eee gtg gtg cet 202 

Pro Val Val Pro 

45 

gtt gac ttc gat 250 
Val Asp Phe Asp 



1203 



gac ate cac cgc 
Asp lie His Arg 
65 

etc ate gat gta 
Leu lie Asp Val 



gtt gee 
Val Ala 

caa cag 
Gin Gin 

gcg gag 
Ala Glu 
130 



ttg aag 
Leu Lys 
100 
cgc ttc 
Arg Phe 
115 

gaa aa 
Glu 



aag cgc 
Lys Arg 
70 

cat ttc 
His Phe 
85 

gag cgc 
Glu Arg 

aga act 
Arg Thr 



atg gag 
Met Glu 

gag eag 
Glu Gin 

att gag 
lie Glu 

gag aag 
Glu Lys 
120 



aaa gac 
Lys Asp 

egg aag 
Arg Lys 

90 
egg cgc 
Arg Arg 
105 

gaa cgc 
Glu Arg 



ctg ctg 
Leu Leu 
75 

aag gag 
Lys Glu 

egg tea 
Arg Ser 

gaa egt 
Glu Arg 



gag 
Glu 

gaa 
Glu 

gag 
Glu 

cag 
Gin 
125 



ctg 
Leu 

gag 
Glu 

aga 
Arg 
110 
get 
Ala 



eag aea 
Gin Thr 
80 

gag ctg 
Glu Leu 
95 

gee gag 
Ala Glu 

aag ctg 
Lys Leu 



298 



346 



394 



442 



453 



y 5 



■is;.- 



<210> 1806 

<211> 879 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 221 . . 877 



<400> 1806 

attcctatac ttggtaaggg gcctgcacgg gcatagcccc 

caceccggee acccagtcac tggccaatgg getcctagga 

aegagggtgt gagccgggcg eeagtgeetg cageeggtgc 

ccttetcaca ctegaccegc agaaaccace caeetteace 



gtt 
Val 

gaa 
Glu 

ggg 

Gly 

gac 
Asp 

aag 

Lys 

70 

cgc 

Arg 

gee 
Ala 



gaa 
Glu 

gag 
Glu 

gag 
Glu 

eta 

Leu 

55 

aag 

Lys 

cgt 
Arg 

ett 
Leu 



cag 
Gin 

gag 
Glu 

aaa 

Lys 

40 

atg 

Met 

gag 
Glu 

gea 
Ala 

etc 
Leu 



gtg 
Val 

aaa 

Lys 

25 

gtg 

Val 

gag 
Glu 

gag 
Glu 

gag 
Glu 

aea 
Thr 
105 



gag 

Glu 

10 

ccg 

Pro 

gac 
Asp 

etc 
Leu 

gag 
Glu 

agw 

Xaa 

90 

etc 

Leu 



gag cag 
Glu Gin 

aga ccc 
Arg Pro 

ttc gat 
Phe Asp 

cag gee 
Gin Ala 
60 

gag ctg 
Glu Leu 
75 

gcc wgc 
Ala Xaa 

gac ccg 
Asp Pro 



tac 
Tyr 

aaa 
Lys 

gac 

Asp 

45 

etc 

Leu 



gaa gaa gaa 
Glu Glu Glu 
15 

etc act get 
Leu Thr Ala 
30 

ate cag aag 
lie Gin Lys 

ate gac age 
lie Asp Ser 



gtc get 
Val Ala 

age egg 
Ser Arg 

eag aaa 
Gin Lys 
110 



etc aaa 
Leu Lys 

80 
tgc tgt 
Cys Cys 
95 

cca ccc 
Pro Pro 



ecccagcaag aetcegcaca 
agatcaaatg teactataac 
tgtccaeagg gagetccage 
atg tct gac gag gaa 
Met Ser Asp Glu Glu 
1 5 
gag gaa gee cag gag 
Glu Glu Ala Gin Glu 
20 

cct aag ate cca gaa 
Pro Lys lie Pro Glu 
35 

aag cgt cag aac aaa 
Lys Arg Gin Asn Lys 
50 

cac ttt gaa gee egg 
His Phe Glu Ala Arg 
65 

gag aga ate gag aag 
Glu Arg He Glu Lys 
85 

cca cag gga get cca 
Pro Gin Gly Ala Pro 
100 

acc ttc acc atg tct 
Thr Phe Thr Met Ser 
115 



60 
120 
180 
235 



283 



331 



379 



427 



475 



523 



571 



1204 



5y 5 



715 



763 



gac gag gaa gtt gaa cag gtg gag gag cag tac gaa gaa gaa gag gaa 619 
Asp Glu Glu Val Glu Gin Val Glu Glu Gin Tyr Glu Glu Glu Glu Glu 

120 125 130 

gcc cag gag gaa gag gaa gtt caa gaa gag gag aaa ccg aga ccc aaa 667 
Ala Gin Glu Glu Glu Glu Val Gin Glu Glu Glu Lys Pro Arg Pro Lys 

135 140 145 

etc act get cct aag ate cca gaa ggg gag aaa gtg gac ttc gat gae 
Leu Thr Ala Pro Lys He Pro Glu Gly Glu Lys Val Asp Phe Asp Asp 
150 155 160 165 

ate cag aag aag cgt cag aac aaa gac eta atg gag etc cag gcc etc 
He Gin Lys Lys Arg Gin Asn Lys Asp Leu Met Glu Leu Gin Ala Leu 

170 1V5 180 

ate gae age cae ttt gaa gee egg aag aag gag gag gag gag ctg gtc 811 
He Asp Ser His Phe Glu Ala Arg Lys Lys Glu Glu Glu Glu Leu Val 

185 190 195 

get etc aaa gag aga ate gag aag cgc cgt gea gag aga gcg gas age 859 
Ala Leu Lys Glu Arg He Glu Lys Arg Arg Ala Glu Arg Ala Xaa Ser 

200 205 210 

aga gga ttc gtg cag aga ag 
Arg Gly Phe Val Gin Arg 

215 

<210> 1807 
<211> 466 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 300 . .464 



879 



60 



<400> 1807 

gttaagacta tactttcagg gatcatttet atagtgtgtt aetagagaag tttetctgaa 
cgtgtagage acegaaaacc aegaggaaga gaggtagcgt tttctcctga gcgtgaagce 12 0 
ggetttytgg cgttgettsg cgcaaetgcc gtcagecatt gatgatcgtt ettetctecg 180 
tattggggag tgagagggag agaacgcggt ctgagtggtt tttccttett gatggctcaa 240 
tgacagagae tagctcgtaa actcegggge gtttceggge tgttcgctee tgcttggca 2 99 

atg teg ega gaa agg ttt teg cct cct gtt tea gcg gtg aeg get ctt 347 
Met Ser Arg Glu Arg Phe Ser Pro Pro Val Ser Ala Val Thr Ala Leu 
15 10 15 

ggg ttt tec teg ggg tgg ctt ttt aat ttt agt ctt ggc gcg agg egg 395 
Gly Phe Ser Ser Gly Trp Leu Phe Asn Phe Ser Leu Gly Ala Arg Arg 

20 25 30 

ggg atg ctg tgt ggc ace tec tat tgt etc ttt ttg cgt ttt etc cca 
Gly Met Leu Cys Gly Thr Ser Tyr Cys Leu Phe Leu Arg Phe Leu Pro 

35 40 ' 45 

ttc teg etc cck mtt ttg teg ec 
Phe Ser Leu Pro Xaa Leu Ser 
50 55 

<210> 1808 
<211> 314 
<212> DNA 



443 



466 



1205 



<213> Homo sapiens 

<220> 
<221> CDS 
<222> 129 . .314 



<400> 1808 

aaatcgctcg gcctccccca tcccccggta acggtcgctg gtgagtttaa atgagcaggg 60 
gctggccggg ccggagccgc tacagggggg gcctgaggca ctgcagaaag tgggcctgag 120 
cctcgagg atg acg gtg ctg cag gaa ccc gtc cag get get ata tgg caa 170 
Met Thr Val Leu Gin Glu Pro Val Gin Ala Ala He Trp Gin 



aag 


tac 


egg 


ggc 


tec 


ate 


eat 


gac 


tte 


cea 


ggc 


ttt 


gae 


ccc 


aae 


cag 


Lys 


Tyr 


Arg 


Gly 


Ser 


He 


His 


Asp 


Phe 


Pro 


Gly 


Phe 


Asp 


Pro 


Asn 


Gin 


10 










15 










20 










gat 


gcc 


gag 


get 


ctg 


tac 


act 


gcc 


atg 


aag 


ggc 


ttt 


ggc 


agt 


gac 


aag 


Asp 


Ala 


Glu 


Ala 


Leu 


Tyr 


Thr 


Ala 


Met 


Lys 


Gly 


Phe 


Gly 


Ser 


Asp 


Lys 


25 










30 










35 










40 


gag 


gcc 


ata 


ctg 


gac 


ata 


ate 


acc 


tea 


egg 


age 


aae 


agg 


eag 


agg 


cag 


Glu 


Ala 


He 


Leu 


Asp 
45 


He 


He 


Thr 


Ser 


Arg 
50 


Ser 


Asn 


Arg 


Gin 


Arg 
55 


Gin 


gag 


gtc 


tgc 


cag 


age 


tac 


aag 


tec 


etc 


tac 


ggc 


aag 


gac 


etc 


att 


get 


Glu 


Val 


Cys 


Gin 


Ser 


Tyr 


Lys 


Ser 


Leu 


Tyr 


Gly 


Lys 


Asp 


Leu 


He 


Ala 






60 










65 










70 






gat 


tta 


aag 


tat 


gaa 


ttg 


acg 


gg 


















Asp 


Leu 


Lys 
75 


Tyr 


Glu 


Leu 


Thr 





















218 



266 



15 10 
gca eta aae eac tat get tae cga gat geg gtt ttc etc gea gaa egc 
Ala Leu Asn His Tyr Ala Tyr Arg Asp Ala Val Phe Leu Ala Glu Arg 
15 20 25 30 

ett tat gea gaa gta eac tea gaa gaa gee ttg ttt tta ctg gea ace 
Leu Tyr Ala Glu Val His Ser Glu Glu Ala Leu Phe Leu Leu Ala Thr 

35 40 45 

tgt tat tac egc tea gga aag gca tat aaa gca tat aga etc ttg aaa 314 
Cys Tyr Tyr Arg Ser Gly Lys Ala Tyr Lys Ala Tyr Arg Leu Leu Lys 
50 55 60 

<210> 1809 

<211> 387 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 149. .385 



<400> 1809 

gtccteccgg teegececgc gctgcggttg ctgctgggct aacgggetcc gatecagcga 60 
gegetgcgte ctegagtcce tgegceegtg cgtccgtctg egaeccgagg ectecgetge 120 
gegtggattc tgctgcgaae eggagacc atg gee aaa cea gca cag ggt gee 172 

Met Ala Lys Pro Ala Gin Gly Ala 

1 5 

220 



268 



316 



364 



387 



1206 



<210> 1810 

<211> 391 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 189. .389 



<400> 1810 

agattcctct ctcaccccca cgcagaggag agaacttgct tctggacccg ggtgggtgcc 60 
ggctcggctc tccttgtctt ccagagcggt ggcccggaag cacagtcctc ccagacgcca 120 
gcgccagaag ctcggatcgc ggctgcaccg ggagagcgcc gatctgggtg cgaggcaggt 180 
gcggggcc atg aat ggg acc gca aac ccg ctg ctg gac cgc gag gaa cat 230 
Met Asn Gly Thr Ala Asn Pro Leu Leu Asp Arg Glu Glu His 
15 10 
Q tgc ctg agg etc ggg gag age ttc gag aag egg ccg egg gee tee ttc 278 
Cys Leu Arg Leu Gly Glu Ser Phe Glu Lys Arg Pro Arg Ala Ser Phe 
15 20 25 30 

eac act att cgt tat gat ttt aaa cea gca tet ata gac act tee tgt 326 
His Thr lie Arg Tyr Asp Phe Lys Pro Ala Ser lie Asp Thr Ser Cys 

35 40 45 

gaa gga gag ctt eaa gtt ggc aaa gga gat rag tsa caa tta cac tgc 374 
Glu Gly Glu Leu Gin Val Gly Lys Gly Asp Xaa Xaa Gin Leu His Cys 

50 55 60 

cac ata tec ctg gat cc 391 
His lie Ser Leu Asp 







65 


jpj E 








<210> 


1811 




<211> 


337 




<212> 


DNA 




<213> 


Homo 




<220> 






<221> 


CDS 




<222> 


90 . . 



<400> 1811 

gtccggcccg gtcetgteee gcagcgtcce gceagccagc tecttgeacc cttcgeggee 60 
gsggcgctec ctggtgctcc cegcgcasc atg get cag cac ttc tee ctg gee 113 

Met Ala Gin His Phe Ser Leu Ala 

1 5 

gee tgc gac gtg gtc gga ttc gae ctg gac eae act ctg tgt cge tac 161 
Ala Cys Asp Val Val Gly Phe Asp Leu Asp His Thr Leu Cys Arg Tyr 

10 15 20 

aac ctg ccc gag age gcc eta ccg cga gac cca cgc tea ccg get cca 209 
Asn Leu Pro Glu Ser Ala Leu Pro Arg Asp Pro Arg Ser Pro Ala Pro 
25 30 35 40 

gat tta tea gca ata aac cag cca gee gga agg gcc gag cgc aga agt 257 
Asp Leu Ser Ala lie Asn Gin Pro Ala Gly Arg Ala Glu Arg Arg Ser 



1207 



45 50 55 

ggt cct gca act tta tec gcc tec ate cag tct att aat tgt tgc egg 305 

Gly Pro Ala Thr Leu Ser Ala Ser He Gin Ser He Asn Cys Cys Arg 

60 65 70 

gaa get aga gta agt agt teg cca gtt aat ag 337 

Glu Ala Arg Val Ser Ser Ser Pro Val Asn 
75 80 

<210> 1812 

<211> 396 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 31. .396 



O <400> 1812 

aeteggette egteeattct tccggtggag atg get geg gcc gtg geg ggg atg 54 

Met Ala Ala Ala Val Ala Gly Met 

1 5 

ptg ega ggg ggt etc etg ccc cag geg ggc egg ctg cct ace etc cag 102 

Leu Arg Gly Gly Leu Leu Pro Gin Ala Gly Arg Leu Pro Thr Leu Gin 

10 15 20 

act gtc cgc tat ggc tee aag get gtt acc cgc cae cgt egt gtg atg 150 

~S Thr Val Arg Tyr Gly Ser Lys Ala Val Thr Arg His Arg Arg Val Met 

25 30 35 40 

S cae ttt cag egg cag aag ctg atg get gtg act gaa tat ate ccc ccg 198 

iflj His Phe Gin Arg Gin Lys Leu Met Ala Val Thr Glu Tyr He Pro Pro 

ni 45 50 55 

aaa cca gcc ate cae cca tea tgc ctg cca tct cct ccc age ccc cca 246 

.J Lys Pro Ala lie His Pro Ser Cys Leu Pro Ser Pro Pro Ser Pro Pro 

60 65 70 

cag gag gag ata ggc etc ate agg ctt etc cgc egg gag ata gca gca 2 94 

Gin Glu Glu He Gly Leu He Arg Leu Leu Arg Arg Glu He Ala Ala 

75 80 85 

gtt ttc cag gae aac ega atg ata gee gtc tgc cag aat gtg get etg 342 

Val Phe Gin Asp Asn Arg Met He Ala Val Cys Gin Asn Val Ala Leu 

90 95 100 

agt gca gag gac aag ctt ctt atg ega cae cag ctg egg aaa cae aag 390 

Ser Ala Glu Asp Lys Leu Leu Met Arg His Gin Leu Arg Lys His Lys 

105 110 115 120 

ate etg 396 
He Leu 

<210> 1813 

<211> 329 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 149. .328 



1208 



ly 

;=3 : 



268 



<400> 1813 

actcggcttc cgtccattct tccggtggag atggctgcgg ccgtggcggg gatgctgcgc 60 
agggggtctc ctgccccagg cgggccggct gcctaccctc cagactgtcc gctatggctc 12 0 
caaggctgtt acccgccacc gtcgtgtg atg cac ttt cag egg cag aag ctg 172 

Met His Phe Gin Arg Gin Lys Leu 

1 5 

atg get gtg aet gaa tat ate ccc ecg aaa cca gcc ate cac cca tea 220 
Met Ala Val Thr Glu Tyr lie Pro Pro Lys Pro Ala lie His Pro Ser 

10 15 20 

tgc etg cca tet cet ccc age ccc cca cag gag gag ata ggc etc ate 
Cys Leu Pro Ser Pro Pro Ser Pro Pro Gin Glu Glu lie Gly Leu lie 
25 30 35 40 

agg ett etc cgc egg gag ata gca gea gty yte cag gms gcg teg tec 316 
Arg Leu Leu Arg Arg Glu lie Ala Ala Val Xaa Gin Xaa Ala Ser Ser 

45 50 55 

gee gta gte ggt g 329 
Ala Val Val Gly 
60 

<210> 1814 
<211> 451 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 203 . .451 



<400> 1814 

aacgeggcgc agggwgagag egcgcgettg cggacgcgge ggcattaaac ggttgcagge 60 
gtasagagtg gtcgttgtct ttetaggtet eageeggtcg tegcgaegtt cgecegcteg 120 
ctetgaggct ectgaageeg aaaccageta gaetttccte ettcecgcct geetgtagcg 180 
gegttgttge caetccgeca ee atg ttc gag gcg cgc ctg gte cag ggc tee 232 

Met Phe Glu Ala Arg Leu Val Gin Gly Ser 
15 10 
ate etc aag aag gtg ttg gag gea etc aag gac etc ate aac gag gcc 
He Leu Lys Lys Val Leu Glu Ala Leu Lys Asp Leu He Asn Glu Ala 

15 20 25 

tgc tgg gat att age tee age ggt gta aac ctg cag age atg gac teg 
Cys Trp Asp He Ser Ser Ser Gly Val Asn Leu Gin Ser Met Asp Ser 

30 35 40 

tec cac gte tet ttg gtg cag etc ace etg egg tet gag ggc ttc gac 376 
Ser His Val Ser Leu Val Gin Leu Thr Leu Arg Ser Glu Gly Phe Asp 

45 50 55 

aec tac cgc tgc gae cgc aac etg gee atg ggc gtg aac etc ace agt 424 
Thr Tyr Arg Cys Asp Arg Asn Leu Ala Met Gly Val Asn Leu Thr Ser 

60 65 70 

atg tec aaa ata eta aaa tgc gee ggc 451 
Met Ser Lys He Leu Lys Cys Ala Gly 
75 80 



280 



328 



1209 



<210> 1815 
<211> 467 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 119. .466 



caa gtt gaa aag c 
Gin Val Glu Lys 
115 

<210> 1816 
<211> 410 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 25 . .408 



60 
118 
166 



<400> 1815 

acgtgtgagg ggcggcccga ggtcacgtga cggagcgccg gagcggaggg agccggggct 
gggagttctc ctgagggaag aggagtggag tagggggrac gcggcggcgg cgttgaca 
atg agt ttt ctt gga ggc ttt ttt ggt cca att tgt gag ate gat att 
Met Ser Phe Leu Gly Gly Phe Phe Gly Pro He Cys Glu He Asp He 
15 10 15 

gtt ctt aat gat ggg gaa acc agg aaa atg gca gaa atg aaa act gaa 214 
Val Leu Asn Asp Gly Glu Thr Arg Lys Met Ala Glu Met Lys Thr Glu 
O 20 25 30 

=,p gat ggc aaa gta gaa aaa cac tat etc ttc tat gac gga gaa tec gtt 
m Asp Gly Lys Val Glu Lys His Tyr Leu Phe Tyr Asp Gly Glu Ser Val 
%1 ^5 40 45 

ft tea gga aag gta aac eta gee ttt aag caa cct gga aag agg eta gaa 
^ Ser Gly Lys Val Asn Leu Ala Phe Lys Gin Pro Gly Lys Arg Leu Glu 
50 55 60 

cac caa gga att aga att gaa ttt gta ggt caa att gra ctt ttc aat 
His Gin Gly He Arg He Glu Phe Val Gly Gin He Xaa Leu Phe Asn 
65 70 75 80 

gac aag agt aat act eat gaa ttt gta aac eta gtg aaa gaa eta gee 
Asp Lys Ser Asn Thr His Glu Phe Val Asn Leu Val Lys Glu Leu Ala 

85 90 95 

tta cct gga gaa etg act cag age aga agt tat gat ttt gaa ttt atg 
Leu Pro Gly Glu Leu Thr Gin Ser Arg Ser Tyr Asp Phe Glu Phe Met 
100 105 110 



262 



310 



358 



406 



454 



467 



<400> 1816 

aacttgcttt tgggagecag cggt atg gcg teg ggc tgc aag att ggc ccg 

Met Ala Ser Gly Cys Lys He Gly Pro 
1 5 
tee ate etc aac age gac etg gee aat tta ggg gee gag tgc etc egg 
Ser He Leu Asn Ser Asp Leu Ala Asn Leu Gly Ala Glu Cys Leu Arg 



1210 



10 15 20 25 

atg eta gac tct ggg gcc gat tat ctg cac ctg gac gta atg gac gga 147 

Met Leu Asp Ser Gly Ala Asp Tyr Leu His Leu Asp Val Met Asp Gly 

30 35 40 

cat gca cat gat ggt gtc caa gcc aga aca gtg ggt aaa gcc aat ggc 195 
His Ala His Asp Gly Val Gin Ala Arg Thr Val Gly Lys Ala Asn Gly 

45 50 55 

tgt age agg age caa tea gta cac ctt tea tee gag get act gag aac 243 
Cys Ser Arg Ser Gin Ser Val His Leu Ser Ser Glu Ala Thr Glu Asn 

60 65 70 

eca ggg get ttg att aaa gac att egg gag aat ggg atg aag gtt ggc 291 
Pro Gly Ala Leu lie Lys Asp lie Arg Glu Asn Gly Met Lys Val Gly 

75 80 85 

ctt gcc ate aaa eca gga acc tea gtt gag tat ttg gca eca tgg get 339 
Leu Ala lie Lys Pro Gly Thr Ser Val Glu Tyr Leu Ala Pro Trp Ala 
90 95 100 105 

aat cag ata gat atg gcc ttg gtt atg aca gtg gac egg ggt ttg gag 387 
Asn Gin He Asp Met Ala Leu Val Met Thr Val Asp Arg Gly Leu Glu 

Q 110 115 120 

ggc aga att cat gga gat atg at 410 

yl Gly Arg He His Gly Asp Met 

£l 125 

<210> 1817 
<211> 434 
<212> DNA 

<213> Homo sapiens 

Q <220> 

ify <221> CDS 



<222> 105 . .434 



<400> 1817 

gggtaaettg eyyttgggag ccageggyat ggcgtegggc tgcaagattg gccegtccat 60 
cetcaacagc gacctggcca atttakgggc cgagtgcctc cggg atg eta gac tct 116 

Met Leu Asp Ser 

1 

kgg gcc gat tat ctg cac ctg gac gta atg gac ggg eat ttt gtt cec 164 
Xaa Ala Asp Tyr Leu His Leu Asp Val Met Asp Gly His Phe Val Pro 
5 10 15 20 

aac ate ace ttt ggt cac cct gtg gta gaa age ctt cga aag cag eta 
Asn He Thr Phe Gly His Pro Val Val Glu Ser Leu Arg Lys Gin Leu 

25 30 35 

ggc cag gac cct tte ttt gac atg cac atg atg gtg tec aag eca gaa 
Gly Gin Asp Pro Phe Phe Asp Met His Met Met Val Ser Lys Pro Glu 

40 45 50 

cag tgg gta aag eca atg get gta gca ggw nnn aat eag tac acc ttt 308 
Gin Trp Val Lys Pro Met Ala Val Ala Gly Xaa Asn Gin Tyr Thr Phe 

55 60 65 

cat etc gan get act gag aac eca ggg get ttg att aaa gac att egg 356 
His Leu Xaa Ala Thr Glu Asn Pro Gly Ala Leu He Lys Asp He Arg 

70 75 80 

gag aat ggg atg aag gtt ggc ctt gee ate aaa eca gga acc tea gtt 404 



212 



260 



1211 



Glu Asn Gly Met Lys Val Gly Leu Ala He Lys Pro Gly Thr Ser Val 
85 90 95 100 

gag tat ttg gca cca tgg get aat cag ata 434 
Glu Tyr Leu Ala Pro Trp Ala Asn Gin He 
105 110 

<210> 1818 
<211> 282 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 122 . .280 



<400> 1818 

atttttcaga tttctttcaa atgaaggact gttaggtcac catattgtat attaggttaa 60 
tcttcaagct ttgaaatatg gaaggctgac acctgcgtgt tattctcttt caagtgctta 120 
a atg age tgt tea tet gaa att eae gaa ttg gtt tat aga tat ate tgg 169 
Met Ser Cys Ser Ser Glu He His Glu Leu Val Tyr Arg Tyr He Trp 
15 10 15 

ata tae ata aae cag gga eaa tge aga aag ggt ata aea tet aga ttg 217 
He Tyr He Asn Gin Gly Gin Cys Arg Lys Gly He Thr Ser Arg Leu 

20 25 30 

cag caa ate tgt gca tge eag att agt ttt ata agt atg eae ttt aea 265 
Gin Gin He Cys Ala Cys Gin He Ser Phe He Ser Met His Phe Thr 

35 40 45 

aat gat gaa ata agg gc 282 
Asn Asp Glu He Arg 
50 

<210> 1819 
<211> 373 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 15 . .371 



<400> 1819 

gaaaggttgc gaag atg geg acg gee ttg age gag gag gag etg gac aat 50 
Met Ala Thr Ala Leu Ser Glu Glu Glu Leu Asp Asn 
15 10 
gaa gac tat tac teg ttg etg aae gtg ege agg gag gee tet tet gaa 98 
Glu Asp Tyr Tyr Ser Leu Leu Asn Val Arg Arg Glu Ala Ser Ser Glu 

15 20 25 

gag etg aaa get gee tae egg agg etc tgt atg etc tac cat cca gac 146 
Glu Leu Lys Ala Ala Tyr Arg Arg Leu Cys Met Leu Tyr His Pro Asp 

30 35 40 

aag eac aga gac cca gag etc aag tea cag gcg gaa cga etg ttt aae 194 
Lys His Arg Asp Pro Glu Leu Lys Ser Gin Ala Glu Arg Leu Phe Asn 



1212 



242 



290 



45 50 55 60 

ctt gtt cac cag get tat gaa gtg ctt agt gac ccc caa acc agg gcc 
Leu Val His Gin Ala Tyr Glu Val Leu Ser Asp Pro Gin Thr Arg Ala 

65 70 75 

ate tat gat ata tat ggg aag aga gga ctg gaa atg gaa gga tgg gag 
lie Tyr Asp He Tyr Gly Lys Arg Gly Leu Glu Met Glu Gly Trp Glu 

80 85 90 

gtt gtg gaa agg agg aga aec cct get gaa att cga gag gag ttt gag 338 
Val Val Glu Arg Arg Arg Thr Pro Ala Glu He Arg Glu Glu Phe Glu 

95 100 105 

egg etg cag aga gag aga gaa gag agg aga ttg ea 373 
Arg Leu Gin Arg Glu Arg Glu Glu Arg Arg Leu 
110 115 

<210> 1820 

<211> 361 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 105. .359 



260 



308 



<400> 1820 

•fi agtcggggcc eggaagtggt ceetgtagaa ecactgtgge accgctactc egtgecgcgc 60 

^£ ecgtegagca ttgcgttget geattgcgee ccaccgaetc cact atg ttg aag aaa 116 
„ Met Leu Lys Lys 

f*3 1 

ni ttc gae aag aag gat gag gag tea ggt gga ggc tec aae cca tte cag 164 
^ Phe Asp Lys Lys Asp Glu Glu Ser Gly Gly Gly Ser Asn Pro Phe Gin 

5 10 15 20 

£ cac ctt gag aag agt gcg gta etc cag gag gcc egt gta ttt aat gaa 212 
^ His Leu Glu Lys Ser Ala Val Leu Gin Glu Ala Arg Val Phe Asn Glu 
Q 25 30 35 

act ccc ate aae cct egg aaa tgt gcc cac ate etc aec aag att ctt 

Thr Pro He Asn Pro Arg Lys Cys Ala His He Leu Thr Lys He Leu 
40 45 50 

tat etc ata aac cag ggg gag cac ctg ggg ace aeg gaa gcg amc gag 

Tyr Leu He Asn Gin Gly Glu His Leu Gly Thr Thr Glu Ala Xaa Glu 
55 60 65 

gcc ttc ttt gsc atg rcc aag etc ttt cag tee aat gat ccc aca etc 356 

Ala Phe Phe Xaa Met Xaa Lys Leu Phe Gin Ser Asn Asp Pro Thr Leu 
70 75 80 

egt eg 

Arg 

85 

<210> 1821 
<211> 391 
<212> DNA 
<213> Homo sapiens 

<220> 



361 



1213 




<221> CDS 
<222> 46. .390 



<400> 1821 

gattgcctca tccgggtctt ttgcgttctc tttccctctc ccaac atg gcg gcc tea 57 

Met Ala Ala Ser 



105 



201 



1 

gca aaa aag aag aat aag aag ggg aag act ate tec eta aca gac ttt 
Ala Lys Lys Lys Asn Lys Lys Gly Lys Thr He Ser Leu Thr Asp Phe 
5 10 15 20 

ctg get gag gat ggg ggt act ggt gga gga age acc tat gtt tec aaa 153 
Leu Ala Glu Asp Gly Gly Thr Gly Gly Gly Ser Thr Tyr Val Ser Lys 

25 30 35 

cca gte age tgg get gat gaa acg gat gae ctg gaa gga gat gtt teg 
Pro Val Ser Trp Ala Asp Glu Thr Asp Asp Leu Glu Gly Asp Val Ser 

40 45 50 

ace act tgg cac agt aae gat gae gat gtg tat agg gcg eet cca att 249 

O Thr Thr Trp His Ser Asn Asp Asp Asp Val Tyr Arg Ala Pro Pro He 
55 60 65 

Ifl gae cgt tec ate ctt' ccc act get cca egg get get egg gaa ecc aat 297 

l2 Asp Arg Ser He Leu Pro Thr Ala Pro Arg Ala Ala Arg Glu Pro Asn 

n 70 75 80 

^ ate gac egg age cgt ett ecc aaa teg cca ccc tac act get ttt eta 345 
He Asp Arg Ser Arg Leu Pro Lys Ser Pro Pro Tyr Thr Ala Phe Leu 
85 90 95 100 

=^ gga aae eta ccc tat gat gtt aca gaa gag tea att aag gaa tte t 391 
5 Gly Asn Leu Pro Tyr Asp Val Thr Glu Glu Ser He Lys Glu Phe 

Q 105 110 115 

m 

n\ <210> 1822 

<211> 458 

S <212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 201 . .458 



<400> 1822 

agegcagaca cggtggcggc gtgtgcgcct ccggggctgc tgattagaat aggggacttg 60 
geegtggatg gaatccggga aacccaaacc ggagatggaa ggatgagget gegtttgcag 120 
cgcgtgaatg rgaegeggat atcaaagcag actgcaatae ctgegtggaa atagaagaca 180 
gaaaggtttc aagaeaaeag atg aat tgt gaa aga gag eag eta agg ggt aat 233 

Met Asn Cys Glu Arg Glu Gin Leu Arg Gly Asn 
15 10 
cag gaa gca gee get gee eet gae aca atg get cag ect tac get teg 281 
Gin Glu Ala Ala Ala Ala Pro Asp Thr Met Ala Gin Pro Tyr Ala Ser 

15 20 25 

gee cag ttt gck ccc ccg cag aac ggt ate ccc gcg gaa tac acg gcc 329 
Ala Gin Phe Ala Pro Pro Gin Asn Gly He Pro Ala Glu Tyr Thr Ala 

30 35 40 

cct eat ecc cac ccc gcg cca gag tac aca gge cag acc acg gtt ccc 377 



1214 




Pro His Pro His Pro Ala Pro Glu Tyr Thr Gly Gin Thr Thr Val Pro 

45 50 55 

gag cac aca nnw aac ctg tac cct ccc gcc cag acg cac tec gag cag 
Glu His Thr Xaa Asn Leu Tyr Pro Pro Ala Gin Thr His Ser Glu Gin 
60 65 70 75 

age ccg geg gac aeg age get cag ace gtc tet 
Ser Pro Ala Asp Thr Ser Ala Gin Thr Val Ser 
80 85 



425 



458 



<210> 1823 

<211> 201 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 43 . .201 



<400> 1823 

ettteagecc aggggeegge gcacgaaace tgtttggagg 



cce aat 
Pro Asn 
5 

ggc gtc 
Gly Val 

ttc eaa 
Phe Gin 

cag 
Gin 



cct gaa gcc 
Pro Glu Ala 

ate gea gat 
lie Ala Asp 
25 

gga aec agg 
Gly Thr Arg 
40 



eta agt 
Leu Ser 
10 

gtt caa 
Val Gin 

egg cga 
Arg Arg 



gac agt 
Asp Ser 

ttt gea 
Phe Ala 

tac tac 
Tyr Tyr 
45 



tea gag 
Ser Glu 
15 

gac tta 
Asp Leu 
30 

aga eat 
Arg His 



tt atg gat gat aaa 
Met Asp Asp Lys 
1 

egt ett ttc tec ttt 
Arg Leu Phe Ser Phe 
20 

gaa gat ggc ttt aat 
Glu Asp Gly Phe Asn 
35 

agt ett ett cac tta 
Ser Leu Leu His Leu 
50 



54 



102 



150 



198 



201 



<210> 1824 
<211> 357 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 173. 



.355 



<400> 1824 

cctagctact ataacccagc cgetgttaat ccaatgaaat 
aggaaaatgc tttggcaggg caagaaagaa agggrmeaaa 
ggaaaaattg aattttggaa aeaaggaeca aaatgtcaaa 



att aag agt gaa gat gaa get gga tgt age tea 
lie Lys Ser Glu Asp Glu Ala Gly Cys Ser Ser 
5 10 



ttgctgaaca agagaaaaaa 
teeeaatetg ctgaaatatg 
tttaggaaat tg atg ggt 

Met Gly 

1 

gtt gat gaa gaa agt 
Val Asp Glu Glu Ser 
15 



60 
120 
178 



226 



1215 



yi 



tac aag act ctg aag cas cag gaa gaa gta ttt cga aat tta gat get 274 
Tyr Lys Thr Leu Lys Xaa Gin Glu Glu Val Phe Arg Asn Leu Asp Ala 

20 25 30 

cag tat gaa atg gca aga tea caa acc cac aca caa aga gga atg ggt 322 
Gin Tyr Glu Met Ala Arg Ser Gin Thr His Thr Gin Arg Gly Met Gly 
35 40 45 50 

ttg ggt ttc aca tct tea atg cga ssa atg gat ge 357 
Leu Gly Phe Thr Ser Ser Met Arg Xaa Met Asp 
55 60 

<210> 1825 
<211> 404 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 74 . .403 



<400> 1825 

^ aaagacttcc actcgtgcgt gaggegagag gagceggaga cgagaccaga ggcegaacte 60 
l.i gggttctgac aag atg gcc ggg ctg ccc cgc agg ate ate aag gaa ace 109 
^ Met Ala Gly Leu Pro Arg Arg lie lie Lys Glu Thr 

15 10 
^ cag cgt ttg ctg gca gaa eca gtt ect ggc ate aaa gee gaa cea gat 157 
C' Gin Arg Leu Leu Ala Glu Pro Val Pro Gly lie Lys Ala Glu Pro Asp 
s 15 20 25 

□ gag age aac gee cgt tat ttt eat gtg gte att get ggc ect cag gat 205 
PlJ Glu Ser Asn Ala Arg Tyr Phe His Val Val lie Ala Gly Pro Gin Asp 
30 35 40 

tec ecc ttt gag gga ggg act ttt aaa ctt gaa eta ttc ctt cca gaa 253 
Ser Pro Phe Glu Gly Gly Thr Phe Lys Leu Glu Leu Phe Leu Pro Glu 
45 50 55 60 

gaa tac cca atg gca gee cet aaa gta cgt ttc atg aye aaa ktt tat 301 
Glu Tyr Pro Met Ala Ala Pro Lys Val Arg Phe Met Xaa Lys Xaa Tyr 

65 70 75 

eat ect aat gta gae aag ttg gga aga ata tgt tta gat att ttg aaa 349 
His Pro Asn Val Asp Lys Leu Gly Arg lie Cys Leu Asp He Leu Lys 

80 85 90 

gat aag tgg tee cca gen ntg cag ate cgc aca gtt ctg eta teg ate 397 
Asp Lys Trp Ser Pro Ala Xaa Gin He Arg Thr Val Leu Leu Ser He 

95 100 105 

cag gee t 
Gin Ala 
110 

<210> 1826 
<211> 432 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 



404 



1216 





<222> 83 . .430 



<400> 1826 

agagagtcac atctcttwtt tggaccagta tagacagaag taaacccagc tgacttgttt 
cctgggacag ttgagttaag gg atg get ttc aca gag cat tea eeg etg aec 

Met Ala Phe Thr Glu His Ser Pro Leu Thr 
15 10 
cct eac egt egg gac etc tgt age cgc tct ate tgg eta gea agg aag 
Pro His Arg Arg Asp Leu Cys Ser Arg Ser lie Trp Leu Ala Arg Lys 

15 20 25 

att egt tea gac ewg act get ett aeg gaa tec tat gtg aag eat eag 
He Arg Ser Asp Xaa Thr Ala Leu Thr Glu Ser Tyr Val Lys His Gin 

30 35 40 

gge etg aae aag aac ate aac etg gac tet geg gat ggg atg eea gtg 
Gly Leu Asn Lys Asn He Asn Leu Asp Ser Ala Asp Gly Met Pro Val 

45 50 55 

gea age act gat eag tgg agt gag etg ace gag gea gag cga etc caa 
Ala Ser Thr Asp Gin Trp Ser Glu Leu Thr Glu Ala Glu Arg Leu Gin 

60 65 70 

gag aae ctt eaa get tat egt ace tte eat gtt ttg ttg gee agg etc 
Glu Asn Leu Gin Ala Tyr Arg Thr Phe His Val Leu Leu Ala Arg Leu 
75 80 85 90 

tta gaa gac eag cag gtg cat ttt ace eca aec gaa gtg act tec ate 
Leu Glu Asp Gin Gin Val His Phe Thr Pro Thr Glu Val Thr Ser He 

95 100 105 

aag eta tas ata cee tte tte tee aag teg et 
Lys Leu Xaa He Pro Phe Phe Ser Lys Ser 
110 115 



60 
112 



160 



208 



256 



304 



352 



400 



432 



<210> 1827 
<211> 286 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 126. .284 



<400> 1827 

aaagaggtge tgtgeaggag gegggegggc gcggttettt ecggaaggat tgaatekcct 60 
ttageeccge cegeetecgt agetgectga agtagtgcag ggtcagecmg cmagttnsca 120 
gggtc atg geg etg get get cga etg tgg egc ett etg cct tte cga egt 170 
Met Ala Leu Ala Ala Arg Leu Trp Arg Leu Leu Pro Phe Arg Arg 
15 10 15 

gga gee gee eeg ggg tet egt etc cct geg ggg asw teg gge age cgc 218 
Gly Ala Ala Pro Gly Ser Arg Leu Pro "Ala Gly Xaa Ser Gly Ser Arg 

20 25 30 

ggg eat tge gge cec tgt ega ttc cgc gge ttc gag gta atg gga aac 266 
Gly His Cys Gly Pro Cys Arg Phe Arg Gly Phe Glu Val Met Gly Asn 

35 40 45 

cea gga act ttc aaa aga gg 
Pro Gly Thr Phe Lys Arg 



286 



1217 




50 

<210> 1828 
<211> 329 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 127. .327 

<400> 1828 

aaagaggtgc tgtgcaggag gcgggcgggc gcggttcttt ccggaaggat tgaatckcct 60 
ttagccccgc ccgcctccgt agctgcctga agtagtgcag ggtcagcccg cmagttkcca 120 
gggtca atg keg ctg get get ega etg tgg egc ett ctg cat ttc cga 168 
Met Xaa Leu Ala Ala Arg Leu Trp Arg Leu Leu Pro Phe Arg 
15 10 
O cgt gga gcc gcc cog ggg tct cgt etc cct gcg ggg asw teg ggc age 216 
S Arg Gly Ala Ala Pro Gly Ser Arg Leu Pro Ala Gly Xaa Ser Gly Ser 
yi 15 20 25 30 

U cgc ggg eat tgc ggc ecc tgt ega tte cgc ggc ttc gag gta ccc ccg 264 
Ch Arg Gly His Cys Gly Pro Cys Arg Phe Arg Gly Phe Glu Val Pro Pro 
^ 35 40 45 

^ tgg tec tgg etc eeg etc etc act tec tae tea gta atg gga aae cea 312 

Trp Ser Trp Leu Pro Leu Leu Thr Ser Tyr Ser Val Met Gly Asn Pro 
CI 50 55 60 

gga act ttc aaa aga gg 
0 Gly Thr Phe Lys Arg 
rU 65 
m 

<210> 1829 
<211> 433 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 116. .433 



<400> 1829 

attagcteea ttcaagecta caaattgcat caccetccte ctetgceeag acetgggggc 60 
tceaacaect ttcgctaggt etggetctgg cetetgagcg aaccttccgt aeagt atg 118 

Met 
1 

gcg get ccc gaa gcc ccg cmc ctg gae aga gtt tte cgt aca aea tgg 166 
Ala Ala Pro Glu Ala Pro Xaa Leu Asp Arg Val Phe Arg Thr Thr Trp 

5 10 15 

ctg tct aca gag tgc gat tec eac eca ctt ccg cct age tac egg aag 214 
Leu Ser Thr Glu Cys Asp Ser His Pro Leu Pro Pro Ser Tyr Arg Lys 

20 25 30 

ttt eta ttt gaa ace eag gcg gcc gae tta gee ggt ggc aeg aca gtt 262 
Phe Leu Phe Glu Thr Gin Ala Ala Asp Leu Ala Gly Gly Thr Thr Val 



329 



1218 



35 40 45 

get gca ggg aat ctt tta aac grg age gag aag gac tgc ggg eag gac 310 

Ala Ala Gly Asn Leu Leu Asn Xaa Ser Glu Lys Asp Cys Gly Gin Asp 
50 55 60 65 

egg egg get eet ggg gtt eag ecg tge cnn etc gtt aeg atg aee agt 358 

Arg Arg Ala Pro Gly Val Gin Pro Cys" Xaa Leu Val Thr Met Thr Ser 

70 75 80 

gtg gtt aag aea gtg tat age etg eag ece ccc tet geg etg age gge 406 

Val Val Lys Thr Val Tyr Ser Leu Gin Pro Pro Ser Ala Leu Ser Gly 

85 90 95 

gge eag esk yag tae aea eaa aet egg 433 

Gly Gin Xaa Xaa Tyr Thr Gin Thr Arg 

100 105 

<210> 1830 

<211> 474 

<212> DNA 

<213> Homo sapiens 

<220> 
U] <221> CDS 

<222> 47 . .472 



<400> 1830 

agcaeeegtt agaggegetc tccactgctg teetetteag ctcaag atg gtg gee 55 

Met Val Ala 
1 

tge egg gcg att gge ate etc age egc ttt tet gee ttc agg ate ete 103 
Cys Arg Ala lie Gly lie Leu Ser Arg Phe Ser Ala Phe Arg lie Leu 
5 10 15 

_g cge tee cga ggt tat ata tgc egc aat ttt aea ggg tet tet get ttg 151 
S Arg Ser Arg Gly Tyr lie Cys Arg Asn Phe Thr Gly Ser Ser Ala Leu 
^ 20 25 30 35 

etg aee aga aee eat att aac tat gga gte aaa ggg gat gtg gea gtt 199 
Leu Thr Arg Thr His lie Asn Tyr Gly Val Lys Gly Asp Val Ala Val 

40 45 50 

gtt ega att aae tet ece aat tea aag gta aat aea etg agt aaa gag 247 
Val Arg lie Asn Ser Pro Asn Ser Lys Val Asn Thr Leu Ser Lys Glu 

55 60 65 

eta eat tea gag tte tea gaa gtt atg aat gaa ate tgg get agt gat 295 
Leu His Ser Glu Phe Ser Glu Val Met Asn Glu lie Trp Ala Ser Asp 

70 75 80 

eaa ate aga agt gee gte ett ate tea tea aag cea gge tgc ttt att 343 
Gin lie Arg Ser Ala Val Leu lie Ser Ser Lys Pro Gly Cys Phe lie 

85 90 95 

gca ggt get gat ate aac atg tta gee get tge aag aee ctt caa gaa 391 
Ala Gly Ala Asp He Asn Met Leu Ala Ala Cys Lys Thr Leu Gin Glu 
100 105 110 115 

gta aea eag eta tea caa gaa gca eag aga ata gtt gag aaa ctt gaa 439 
Val Thr Gin Leu Ser Gin Glu Ala Gin Arg He Val Glu Lys Leu Glu 

120 125 130 

aag tec aea. aag cet att gtg get gee ate aat gg 474 
Lys Ser Thr Lys Pro He Val Ala Ala He Asn 



1219 




135 



140 



<210> 1831 
<211> 291 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 77 . .289 



<400> 1831 

cttttcctcc ccaggttcaa gggcagacgg ggtttttgag gaggattcgc aaattgacat 
agccacagta caggat atg ctt age age cac cat tac aag tea tte aaa gtc 
Met Leu Ser Ser His His Tyr Lys Ser Phe Lys Val 
15 10 
age atg ate cac aga ctg cga tte aca ace gac gta cag eta ggt ate 
Ser Met lie His Arg Leu Arg Phe Thr Thr Asp Val Gin Leu Gly lie 

15 20 25 

tct gga gac aaa gta gag ata gae eet gtt acg aat cag aaa gee age 
Ser Gly Asp Lys Val Glu lie Asp Pro Val Thr Asn Gin Lys Ala Ser 

30 35 40 

act aag ttt tgg att aag cag aaa cec ate tea ate gat tec gac ctg 
Thr Lys Phe Trp lie Lys Gin Lys Pro lie Ser lie Asp Ser Asp Leu 
45 50 55 60 

etc tgt gee tgt gac ctt get gaa gag aaa age cc 
Leu Cys Ala Cys Asp Leu Ala Glu Glu Lys Ser 
65 70 



60 
112 



160 



208 



256 



291 



<210> 1832 
<211> 441 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 254 . .439 



<400> 1832 

ttttaaaece ecagtggget gaaggcatca gagagggtgg eceaatggtt agggeagtea 
ttatggetga atatgetcag tteccttttt ttccctctgg gctataaaga etaaaeeggg 
ctgggggetg tggctcacge ctgtaatccc agcactttgg gaggccgagg cageaggatt 
gcttgageec aggagttcaa gaecagcetg ggcaacatag tgagacctcc teatctctac 
agaaaattta aac atg aca ggc gtg ggg ggc ttg tea egt ggg aga agt 
Met Thr Gly Val Gly Gly Leu Ser Arg Gly Arg Ser 
15 10 
cac atg gga gaa gag ttg aga att ggc ctg aat ttt gaa agg cea att 
His Met Gly Glu Glu Leu Arg lie Gly Leu Asn Phe Glu Arg Pro lie 

15 20 25 

ttg tte ecc aca gga aca aaa aat tta aaa agt tgg cca ggc gtg gtg 
Leu Phe Pro Thr Gly Thr Lys Asn Leu Lys Ser Trp Pro Gly Val Val 
30 35 40 



60 
120 
180 
240 
289 



337 



385 



1220 



get cac gcc tgt aat cct age act ttg gga gge caa ggg gga tea caa 433 

Ala His Ala Cys Asn Pro Ser Thr Leu Gly Gly Gin Gly Gly Ser Gin 

45 50 55 60 

ggt cag ga 441 

Gly Gin 



<210> 1833 

<211> 438 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 103 . .438 



<400> 1833 

^ aaaactgaaa gtgaaatagg gagctggcta ccagcgttga gtcccctgta aagccaaacc 60 
^ ccctaaaggt ctccacactg ctgtttaacg gcacacttga ca atg get tea gea 114 
Cs Met Ala Ser Ala 

m 1 

|*b gea egs ttg aac awt gat gtg gga gga ggt cac atg ccc tat ctg cct 162 
y Ala Arg Leu Asn Xaa Asp Val Gly Gly Gly His Met Pro Tyr Leu Pro 
5 10 15 2 0 

gga ece ctt cgt gga gcc tgt gag eat cga gtg tgc cac age tte tgc 210 
'% Gly Pro Leu Arg Gly Ala Cys Glu His Arg Val Cys His Ser Phe Cys 
^ 25 30 35 

cag gaa tgc ate tct cag gtt ggg aaa ggt ggg gge age gtc tgt cct 258 
O Gin Glu Cys He Ser Gin Val Gly Lys Gly Gly Gly Ser Val Cys Pro 
fU 40 45 50 

PJ 9tg tge egg cag cge ttt ctg etc aag aat etc egg ccc aat cga cag 3 06 

Val Cys Arg Gin Arg Phe Leu Leu Lys Asn Leu Arg Pro Asn Arg Gin 

55 60 65 

eta gee aac atg gtg aac aac ctt aaa gaa ate age cag gag gcc aga 354 
Leu Ala Asn Met Val Asn Asn Leu Lys Glu He Ser Gin Glu Ala Arg 

70 75 80 

gag gge aea cag ggg gaa egg tgt gea gtg cat gga gag agr ctt cac 402 
Glu Gly Thr Gin Gly Glu Arg Cys Ala Val His Gly Glu Arg Leu His 
85 90 95 100 

ctg ttc tgt gag aaa gat ggg aag gcc ttt get ggg 438 
Leu Phe Cys Glu Lys Asp Gly Lys Ala Phe Ala Gly 
105 110 



<210> 1834 

<211> 421 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 26 . .421 



<400> 1834 
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acttgcaagc tgcccgcaat acgty 


atg 




ae e 


aaa 


cge 


ctt 


tte 


ggg 


get 


52 


















Met 


Ala 


Thr 


Lys 


Arg 
5 


Leu 


Phe 


Gly 


Ala 






acc 


egg 


acg 


tgg 


gcc 


ggc 


tgg 


J. 

999 


y ^ ^ 


t~ ciCi 


yciy 


etc 


eta 


aae 


cce 


qce 


100 




Thr 


Arg 


Thr 


Trp 


Ala 


Gly 


Trp 


\j xy 


Ala 


^^y 


Glu 


Leu 


Leu 


Asn 


Pro 


Ala 






10 










15 










2 0 










25 






act 


tec 


gga 


aga 


etc 


etg 


gcc 


egg 


y a. u 


tat 


gee 


aag 


aaa 


eca 


qtt 


atq 


148 




Thr 


Ser 


Gly 


Arg 


Leu 


Leu 


Ala 


Arg 


Asp 


Tyr 


Ala 


Lys 


Lys 


Pro 


Val 


Met 














30 










35 










40 








aag 


ggg 


gcc 


aaa 


teg 


gga 


aaa 


ggt 


gca 


gtg 


acc 


age 


aaa 


gee 


etc 


aag 


196 




Lys 


Gly 


Ala 


Lys 


Ser 


Gly Lys 


Gly 


Ala 


Val 


J. 11 J. 


Ser 


Glu 


Ala 


Leu 


Lys 












45 










50 










55 










gac 


eec 


gac 


gta 


tge 


aca 


gat 


ect 


gtc 


eag 


etc 


aec 


aea 


tat 


Qce 


atg 


244 




Asp 


Pro 


Asp 


Val 


Cys 


Thr 


Asp 


Pro 


Val 


Gin 


Leu 


Thr 


Thr 


Tvr 


Ala 


Met 








6 0 










65 










70 












ggc 


gtc 


aae 


ate 


tac 


aag 


gaa 


ggg 


eag 


gat 


gta 


eec 


etg 


aaa 


ceg 


gat 


292 




Gly 


Val 


Asn 


lie 


Tyr 


Lys 


Glu 


Gly Gin Asp 


Val 


Pro 


Leu 


Lys 


Pro 


Asp 








75 










80 










85 














get 


gag 


tac 


cct 


gaa 


tgg 


ctg 


ttc 


gag 


atg 


aac 


ttg 


ggt 


eec 


cea 


aag 


340 




Ala 


Glu 


Tyr 


Pro 


Glu 


Trp 


Leu 


Phe 


Glu 


Met 


Asn 


Leu 


Gly 


Pro 


Pro 


Lys 






90 








95 










100 










105 






acc 


etg 


gag 


gag 


ctg 


gac 


ccc 


gag 


age 


egg 


gag 


tac 


tgg 


egg 


egg 


ctg 


388 




Thr 


Leu 


Glu 


Glu 


Leu 


Asp 


Pro 


Glu 


Ser 


Arg 


Glu 


Tyr 


Trp 


Arg 


Arg 


Leu 














110 










115 










120 








egg 


aaa 


cag 


aae 


ate 


tgg 


egc 


cac 


aae 


egg 


ctg 












421 




Arg 


Lys 


Gin 


Asn 


He 


Trp 


Arg 


His 


Asn 


Arg 


Leu 






















125 










130 



















:=3 s 



<210> 1835 

<211> 673 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 221. .673 



<400> 1835 

agatttggct ttatakageg gaeeegtaag geegacekgc 
gegtgatgtc tcaeagaaag ttetecgcte ccagacatgg 
ggaagcgcas agcaggeatc gtgggaaggt gaagagctte 
gccggtccae cteacagect tectgggata eaaggetgge 



egg gaa 
Arg Glu 

gag get 
Glu Ala 

gtg ggc 
Val Gly 



gtc gac 
Val Asp 

gtg aec 
Val Thr 

25 
tac gtg 
Tyr Val 
40 



agg ceg gga 
Arg Pro Gly 
10 

att gta gag 
He Val Glu 

gaa acc ect 
Glu Thr Pro 



tec aag 
Ser Lys 

aea cea 
Thr Pro 

30 
ega ggc 
Arg Gly 
45 



gtg aac 
Val Asn 
15 

cce atg 
Pro Met 

etc egg 
Leu Arg 



tetaeeggeg ggatttgatg 
gtcccteggc ttcetgccte 
cetaaggatg acccrtccaa 
atg act cac ate gtg 
Met Thr His He Val 
1 5 
aag aag gag gtg gtg 
Lys Lys Glu Val Val 
20 

gtg gtt gtg ggc att 
Val Val Val Gly He 
35 

acc ttc aag act gtc 
Thr Phe Lys Thr Val 
50 



60 
120 
180 
235 



283 



331 



379 
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i- t- t- 

U L. u 


g*^t 


nan 


c ac 


ate 


ag t 


gat 


gaa 


tgc 


aag 


aQQ 


cgt 


ttc 


tat 


aag 


aat 


427 




Phe 


Ala 


Glu 


His 


He 


Ser 


Asp 


Glu 


Cys 


Lys 


Arg 


Arg 
65 


Phe 


Tyr 


Lys 


Asn 






tgg 


r';^ i- 
v_ d L. 


;3 a a 
ddct 




a a n 
ddy 


aag 


aag 


gcc 


ttt 


acc 


aag 


tac 


tQC 


aag 


aaa 


tgg 


475 




Trp 


His 


Lys 


Ser 


Lys 


Lys 


Lys 


Ala 


Phe 


Thr 


Lys 


Tyr 


Cys 


Lys 


Lys 


Trp 






1 U 










/ D 










80 










85 






cag 


y a. L. 


g^g 


y d L. 


nnr* 


3 a n 
ddy 


aag 


cag 


eta 
(w uy 


aaa 

ydy 


aag 


gac 


ttc 


aac 


aqc 


atq 


523 




1 n 
oX 11 


Asp 


Glu 




ni v 

\jx y 
90 


Lys 


Lys 


Gin 


Leu 


Glu 


Lys 


Asp 


Phe 


Ser 


Ser 
10 0 


Met 






aa.g 


aag 


tac 


tac 


caa 


gtc 


ate 


cgt 


qtc 


att 


gcc 


cac 


acc 


cag 


atg 


cgc 


571 




Lys 


Lys 


Tyr 


Cys 
105 


Gin 


Val 


He 


Arg 


Val 
110 


He 


Ala 


His 


Thr 


Gin 
115 


Met 


Arg 






ctg 


ctt 


cct 


ctg 


cgc 


cag 


aag 


aag 


gcc 


cac 


ctg 


atg 


gag 


ate 


cag 


gtg 


619 




Leu 


Leu 


Pro 
120 


Leu 


Arg 


Gin 


Lys 


Lys 
125 


Ala 


His 


Leu 


Met 


Glu 
130 


He 


Gin 


Val 






aac 


gga 


ggc 


act 


gtg 


gcc 


gag 


aag 


ctg 


gac 


tgg 


gcc 


cgc 


gag 


agg 


ctt 


667 




Asn 


Gly Gly 


Thr 


Val 


Ala 


Glu 


Lys 


Leu 


Asp 


Trp 


Ala 


Arg 


Glu 


Arg 


Leu 








135 










140 










145 














gag 


cag 






























673 




Glu 


Gin 
































HI 


150 



































<210> 1836 

<211> 647 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 66 . . 647 



<400> 1836 

agatttggct ttatakagcg gacccgtaag gccgacckgc tctaccggcg ggatttgatg 60 
gcgtg atg aca tgg gtc cct egg ctt cct gcc teg gaa gcg cas age agg 110 
Met Thr Trp Val Pro Arg Leu Pro Ala Ser Glu Ala Xaa Ser Arg 
15 10 15 

cat cgt ggg aag gtg aag age ttc cct aag gat gac ccs tee aag ccg 158 
His Arg Gly Lys Val Lys Ser Phe Pro Lys Asp Asp Pro Ser Lys Pro 

20 25 30 

gtc cac etc aca gcc ttc ctg gga tac aag get ggc atg act cac ate 206 
Val His Leu Thr Ala Phe Leu Gly Tyr Lys Ala Gly Met Thr His He 

35 40 45 

gtg egg gaa gtc gac agg ccg gga tec aag gtg aac aag aag gag gtg 254 
Val Arg Glu Val Asp Arg Pro Gly Ser Lys Val Asn Lys Lys Glu Val 

50 55 60 

gtg gag get gtg ace att gta gag aca cea cce atg gtg gtt gtg ggc 
Val Glu Ala Val Thr He Val Glu Thr Pro Pro Met Val Val Val Gly 

65 70 75 

att gtg ggc tac gtg gaa ace cct ega ggc etc egg ace ttc aag act 
He Val Gly Tyr Val Glu Thr Pro Arg Gly Leu Arg Thr Phe Lys Thr 
80 85 90 ' 95 

gtc ttt get gag cac ate agt gat gaa tgc aag agg cgt ttc tat aag 
Val Phe Ala Glu His He Ser Asp Glu Cys Lys Arg Arg Phe Tyr Lys 



302 



350 



398 
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inn 
± \j \j 










105 










110 




dct U 


t" net 

egg 




^ ;^ ;^ 
add 


L. U 


aag 


aag 


aag 


gcc 


ttt 


acc 


aag 


tac 


tgc 


aag 


aaa 


A.sn 


i rp 




Lys 


OCX 


Lys 


Lys 


Lys 


Ala 


Phe 


Thr 


Lys 


Tvr 

X y J. 


Cys 


Lys 


Lys 








JL X 3 










12 0 










125 






^99 


ja fT 
^ cty 


gat 


gag 


gat 


yy ^ 


aag 


aag 


cag 


eta 


aaa 
y <=iy 


aag 


gac 


ttc 


age 


age 


Trp 


Pin 


Asp 


Pin 


A c? 

riop 


\j ±y 


Lys 


-l-j_y 0 


Gin 


Leu 


Glu 


Lys 


Asp 


Phe 


Ser 


Ser 






1 J \j 










J. ^ 3 










140 








3. t9 


3.9.9 


aag 


tac 




caa 


ate 


ate 


cat 
^y 1- 


gt C 


att 


gcc 


cac 


acc 


cag 


atg 


Met 


Lys 


Lys 


Tyr 


Cys 


Gin 


val 


lie 


Airg 


val 


j-ie 


Axa 


T-I -1 G 
rll S 


Thr 


P"! n 

Vj± ii 


rJt: L. 




145 










150 










155 










cgc 


ctg 


ctt 


cct 


ctg 


cgc 


cag 


aag 


aag 


gcc 


cac 


ctg 


atg 


gag 


ate 


cag 


Ar9 


Leu 


Leu 


Pro 


Leu 


Arg 


Gin 


Lys 


Lys 


Ala 


His 


Leu 


Met 


Glu 


He 


Gin 


160 










165 










170 










175 


gt9 


aac 


gga 


ggc 


act 


gtg 


gcc 


gag 


aag 


ctg 


gac 


tgg 


gcc 


cgc 


gag 


agg 


Val 


Asn 


Gly 


Gly 


Thr 


Val 


Ala 


Glu 


Lys 


Leu 


Asp 


Trp 


Ala 


Arg 


Glu 


Arg 










180 










185 










190 




ctt 


gag 


cag 




























Leu 


Glu 


Gin 





























<210> 1837 
<211> 424 



<212> DNA 

<213> Homo sapiens 



446 



494 



542 



590 



638 



647 



<220> 
<221> CDS 
^ig <222> 100 . .423 

^ <400> 1837 

ctcgctcccg gaagtggagg gtetacacga agcgccgetg ggtctgggtg cccggaggca 60 
gcagcgttcg cggagttcgc ccgctggccc ccgatcacc atg teg get ttc gac 114 

Met Ser Ala Phe Asp 
3 15 
O acc aac ccc ttc gcg gac cca gtg gat gta aac ccc ttc cag gat ecc 162 

Thr Asn Pro Phe Ala Asp Pro Val Asp Val Asn Pro Phe Gin Asp Pro 

10 15 20 

tct gtg acc cag ctg acc aac gcc ccg cag gcg gcc tgg egg aat tea 210 
Ser Val Thr Gin Leu Thr Asn Ala Pro Gin Ala Ala Trp Arg Asn Ser 

25 30 35 

acc cct tct cag aga caa atg cag cga caa cag ttc ctg tea ccc aac 258 
Thr Pro Ser Gin Arg Gin Met Gin Arg Gin Gin Phe Leu Ser Pro Asn 

40 45 50 

tec ctg ggt cct cac age cag egg ttc tee age cat cag tgg aac caa 306 
Ser Leu Gly Pro His Ser Gin Arg Phe Ser Ser His Gin Trp Asn Gin 

55 60 65 

ccc age cga ccc ccc agg ccg tgg tgt ctg eag ccc arg cag ggc ctg 354 
Pro Ser Arg Pro Pro Arg Pro Trp Cys Leu Gin Pro Xaa Gin Gly Leu 
70 75 80 85 

etc egg cag cag gaa gaa ctg gac agg aaa get gcc gag ctg gaa cgc 402 
Leu Arg Gin Gin Glu Glu Leu Asp Arg Lys Ala Ala Glu Leu Glu Arg 

90 95 100 

aag gag egg gag ctg cag aac a 424 
Lys Glu Arg Glu Leu Gin Asn 



1224 




■■'=5 K 



105 

<210> 1838 
<211> 263 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 88 . .261 



<400> 1838 

aagccgtaac ggaagcaagt gaaatgctca gtcttagacg actgcgtcgt gctatgaccg 60 
gactttttct tgaaagggga tgacagc atg gga age aat ggc tec aca tgt aaa 114 

Met Gly Ser Asn Gly Ser Thr Cys Lys 

1 5 

eee gac aet gaa aga caa ggc act etc tec aca gea gee eca aca act 162 

Pro Asp Thr Glu Arg Gin Gly Thr Leu Ser Thr Ala Ala Pro Thr Thr 

10 15 20 25 

age eet gea eee tgt etc tet aac eac eac aac ckk tat etc etc ate 210 



Ser Pro Ala Pro Cys Leu Ser Asn His His Asn Xaa Tyr Leu Leu lie 

30 35 40 

ata aag age tae aga aaa tet tte ate eat ecc agg gga ate aet tac 258 

lie Lys Ser Tyr Arg Lys Ser Phe lie His Pro Arg Gly He Thr Tyr 
^ 45 50 55 

'■'M eta tg 263 
3 Leu 

m <210> 1839 

5^ <211> 273 

<212> DNA 
2r <213> Homo sapiens 

O <220> 

<221> CDS 
<222> 111 . .272 



<400> 1839 

ctagccctgc eeggccccgg aggacttgca acactecgag gecaggaacg ctccgtctgg 60 
aacggcgcag gtcccagcag etggggttcc cectcagecc gtgagcagcc atg tern 116 

Met Ser 
1 

aac eee are gee eca eca eca tat gaa gac egm rnm ecc ctg tan cca 164 
Asn Pro Xaa Ala Pro Pro Pro Tyr Glu Asp Arg Xaa Pro Leu Xaa Pro 

5 10 15 

kgc act ctg mcc eet ggg ggc tat ggg cag eca tet gtg ctg eca gga 212 
Xaa Pro Leu Xaa Pro Gly Gly Tyr Gly Gin Pro Ser Val Leu Pro Gly 

20 25 30 

ggg tat cct gee tac eet ggc tac ecg cag cct ggc tac ggt cac cet 260 
Gly Tyr Pro Ala Tyr Pro Gly Tyr Pro Gin Pro Gly Tyr Gly His Pro 
35 40 45 50 

get ggc tac cea c 273 



1225 




Ms 



Ala Gly Tyr Pro 

<210> 1840 
<211> 266 
<212> DNA 

<213> Homo sapiens 

<220> . 
<221> CDS 
<222> 86 . . 265 



<400> 1840 

aggggagagc ccgagcgctg gagtnggtgc tgggaaaccc ggggctaatg ttgacaacag 60 
gctcgagatt gtcctgggtc acata atg cca get gag cgt aaa aag cca gca 112 

Met Pro Ala Glu Arg Lys Lys Pro Ala 

1 5 
agt atg gaa gaa aaa gac tct tta cca aac aac aag gaa aaa gac tgc 
Ser Met Glu Glu Lys Asp Ser Leu Pro Asn Asn Lys Glu Lys Asp Cys 
10 15 20 25 

agt gaa agg egg aca gtg age age aag gag agg cea aaa gae gat ate 
Ser Glu Arg Arg Thr Val Ser Ser Lys Glu Arg Pro Lys Asp Asp He 

30 35 40 

aag etc act gee aag aag gag gte age aag gee ect gaa gac aag aag 256 
Lys Leu Thr Ala Lys Lys Glu Val Ser Lys Ala Pro Glu Asp Lys Lys 
45 50 55 



160 



208 



266 



aag aga ctg g 
s Lys Arg Leu 

Q 60 

ry <2io> 1841 

<211> 484 
\f, <212> DNA 

^ <213> Homo sapiens 

<220> 
<221> CDS 
<222> 210 . .482 



<400> 1841 

agatageaaa tacaccecct tectettgta acccggtcag geetagggtt ecteeetgag 60 
ttecagaata ggccaeeeag ttggggegga eccttaagge attctgggee eaegcetgce 120 
tataaacect eatagtgtga ectttgaeec ctggtgtgat cttgggeecg ggctgggace 180 
agccectagt gtgggttgtg ggggeggee atg gag ctg ggc age tgc ttc aag 233 

Met Glu Leu Gly Ser Cys Phe Lys 

1 5 

ace tat gag gae ttc aag gag tgc ttc age gee tae aaa agg gag aac 281 
Thr Tyr Glu Asp Phe Lys Glu Cys Phe Ser Ala Tyr Lys Arg Glu Asn 

10 15 20 

agg tgc tec ttc att etc agg gac tgc gtc tec gtc cgc ttc cac aac 329 
Arg Cys Ser Phe He Leu Arg Asp Cys Val Ser Val Arg Phe His Asn 
25 30 35 40 

etc aac eat ggc ace tec ate cgc gaa gae ate ctg tat gtg cag nkg 377 



1226 



Leu Asn His Gly Thr Ser He Arg Glu Asp He Leu Tyr Val Gin Xaa 

45 50 55 

gaa att tgt ctg cat teg gac cca ate aaa cag gaa gag aac gcg gga 425 
Glu He Cys Leu His Ser Asp Pro He Lys Gin Glu Glu Asn Ala Gly 

60 65 70 

rgc agn cat gtg cca gcg tac ttg etc eta agg tac aac gag aga eta 473 
Xaa Xaa His Val Pro Ala Tyr Leu Leu Leu Arg Tyr Asn Glu Arg Leu 

75 80 85 

gat aga eta tt 
Asp Arg Leu 
90 

<210> 1842 

<211> 341 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 79. .339 



<400> 1842 

atcagcttca agtgaagtta atetgaggtg aagcaaacag aaaattgtgg aggttttgtt 60 
ggtgtgcaac tgaggaac atg get caa gaa act aat cac age eaa gtg cey 111 

Met Ala Gin Glu Thr Asn His Ser Gin Val Pro 
15 10 
atg ctt tgt tec act ggc tgt gga ttt tat gga aac ect cgt aca aat 159 
Met Leu Cys Ser Thr Gly Cys Gly Phe Tyr Gly Asn Pro Arg Thr Asn 

15 20 25 

ggc atg tgt tea gta tgc tat aaa gaa eat ctt eaa aga cag aat agt 
Gly Met Cys Ser Val Cys Tyr Lys Glu His Leu Gin Arg Gin Asn Ser 

30 35 40 

agt aat ggt aga ata age cca ect gea acc tct gte agt agt ctg tct 255 
Ser Asn Gly Arg He Ser Pro Pro Ala Thr Ser Val Ser Ser Leu Ser 

45 50 55 

gaa tct tta cca gtt caa tgc aca gat ggc agt gtg cca gaa gcc cag 
Glu Ser Leu Pro Val Gin Cys Thr Asp Gly Ser Val Pro Glu Ala Gin 
60 65 70 75 

tea gea tta gac tct aca tea tct atg cag cce anm ee 341 
Ser Ala Leu Asp Ser Thr Ser Ser Met Gin Pro Xaa 
80 85 



H " 



207 



303 



<210> 1843 

<211> 337 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 72 . . 335 



<400> 1843 



1227 




agtatcctgc caagagtcct ccctgaccac cagaagttcc acctcaccat caagaaaggc 60 
cctggtccag g atg tgc aag gac tea cag aaa ccc tct gta ccc agt cat 110 
Met Cys Lys Asp Ser Gin Lys Pro Ser Val Pro Ser His 
15 10 
ggg cca aag aca ccg tea tgc aag ggg gtg aag get cca cac teg tec 158 
Gly Pro Lys Thr Pro Ser Cys Lys Gly Val Lys Ala Pro His Ser Ser 

15 20 25 

egg mcc egg gcg tgg aag cag gac etc gag cag tct etg gca gca gee 206 
Arg Xaa Arg Ala Trp Lys Gin Asp Leu Glu Gin Ser Leu Ala Ala Ala 
30 35 40 45 

tat gtg eeg gte gtt gtg gac tct aag ggg cag aat ccg gac aag etc 254 
Tyr Val Pro Val Val Val Asp Ser Lys Gly Gin Asn Pro Asp Lys Leu 

50 55 60 

agg ttc aat ttc tac ace tec cag tac tec aac tec etg aac ccc ttc 

Phe 







80 


; 


<210> 
<211> 


1844 
243 


kl 


<212> 


DNA 




<213> 


Homo 




<220> 




yd 


<221> 


CDS 




<222> 


83 - . 



85 



302 



Arg Phe Asn Phe Tyr Thr Ser Gin Tyr Ser Asn Ser Leu Asn Pro 

65 70 75 

tac act ttg cag aag cet ace tgt ggc eta ect gt 337 
Tyr Thr Leu Gin Lys Pro Thr Cys Gly Leu Pro 



160 



208 



<400> 1844 

agtgcgccca aeagcggact ccgagaccag cggatetegg caaaccctct ttctcgacca 60 
cecacetacc attcttggaa ee atg gcg gca gtg gcg gcg gee teg get gaa 112 

Met Ala Ala Val Ala Ala Ala Ser Ala Glu 
15 10 
etg etc ate ate ggc tgg tac ate ttc ege gtg etg etg cag gta agt 
Leu Leu He He Gly Trp Tyr He Phe Arg Val Leu Leu Gin Val Ser 

15 20 25 

etg aeg ggg ttt egg gtg gga gag ggt tee caa etc gcg ccc eta gaa 
Leu Thr Gly Phe Arg Val Gly Glu Gly Ser Gin Leu Ala Pro Leu Glu 

30 35 40 

ccc gca aga etg egt cgc gat tgc cgc ttc ccg ga 243 
Pro Ala Arg Leu Arg Arg Asp Cys Arg Phe Pro 
45 50 

<210> 1845 
<211> 355 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 6. .353 



1228 




<400> 1845 

agtta atg cga aga ggg gga ggg gat agg acg aag aaa ccg aag gaa age 50 
Met Arg Arg Gly Gly Gly Asp Arg Thr Lys Lys Pro Lys Glu Ser 

98 



146 



194 



242 



290 



338 



355 
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c; 

D 










10 










15 




tea 


get 


gea 




gcg 


ace 


e L.C 


ay t 




3 i- 1- 


tec 


ctL-y 


gac 


cct 
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gee 




Ser 


Ala 


Ala 


Ala 


Ala 


inr 


Fne 


Ser 


DVi o 


Tl 


OCX 






Pro 


Pro 


Ala 












z u 










^ Z) 










3 0 






tgg 


gee 


gca 


gee 


gee 


gee 


gcg 


a ug 


e ee 


ay u 


aag 


L. U \— 


age 




cyy 


eag 




Trp 


Ala 


Ala 


A 1 ^ 

Aia 


Ai a 


Ai. a 


Axa 




tr J- LJ 


O t: X 


Lys 


Phe 


Ser 


Cys 


Arg 


Gin 




















4 0 










45 








etc 


egg 


gag 






e ag 


tat 


tte 




agt 


kte 


etg 


Qte 


qtt 


CQQ 


13 3 ^ 




Leu 


Arg 


Glu 


Ala 


Gly 


Gin 


Cys 


Phe 


Glu 


Ser 


Xaa 


Leu 


Val 


Val 


Arg 


Gly 








5 0 










c cr 
D D 










^ n 

o u 










etg 


gae 


atg 


9^9 


aca 


gac 


ege 


gag 


egg 


etg 


egg 


^ (~* 


att 


tat 


aae 


ege 




Leu 


Asp 


Met 




IILL 






Glu 


Arg 


Leu 


Arg 


Thr 


He 


Tvr 

X _y J- 


Asn 


Ara 






65 










7 0 










75 












gac 


ttc 


aag 


ate 


age 


ttt 


ggg 


ace 


eec 


gee 


cct 


gge 


tte 


tec 


tec 


atg 




Asp 


Phe 


Lys 


He 


Ser 


Phe 


Gly 


Thr 


Pro 


Ala 


Pro 


Gly 


Phe 


Ser 


Ser 


Met 


, 9^ 


80 










O D 










90 










95 


H H 
y ; 


ctg 


tat 


gga 


atg 


aag 


Ct L. U 


gca 


aa t 


etg 


gee 


tac 


gtc 


ace 


aag 


act 


CQQ 
^ r) 3 




Leu 


Tyr 


Gly 


Met 


Lys 


He 


Ala 


Asn 


Leu 


Ala 


Tyr 


Val 


Thr 


Lys 


Thr 


Arg 


ul 










100 










105 










110 






gtc 


agg 


ttc 


tte 


aga 


et 
























Val 


Arg 


Phe 


Phe 


Arg 
































115 




























<210> 1846 






























<211> 480 




























jy 


<212> DNA 




























!! y 


<213> Homo sapiens 


























<220> 
































<221> CDS 






























<222> 54 . .479 




























<400> 1846 






























gatgtctggg gcgttettgt attcggtgat cttttgegce 


gtettettge ttg 


atg 
































Met 
1 




tct 


cct 


gag 


egg 


egg 


egg 


ege 


sgg 


teg 


agg 


get 


gag 


ttg 


tec 


geg 


agg 




Ser 


Pro 


Glu 


Arg 


Arg 


Arg 


Arg 


Xaa 


Ser 


Arg 


Ala 


Glu 


Leu 


Ser 


Ala 


Arg 










5 










10 










15 








ccc 


ege 


get 


eaa 


gee 


gee 


tte 


tec 


tge 


egg 


teg 


gta 


gaa 


egg 


ace 


cct 




Pro 


Arg 


Ala 


Gin 


Ala 


Ala 


Phe 


Ser 


Cys 


Arg 


Ser 


Val 


Glu 


Arg 


Thr 


Pro 








20 










25 










30 










tec 


ttt 


att 


cct 


gtc 


tec 


tct 


ttc 


ttt 


ttc 


cct 


gtg 


get 


eag 


ccc 


gtt 




Ser 


Phe 


He 


Pro 


Val 


Ser 


Ser 


Phe 


Phe 


Phe 


Pro 


Val 


Ala 


Gin 


Pro 


Val 






35 










40 










45 












cgc 


tgg 


act 


gca 


aae 


cga 


get 


ccc 


gtc 


tge 


etw 


rea 


gat 


ttc 


cat 


gag 




Arg 


Trp 


Thr 


Ala 


Asn 


Arg 


Ala 


Pro 


Val 


Cys 


Leu 


Xaa 


Asp 


Phe 


His 


Glu 




50 










55 










60 










65 




gac 


aae 


tta 


eaa 


gga 


cct 


gta 


tgg 


cct 


cat 


ttt 


age 


tge 


ttc 


agt 


gtg 



56 



104 



152 



200 



248 



296 



1229 




Asp Asn Leu Gin Gly Pro Val Trp Pro His Phe Ser Cys Phe Ser Val 

70 75 80 

ttg gag ctg tta ctt get cct tea ttt cct ggg cct ggt gtg aca gtg 344 
Leu Glu Leu Leu Leu Ala Pro Ser Phe Pro Gly Pro Gly Val Thr Val 

85 90 95 

get act gag cgc cat gaa ggt tgt cce aga aaa gaa tge tgt ccg gat 392 
Ala Thr Glu Arg His Glu Gly Cys Pro Arg Lys Glu Cys Cys Pro Asp 

100 105 110 

act ctg ggg gcg aga acg ggg tgc teg gge cat ggg age tea gcg get 
Thr Leu Gly Ala Arg Thr Gly Cys Ser Gly His Gly Ser Ser Ala Ala 

115 120 125 

tet gca gga get ggt aga aga kaa aac ccg gtg gat gaa a 
Ser Ala Gly Ala Gly Arg Arg Xaa Asn Pro Val Asp Glu 
130 135 140 

<210> 1847 
<211> 471 
<212> DNA 
<213> Homo sapiens 



In <220> 

<221> CDS 



<222> 123 . . 470 



ace tat gag gtg eta 
Thr Tyr Glu Val Leu 



115 



440 



480 



^ <400> 1847 

ettttcette eeeagtgcgt etttcetgeg tegtteegge gcggegggag eagagatctg 60 
s cggeegtttg cagcttgegg tagggaggeg tggtggtctg aagcetcega gcageegcgg 120 

□ cc atg gcg gat gta ace gee egt agt ctg caa tac gag tac aag gcg 167 
m Met Ala Asp Val Thr Ala Arg Ser Leu Gin Tyr Glu Tyr Lys Ala 

15 10 15 

aac teg aat ctt gtg etc caa get gae egt tet etc att gac egg ace 215 
Asn Ser Asn Leu Val Leu Gin Ala Asp Arg Ser Leu He Asp Arg Thr 

20 25 30 

cgc egg gat gaa cce aca gga gag gtg ctg tec ctt gtt ggg aag ctg 263 
Arg Arg Asp Glu Pro Thr Gly Glu Val Leu Ser Leu Val Gly Lys Leu 

35 40 45 

gag gge ace 'egt atg gga gac aag get caa egg ace aaa ccg cag atg 311 
Glu Gly Thr Arg Met Gly Asp Lys Ala Gin Arg Thr Lys Pro Gin Met 

50 55 60 

cag gag gaa aga aga gee aag ega aga aag egt gat gag gac egg eat 359 
Gin Glu Glu Arg Arg Ala Lys Arg Arg Lys Arg Asp Glu Asp Arg His 

65 70 75 

gac ate aac aag atg aag ggt tat act ctg ctg teg gag gge att gat 407 
Asp He Asn Lys Met Lys Gly Tyr Thr Leu Leu Ser Glu Gly He Asp 
80 85 90 95 

gag atg gtg gge ate ate tac aag cce aaa act aaa gag act egg gag 455 
Glu Met Val Gly He He Tyr Lys Pro Lys Thr Lys Glu Thr Arg Glu 
100 105 110 



471 



<210> 1848 



1230 



<211> 381 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 195 . .380 



•■II 



<210> 1849 

<211> 366 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 84 . . 365 



230 



278 



<400> 1848 

agtgacrgct gcgtgcggcg ggaatcatgg ctgctcgcag astctgcact tcgtattcaa 60 
agtgggaaac cgcttccaga cggcgcgttt ctatcgggac gtcctgggga tgaaggtttc 120 
trcggcatga ggaatttgaa gaakgctgca aagctgcctg taatgggcct tatgatggga 180- 
aatggagtra aaca atg gtg gga ttt ggg cct gag gat gat cat ttt gtc 
Met Val Gly Phe Gly Pro Glu Asp Asp His Phe Val 
15 10 
gca gaa ctg act tac aat tat ggc gtc gga gac tac aag ctt ggc aat 
Ala Glu Leu Thr Tyr Asn Tyr Gly Val Gly Asp Tyr Lys Leu Gly Asn 
15 2 0 2 5 

% gac ttt atg gga ate acg etc get tct age eag get gtc age aae gee 326 

Asp Phe Met Gly He Thr Leu Ala Ser Ser Gin Ala Val Ser Asn Ala 
fl 30 35 40 

n agg wag etg gag tgg eca etg acg gaa gtn gca gaa ggt gtt ttt gaa 374 
^ Arg Xaa Leu Glu Trp Pro Leu Thr Glu Val Ala Glu Gly Val Phe Glu 

45 50 55 60 

ace gag g 

Thr Glu 



381 



<400> 1849 

acttcggtee tgagcgettg ggagttaggt tgtttgcegg egtasggeca gegeetgage 
ccgeccttga tcttegetgt ggc atg gcg gac gag ggg aag teg tac age gaa 

Met Ala Asp Glu Gly Lys Ser Tyr Ser Glu 















1 








5 










10 


cae 


gat 


gat 


gaa 


cgc 


gtt 


aat 


ttc 


cct 


caa 


aga 


aag 


aag 


aaa 


ggc 


egg 


His 


Asp 


Asp 


Glu 


Arg 


Val 


Asn 


Phe 


Pro 


Gin 


Arg 


Lys 


Lys 


Lys 


Gly 


Arg 






15 










20 










25 




ggt 


ccc 


ttc 


egg 


tgg 


aaa 


tat 


ggt 


gaa 


gga 


aae 


cgt 


agg 


.tct 


gga 


aga 


Gly 


Pro 


Phe 


Arg 


Trp 


Lys 


Tyr 


Gly 


Glu 


Gly 


Asn 


Arg 


Arg 


Ser Gly 


Arg 






30 










35 










40 






ggc 


ggt 


tct 


ggt 


att 


egg 


tct 


tec 


cgc 


ctt 


gag 


gaa 


gat 


gat 


gga 


gat 


Gly 


Gly 


Ser 


Gly 


He 


Arg 


Ser 


Ser 


Arg 


Leu 


Glu 


Glu 


Asp 


Asp 


Gly 


Asp 




45 










50 










55 








gtg 


gea 


atg 


agt 


gat 


gee 


eag 


gat 


ggt 


ccc 


ega 


gta 


ega 


tac 


ace 


ccc 


Val 


Ala 


Met 


Ser 


Asp 


Ala 


Gin 


Asp 


Gly 


Pro 


Arg 


Val 


Arg 


Tyr 


Thr 


Pro 



60 
113 



161 



209 



257 



305 



1231 



60 65 70 

tat acc acc cga eta acc gtc ggg gtg ata ctt kgc atg ate gag ate 
Tyr Thr Thr Arg Leu Thr Val Gly Val lie Leu Xaa Met lie Glu lie 
75 80 85 90 

gca ttc atg tta c 
Ala Phe Met Leu 



353 



366 



<210> 1850 

<211> 260 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 39. .260 



<400> 1850 

tagaaacttg tctkagcgtg gtgctgctgt 



m 



ctctegcc atg gtc atg get gge tea 
Met Val Met Ala Gly Ser 



gga aae eta 


aag 


gtt 


ttg 


cag 


ctt 


tgt 


cge 


tte 


tta 


eac 


atg 


aaa 


acg 


Gly Asn Leu 


Lys 


Val 


Leu 


Gin 


Leu 


Cys 


Arg 


Phe 


Leu 


His 


Met 


Lys 


Thr 




10 










15 










20 






ggt ggt gaa 


atg 


aac 


tat 


ggt 


ttt 


eac 


tta 


gcc 


eac 


cae 


atg 


gee 


ctt 


Gly Gly Glu 


Met 


Asn 


Tyr 


Gly 


Phe 


His 


Leu 


Ala 


His 


His 


Met 


Ala 


Leu 


25 










30 










35 








gga ctt eta 


ttt 


ttg 


gga 


gga 


nga 


agg 


tac 


tct 


ttg 


age 


wya 


tea 


aat 


Gly Leu Leu 


Phe 


Leu 


Gly 


Gly 


Xaa 


Arg 


Tyr 


Ser 


Leu 


Ser 


Xaa 


Ser 


Asn 


40 








45 










50 










tet tec att 


gcc 


get 


ctt 


etc 


tgt 


gcc 


ctt 


tat 


eeg 


cae 


tte 


eca 


get 


Ser Ser lie 


Ala 


Ala 


Leu 


Leu 


Cys 


Ala 


Leu 


Tyr 


Pro 


His 


Phe 


Pro 


Ala 


55 






60 










65 










70 


eac age act 


gac 


























His Ser Thr 


Asp 


























<210> 1851 




























<211> 457 




























<212> DNA 




























<213> Homo 


sapiens 
























<220> 




























<221> CDS 




























<222> 133 . . 


456 



























56 



104 



152 



200 



248 



260 



<400> 1851 

acacagcgeg tcgeggcage ceccaaggaa gaccagcctg ectctggteg gttectggcg 
ctctgcgttt cgtgaccttg tecagtagaa ggctatttaa ttttcacaac tgettgaatt 
ttgacataea ag atg aag caa gat gcc tea aga aat get gcc tac act gtg 
Met Lys Gin Asp Ala Ser Arg Asn Ala Ala Tyr Thr Val 
15 10 
gat tgt gaa gat tat gtg cat gtg gta gaa ttt aat ccc ttt gag aat 
Asp Cys Glu Asp Tyr Val His Val Val Glu Phe Asn Pro Phe Glu Asn 



60 
120 
171 



219 



1232 
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t t 
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f 3 f 


yy u 
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X -L cr 
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vj X y 
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Tvr 
±y X 


Val 


Val 
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J D 










4 U 










45 


o i- ^- 
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L U U 


e ag 
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y dd 
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att 
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1 xlT 
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Thr 


Jriie 


0 111 


m n 

vjl U. 


ox u. 


0 X Li. 
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Asp 


Val 


Glu 


Gly 


He 










50 










5 5 










0 u 
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tat 


aaa 


aca 


ctt 
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aea 


ttt 
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eat 
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agg 
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ggc 


Gin 


Tyr 


Lys 


Thr 


Leu 


Arg 


Thr 


Phe 


His 


His 


Gly 


Val 


Arg 


Val 


Asp 


Gly 








65 










70 










75 






ata 


get 


tgg 


age 


eca 


gag 


act 


aga 


ett 


gat 


tea 


ttg 


cct 


cca 


gta 


ate 


He 


Ala 


Trp 


Ser 


Pro 


Glu 


Thr 


Arg 


Leu 


Asp 


Ser 


Leu 


Pro 


Pro 


Val 


He 






80 










85 










90 








aaa 


ttt 


tgt 


act 


tea 


get 


get 


gat 


atg 


aaa 


att 


aga 


tta 


ttt 


act 


t 


Lys 


Phe 
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Thr 
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Met 
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He 


Arg 
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Phe 
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<210> 1852 
<211> 307 



Ul <212> DNA 



<213> Homo sapiens 



267 



315 



363 



411 



457 



,<220> 
"If <221> CDS 

<222> 127 . .306 



ij <400> 1852 

fy gaetttgeta aettegtcct ccaagaecag ctcgcacttg acttactete ctggtecaag 60 
fy gaeaeetaca gccccgaega acatttctgg gtgacactca acaggattee cggtgtteet 120 
p ggctct atg cca aat gca tec tgg act gga aae etc aga get ata aag 168 
% Met Pro Asn Ala Ser Trp Thr Gly Asn Leu Arg Ala He Lys 

y 1 5 10 

'''=^ tgg agt gae atg gaa gae aga cac gga ggc tge eae ggc cae tat gta 216 

Trp Ser Asp Met Glu Asp Arg His Gly Gly Cys His Gly His Tyr Val 
15 20 25 30 

cat ggt att tgt ate tat gga aae gga gae tta aag tgg ctg gtt aat 264 
His Gly He Cys He Tyr Gly Asn Gly Asp Leu Lys Trp Leu Val Asn 

35 40 45 

tea cca age ctg ttt get aae aag ttt gag ett aat aec tac c 307 
Ser Pro Ser Leu Phe Ala Asn Lys Phe Glu Leu Asn Thr Tyr 
50 55 60 

<210> 1853 
<211> 384 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 205 . .384 



<400> 1853 



1233 



384 



attttgttct tcagccacat actttccttc cactggccag cattctcctc tattagacta 60 
gaactgtgga taaacctcag atgtgaattt cttcggagta agaaatcctc agaggaaatt 120 
acccagtata ttcaaagcta caagggattt gttgacataa cgggagaaca ttttgtgaat 180 
tcctgggtcc agagagaatt acct atg gca tea get tat tge aat gac age 231 

Met Ala Ser Ala Tyr Cys Asn Asp Ser 

1 5 

ate ttt get tac gaa gaa eta egg etg gae tet ttt aag gae tgg ccc 279 

lie Phe Ala Tyr Glu Glu Leu Arg Leu Asp Ser Phe Lys Asp Trp Pro 

10 15 20 25 

egg gaa tea get gtg gga gtt gea gca etg gee aaa gea ggt ett tte 327 

Arg Glu Ser Ala Val Gly Val Ala Ala Leu Ala Lys Ala Gly Leu Phe 

30 35 40 

tae aea ggt ata aag gae ate gte cag tge ttt tee tgt gga ggg tgt 375 
Tyr Thr Gly lie Lys Asp lie Val Gin Cys Phe Ser Cys Gly Gly Cys 
45 50 55 

tta gag aaa 
Leu Glu Lys 
60 

ij <210> 1854 

yi <211> 481 

<212> DNA 
l^, <213> Homo sapiens 

<220> 
<221> CDS 
■fi <222> 242 . .481 



m <400> 1854 

HI agttgaeett tggtaagggg gcaggtgecc agggeeagag gettetgctt eaggctgtag 60 
tgggeacttg gctgeeagec cagtgtgaag gggggaggat ggagagaaag agaggcgggg 12 0 
^2! etggetgggg aeegagtgge teagggataa atgegeasct gagagggggt gagctgaeae 180 

'''^ tgteeeaget gccaeetaga cteggagete cateeaaaec tceagegaag aeateccage 240 

^ c atg gee atg eag aaa ate ttt gee egg gaa ate ttg gac tee agg gge 289 

Met Ala Met Gin Lys lie Phe Ala Arg Glu lie Leu Asp Ser Arg Gly 
15 10 15 

aac ccc acq gtg gag gtg gae etg cac aeg gee aag gge saa tte ega 337 
Asn Pro Thr Val Glu Val Asp Leu His Thr Ala Lys Gly Xaa Phe Arg 

20 25 30 

gca get gtg cec agt ggg get tec aeg ggt ate tat gag get etg gaa 385 
Ala Ala Val Pro Ser Gly Ala Ser Thr Gly lie Tyr Glu Ala Leu Glu 

35 40 45 

eta aga gac gga gac aaa gge cgc tae etg ggg aaa gga gte etg aag 433 
Leu Arg Asp Gly Asp Lys Gly Arg Tyr Leu Gly Lys Gly Val Leu Lys 

50 55 60 

get gtg gag anc ate aac agt ast etg gge eet get etg etg caa aag 481 
Ala Val Glu Xaa lie Asn Ser Xaa Leu Gly Pro Ala Leu Leu Gin Lys 
65 70 75 80 

<210> 1855 
<211> 362 
<212> DNA 

<213> Homo sapiens 



1234 



362 



<220> 
<221> CDS 
<222> 107 . . 361 



<400> 1855 

gatataagcc cgggatcccg ccgggtcagg ttctctgctc tggacttggg aggctccgtt 60 
gcctgctccc ggaggagacg cgctgccgag gagaacccag cgggta atg aat ccc 115 

Met Asn Pro 

1 

ccg cgc ttc ttt gcc cag gcc ttc ccc aaa act ccc ccc ggt ctg cgc 163 
Pro Arg Phe Phe Ala Gin Ala Phe Pro Lys Pro Pro Pro Gly Leu Arg 

5 10 15 

ggg ttc tec tat tgg get gtg gtg aag aca agg tgc ggc gac tsc age 211 
Gly Phe Ser Tyr Trp Ala Val Val Lys Thr Arg Cys Gly Asp Xaa Ser 
20 25 30 35 

tec cea ggt ctg ggc get gcc ggg aga gag tct ttc ccg ctg ggg aga 259 
Ser Pro Gly Leu Gly Ala Ala Gly Arg Glu Ser Phe Pro Leu Gly Arg 

40 45 50 

ttt agt ttg ttg act cag gag cac etc caa cga cag eta gtg gea gag 307 
Phe Ser Leu Leu Thr Gin Glu His Leu Gin Arg Gin Leu Val Ala Glu 

55 60 65 

gac ccg gga get ggg agg ttc gga acg egg ggc gag ctg ggg agg agg 355 
Asp Pro Gly Ala Gly Arg Phe Gly Thr Arg Gly Glu Leu Gly Arg Arg 

70 75 80 

gag ang e 
Glu Xaa 

85 

<210> 1856 
<211> 298 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 105. .296 



<400> 1856 

atcatctgcg tttctaggag cttcgctatg cggctgcttt aagattctag ggttgtacag 60 
geccaegcca gacaegacgt ctggeaggaa ccteggcetc agag atg get ctg agt 116 

Met Ala Leu Ser 

1 

aaa tea atg cat gea aga aat aga tac aag gac aaa cct ect gac ttt 164 

Lys Ser Met His Ala Arg Asn Arg Tyr Lys Asp Lys Pro Pro Asp Phe 

5 10 15 20 

gea tat ctg gea tee aaa tat cea gat ttt aag cag cat gtt cag ata 212 

Ala Tyr Leu Ala Ser Lys Tyr Pro Asp Phe Lys Gin His Val Gin He 

25 30 35 

aat ctg aat gga aga gtg age ctt aat ttt aaa gac cee gaa gea gtc 260 
Asn Leu Asn Gly Arg Val Ser Leu Asn Phe Lys Asp Pro Glu Ala Val 
40 45 50 
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aga get ctg acg tgt act etc eta agg gaa gat ttt gg 298 
Arg Ala Leu Thr Cys Thr Leu Leu Arg Glu Asp Phe 
55 60 

<210> 1857 

<211> 320 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 20 - .319 



<400> 1857 

gagtcattag aagcgcaag atg gcg act gcg gcc gaa acc teg get tea gaa 52 

Met Ala Thr Ala Ala Glu Thr Ser Ala Ser Glu 
15 10 
O ecc gag get gag tee aag get ggg ecc aag get gas gga gag gag gat 100 
^r1 Pro Glu Ala Glu Ser Lys Ala Gly Pro Lys Ala Xaa Gly Glu Glu Asp 
^ 15 20 25 

Ll gag gtt aag gcg get agg aca agg aga aag gtg tta teg egg get gtg 14 8 

n Glu Val Lys Ala Ala Arg Thr Arg Arg Lys Val Leu Ser Arg Ala Val 
^ 30 35 40 

^ gee get gcg aca tac aag ace atg ggg eca gcg tgg gat eag cag gag 196 
Ala Ala Ala Thr Tyr Lys Thr Met Gly Pro Ala Trp Asp Gin Gin Glu 
45 50 55 

- gaa ggc gtg age gag age nat ggg gat gag tac gee atg get tec tec 244 

O Glu Gly Val Ser Glu Ser Xaa Gly Asp Glu Tyr Ala Met Ala Ser Ser 
ry 60 65 70 75 

h\ geg gag age tec ecc ggg gag tac gag tgg aat atg acg aag agg agg 292 

Ala Glu Ser Ser Pro Gly Glu Tyr Glu Trp Asn Met Thr Lys Arg Arg 
%_ 80 85 90 

y aga aaa ace age tgg aga ttg aga gae t 32 0 

^-^ Arg Lys Thr Ser Trp Arg Leu Arg Asp 

95 100 

<210> 1858 

<211> 337 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 31 . .336 



<400> 1858 

ttggtttget egctceetta tgtgwgatca atg ett tea gaa eag ggg ett ctg 54 

Met Leu Ser Glu Gin Gly Leu Leu 
1 5 

agt gae tgc ggg aac aat tac ttc caa atg acc teg tgc ate tta tea 102 
Ser Asp Cys Gly Asn Asn Tyr Phe Gin Met Thr Ser Cys He Leu Ser 
10 15 20 
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Gin 


Leu 


Ala 
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Thr 


Ser 


Lys 


Phe 


Leu 


Val 


Lys 


He 


Pro 


Glu 








60 










65 










70 






gaa 


tea 


agt 


gat 


aag 


agt 


cca 


gaa 


act 


gta 


aat 


agg 


tct 


aaa 


tee 


aat 


Glu 


Ser 


Ser 


Asp 


Lys 


Ser 


Pro 


Glu 


Thr 


Val 


Asn 


Arg 


Ser 


Lys 


Ser 


Asn 






75 










80 










85 








gac 


tac 


ttg 


ace 


ttg 


aat 


get 


ggg 


age 


caa 


caa 


gag 


aga 


gac 


c 




Asp 
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Gin 


Gin 


Glu 


Arg 


Asp 








90 










95 










100 











<210> 1859 

<211> 415 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
4: <222> 128 . .415 



150 



198 



246 



294 



337 



<400> 1859 

■:= ggeacgeaca gggcagtgeg cgggtgggtg ggtcctagca gcgcggcctg aegggaccaa 6 0 

O ggcggeggga gtetgcggtc gttccctegg etgtggaccg ggcggeacgc acgcggtgca 120 
fu gggtaac atg geg gat gcg gaa gta att att ttg cca aag aaa eat aag 169 
i|j Met Ala Asp Ala Glu Val He He Leu Pro Lys Lys His Lys 

15 10 
aag aaa aag gag egg aag tea ttg cca gaa gaa gat gta gee gaa ata 217 
^ Lys Lys Lys Glu Arg Lys Ser Leu Pro Glu Glu Asp Val Ala Glu He 

SJ 15 20 25 30 

caa cac get gaa gaa ttt ctt ate aa3 cet gaa tec aaa gtt get aag 265 
Gin His Ala Glu Glu Phe Leu He Lys Pro Glu Ser Lys Val Ala Lys 

35 40 45 

ttg gac acg tct cag tgg ccc ett ttg eta aag aat ttt gat aag ctg 313 
Leu Asp Thr Ser Gin Trp Pro Leu Leu Leu Lys Asn Phe Asp Lys Leu 

50 55 60 

aat gta agg aea aea eae tat aca cet ctt gea tgt ggt tea aat cet 361 
Asn Val Arg Thr Thr His Tyr Thr Pro Leu Ala Cys Gly Ser Asn Pro 

65 70 75 

ctg aag aga gag att ggg gac tat ate agg aea ggt ttc att aat ctt 409 
Leu Lys Arg Glu He Gly Asp Tyr He Arg Thr Gly Phe He Asn Leu 

80 85 90 

gac aag 415 
Asp Lys 
95 

<210> 1860 
<211> 362 
<212> DNA 
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<213> Homo sapiens 

<220> 

<221> CDS 

<222> 56 . . 361 



<400> 1860 

tgaggagagg agcggccgga rcgsgamact tcgccgaggc acagcagccg gcagg atg 58 

Met 
1 

gcg acc gtg gtg gtg gaa gcc acc gag ccg gag ccg tec ggc age ate 106 

Ala Thr Val Val Val Glu Ala Thr Glu Pro Glu Pro Ser Gly Ser lie 

5 10 15 

gee aae ccg gcg gcg tee acc teg eet age ctg teg eac ege ttc ctt 154 

Ala Asn Pro Ala Ala Ser Thr Ser Pro Ser Leu Ser His Arg Phe Leu 

20 25 30 

gac age aag ttc tac ttg ctg gtg gtc gtc ggc gag ate gtg acc gag 202 

p Asp Ser Lys Phe Tyr Leu Leu Val Val Val Gly Glu lie Val Thr Glu 

35 40 45 

III gag cae ctg egg egt gcc ate ggc aae ate gag etc gga ate ega tea 250 

r; Glu His Leu Arg Arg Ala lie Gly Asn He Glu Leu Gly He Arg Ser 
50 55 60 65 

tgg gac aca aae ctg att gaa tge aae ttg gae eaa gaa etc aaa ctt 298 

Trp Asp Thr Asn Leu He Glu Cys Asn Leu Asp Gin Glu Leu Lys Leu 
-.0 70 75 80 

=-lD ttt gta tct cga cae tct gea aga ttc tet cct gaa gtc cca gga eaa 346 

£ Phe Val Ser Arg His Ser Ala Arg Phe Ser Pro Glu Val Pro Gly Gin 

Q 85 90 95 

'flj aag ate ctt cat cae c 3 62 

Jril Lys He Leu His His 

100 

y <210> 1861 

O <211> 360 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 82 . .360 



<400> 1861 

agaccgtagc gacgcgggaa gtccggacge agtagctcee tgaageggag gegaagggga 60 
gtttaagccc cancggegge a atg gcg gag agg cee gag gae eta aac ctg 111 

Met Ala Glu Arg Pro Glu Asp Leu Asn Leu 
15 10 
cee aat gee gtg ate ace agg ate ate aag gag gcg etc ccg gac ggt 159 
Pro Asn Ala Val He Thr Arg He He Lys Glu Ala Leu Pro Asp Gly 

15 20 25 

gtc aac ate tee aag gag gee egg age gee ate tee ege gee gee age 207 
Val Asn He Ser Lys Glu Ala Arg Ser Ala He Ser Arg Ala Ala Ser 
30 35 40 
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tax 



gtc ttc gtg ctg tac gcc aca tec tgt get aac aac ttt gca atg aaa 255 
Val Phe Val Leu Tyr Ala Thr Ser Cys Ala Asn Asn Phe Ala Met Lys 

45 50 55 

gga aag egg aag aeg etg aat gee agt gat gtg etc tea gee atg gaa 303 
Gly Lys Arg Lys Thr Leu Asn Ala Ser Asp Val Leu Ser Ala Met Glu 

60 65 ' 70 

gag atg gag tte eag egg ttc gtt acc cea ttg aaa gaa get ctg gaa 351 
Glu Met Glu Phe Gin Arg Phe Val Thr Pro Leu Lys Glu Ala Leu Glu 
75 80 85 90 

gca tat agg 360 
Ala Tyr Arg 

<210> 1862 
<211> 403 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 89. .403 



l:^ <400> 1862 

^ attctgcttt ceggegctet gccttceggt gcgtcgttta egccagtttg aaceaaagae 60 
geccaaggtt gaggecgagt tecagage atg ggg tet egg ttg tee eag cet 112 

Met Gly Ser Arg Leu Ser Gin Pro 

m 15 

s ttt gag tec tat ate act gcg cet ccc ggt ace gcc gee gcg cec gcc 160 

p Phe Glu Ser Tyr lie Thr Ala Pro Pro Gly Thr Ala Ala Ala Pro Ala 
m 10 15 20 

ifTj aaa cet gcg ace cea get aca cee gga gcg eeg acc tec eea gca gaa 2 08 

Lys Pro Ala Thr Pro Ala Thr Pro Gly Ala Pro Thr Ser Pro Ala Glu 
J 25 30 35 40 

cae cgc ett ttg aag acc tge tgg age tgt cge gtg ett tet ggg ttg 256 
^ His Arg Leu Leu Lys Thr Cys Trp Ser Cys Arg Val Leu Ser Gly Leu 

45 50 55 

999 ctg atg ggg gcg ggc ggg tac gtg tac tgg gtg gca egg aag cee 304 
Gly Leu Met Gly Ala Gly Gly Tyr Val Tyr Trp Val Ala Arg Lys Pro 

60 65 70 

atg aag atg gga tac cee eeg agt cea tgg acc att aeg cag atg gtc 352 
Met Lys Met Gly Tyr Pro Pro Ser Pro Trp Thr lie Thr Gin Met Val 

75 80 85 

ate ggc etc agt gag aat caa ggc att gcc ace tgg ggt ate gtt gtc 400 
lie Gly Leu Ser Glu Asn Gin Gly He Ala Thr Trp Gly He Val Val 

90 95 100 

atg 403 
Met 
105 

<210> 1863 
<211> 446 
<212> DNA 

<213> Homo sapiens 
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205 



<220> 
<221> CDS 
<222> 62 . .445 



<400> 1863 

gaaggcgcgc ggatttggcc cctcttctca catcagcggg tccaggccca accgacagac 60 
t atg ggg get ccg gca acc agg cgc tgc gtg gag tgg ctg ctg ggc etc 109 
Met Gly Ala Pro Ala Thr Arg Arg Cys Val Glu Trp Leu Leu Gly Leu 
15 10 15 

tac ttc etc age cac ate cec ate ace ctg tte atg gac ctg eag gcg 157 
Tyr Phe Leu Ser His lie Pro lie Thr Leu Phe Met Asp Leu Gin Ala 

20 25 30 

gtg ctg ccg cgc gag etc tac cca gtc gag ttt aga aac ctg ctg aag 
Val Leu Pro Arg Glu Leu Tyr Pro Val Glu Phe Arg Asn Leu Leu Lys 

35 40 45 

tgg tat get aag gag tte aaa gac cca ctg eta cag gag cec cca gee 253 
Trp Tyr Ala Lys Glu Phe Lys Asp Pro Leu Leu Gin Glu Pro Pro Ala 

50 55 60 

tgg ttt aag tee ttt ctg ttt tgc gag ett gtg ttt cag ctg ect ttc 301 
Trp Phe Lys Ser Phe Leu Phe Cys Glu Leu Val Phe Gin Leu Pro Phe 
65 70 75 80 

ttt cec att gca aeg tat gee ttc etc aan gga age tgc aag tgg att 349 
Phe Pro He Ala Thr Tyr Ala Phe Leu Xaa Gly Ser Cys Lys Trp He 
85 90 95 

^--0 ega act ect gca ate ate tac tct gtt cac acc atg aca acc tta att 397 
m Arg Thr Pro Ala He He Tyr Ser Val His Thr Met Thr Thr Leu He 
:= 100 105 110 

n ccg ata etc tee aca ttt ctg ttt gag gat tte tec aaa gee aag tgg t 446 
ry Pro He Leu Ser Thr Phe Leu Phe Glu Asp Phe Ser Lys Ala Lys Trp 
115 120 125 

^ <210> 1864 

y <211> 387 

W <212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 193 . .387 



<400> 1864 

agaaacetgg aagtggaaat etcgggcatt eacegtttgg gtgaagaegg aggcgggttc 60 
tggacagacg tasgetgtca gggagtgttt acttygectc eaettctgtt cctcccygcc 120 
ctggtgctgc tccaggtcac atactcgtcc tgagcegget teagcetstc cgcgcagaag 180 
tstceeggag ec atg gee gag tarn tct tat gcg aag tct ace aag ett gtg 231 

Met Ala Glu Xaa Ser Tyr Ala Lys Ser Thr Lys Leu Val 

15 10 
etc aag gga acc aag acg aag agg tgg gtc ctg cac etc egg egg gag 279 
Leu Lys Gly Thr Lys Thr Lys Arg Trp Val Leu His Leu Arg Arg Glu 

15 20 25 

ect ect cag ttc ttt teg gac gca etc cac cec ect ega ate egg tgg 327 
Pro Pro Gin Phe Phe Ser Asp Ala Leu His Pro Pro Arg He Arg Trp 
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30 35 40 45 

aag ccg tgg cgc gga gag ccg get ttg tgg cct ccc agg ctt tgc cct 375 

Lys Pro Trp Arg Gly Glu Pro Ala Leu Trp Pro Pro Arg Leu Cys Pro 

50 55 60 

ggc ccc tgt ccg ' 387 

Gly Pro Cys Pro 
65 

<210> 1865 

<211> 453 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 193 . .453 



In 



<400> 1865 

agaaacctgg aagtggaaat ctcgggcatt cagcgtttgg gtgaagacgg aggcgggttc 60 
tacagagacg taggctgtca gggagtgttt atttcgcgtc cgcttctgtt tctccgcgcc 120 
cctgtgctgc cccgactcac atactcgtcc agaaccggcc tcagcctctc cgcgcagaag 180 
tttcccggag cc atg gcc gag tac tec tac gtg aag tct acc aag etc gtg 231 
^ Met Ala Glu Tyr Ser Tyr Val Lys Ser Thr Lys Leu Val 

-a 15 10 

*^ etc aag gga ace aag aeg aag agt aag aag aaa aag age aaa gat aag 279 

Leu Lys Gly Thr Lys Thr Lys Ser Lys Lys Lys Lys Ser Lys Asp Lys 
s 15 20 25 

g aaa aga aaa aga gaa gaa gat gaa gaa ace eag ctt gat att gtt gga 327 
Lys Arg Lys Arg Glu Glu Asp Glu Glu Thr Gin Leu Asp lie Val Gly 
30 35 40 45 

"2 ate tgg tgg aca gta aea aac ttt ggt gaa att tea gga ace ata gee 375 
J lie Trp Trp Thr Val Thr Asn Phe Gly Glu lie Ser Gly Thr lie Ala 
y 50 55 60 

Q att gaa atg gat aag gga aec tat ata cat gea etc gac aat ggt ctt 423 
lie Glu Met Asp Lys Gly Thr Tyr lie His Ala Leu Asp Asn Gly Leu 

65 70 75 

ttt ace ctg gga get cea cac aaa gaa gtt 453 
Phe Thr Leu Gly Ala Pro His Lys Glu Val 
80 85 

<210> 1866 

<211> 484 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 169. .483 



<400> 1866 

ettcetteet gegectttat ctgeatccgg gtccgtggga ttcgegctce actggteagc 60 
tggggteget etcgggtggt tgggtgttgc ttgytecege tgttecagcg tcgaagaaee 120 
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attgggtctg ccggtttgaa cttgttctgg aagctgtgcg tcaccgta atg agg ctt 177 

Met Arg Leu 
1 

gta att ctt gat aac tat gac ttg get agt gaa tgg gca gcc aaa tac 225 
Val lie Leu Asp Asn Tyr Asp Leu Ala Ser Glu Trp Ala Ala Lys Tyr 

5 10 15 

ate tgt aat cgc ate att eag tte aaa ect gga eag gae aga tat ttt 273 
lie Cys Asn Arg He He Gin Phe Lys Pro Gly Gin Asp Arg Tyr Phe 
20 25 30 35 

aca ctg ggt tta eca aca ggg agt aea eet tta gga tge tat aaa aaa 321 
Thr Leu Gly Leu Pro Thr Gly Ser Thr Pro Leu Gly Cys Tyr Lys Lys 

40 45 50 

eta ata gaa tat cat aag aat gga eae ctt tct ttt aaa tat gtg aag 369 
Leu He Glu Tyr His Lys Asn Gly His Leu Ser Phe Lys Tyr Val Lys 

55 60 65 

aee ttt aat atg gat gaa tat gta gga ett eca aga aat eat eet gaa 417 
Thr Phe Asn Met Asp Glu Tyr Val Gly Leu Pro Arg Asn His Pro Glu 

70 75 80 

age tas eat tet tat atg tgg aat aat ttt ttt aag eat ate gat ata 465 
Ser Xaa His Ser Tyr Met Trp Asn Asn Phe Phe Lys His He Asp He 

85 90 95 

gat ect aat aat gca cat a 484 
Asp Pro Asn Asn Ala His 
100 105 



<210> 1867 
^ <211> 432 



<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 108 . .431 



<400> 1867 

atttagaccc ggtccaattg etggggctge agmgctgcct ccgagaecgc gagacatcta 60 
cgcagegaaa tcgagcctgg eettgagggt ecaeacegcg agggaag atg cgt gcg 116 

Met Arg Ala 

1 

cec att eca gag ect aag ect gga gac ctg att gag att ttt cgc ect 164 
Pro He Pro Glu Pro Lys Pro Gly Asp Leu He Glu He Phe Arg Pro 

5 10 15 

tte tac aga eae tgg gee ate tat gtt ggc gat gga tat gtg gtt eat 212 
Phe Tyr Arg His Trp Ala He Tyr Val Gly Asp Gly Tyr Val Val His 
20 25 30 35 

ctg gee ect eca agt gag gte gca gga get ggt gca gee agt gte atg 260 
Leu Ala Pro Pro Ser Glu Val Ala Gly Ala Gly Ala Ala Ser Val Met 

40 45 50 

tec gcc ctg act gac aag gcc ate gtg aag aag gaa ttg ctg tat gat 308 
Ser Ala Leu Thr Asp Lys Ala He Val Lys Lys Glu Leu Leu Tyr Asp 

55 60 65 

gtg gcc ggg agt gac aag tac eag gte aac aaa caa aac atg atg aea 356 
Val Ala Gly Ser Asp Lys Tyr Gin Val Asn Lys Gin Asn Met Met Thr 
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70 75 80 

agt act cgc cgc tgc cct gca gca aaa tea tec agn ggg egg agg age 404 

Ser Thr Arg Arg Cys Pro Ala Ala Lys Ser Ser Xaa Gly Arg Arg Ser 

85 90 95 

tgg tgg ggc agg agg tgc tct aca age t 432 

Trp Trp Gly Arg Arg Cys Ser Thr Ser 
100 105 

<210> 1868 

<211> 447 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 84 . .446 



<400> 1868 

gageteagtg ggegtegegc gaaggctaag ggagtgtggc gggcggetec gggagecaac 60 
atgccteggt atgcgeastg gtc atg ggc ccc geg ggc agn ggg aag age ace 113 

Met Gly Pro Ala Gly Xaa Gly Lys Ser Thr 
15 10 



tac 
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gee 


ace 
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15 
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25 
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tac 
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Val 
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Leu 


Asp 
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Ala 
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His 
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Asn 
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30 










35 










40 






atg 


get 


gae 


ate 


egg 


gaa 


ctg 


ate 


gag 


gtg 


gat 


gat 


gta 


atg 


gag 


gat 


Met 


Ala 


Asp 


He 


Arg 


Glu 


Leu 


He 


Glu 


Val 


Asp 


Asp 


Val 


Met 


Glu 


Asp 






45 










50 










55 








gat 


tct 


ctg 


ega 


tte 


ggt 


ccc 


aac 


gga 


gga 


ttg 


gta 


ttt 


tgc 


atg 


gag 


Asp 


Ser 


Leu 


Arg 


Phe 


Gly 


Pro 


Asn 


Gly 


Gly 


Leu 


Val 


Phe 


Cys 


Met 


Glu 




60 










65 










70 










tac 


ttt 


gee 


aat 


aat 


ttt 


gae 


tgg 


ctg 


gag 


aac 


tgt 


ctt 


ggc 


cat 


gta 


Tyr 


Phe 


Ala 
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Asn 


Phe 


Asp 


Trp 


Leu 


Glu 


Asn 


Cys 


Leu 


Gly 


His 


Val 


75 










80 










85 










90 


gag 


gae 


gae 
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gat 
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cag 
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ttg 
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Asp 
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Asp 
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He 
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Leu 
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95 










100 










105 
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cam 


Ctg 


cct 


gtg 
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age 


tgg 


tee 


age 


age 


teg 


age 


agt 


g 


Thr 
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Ser 


Ser 


Ser 


Ser 


Ser 


Ser 





110 115 120 



<210> 1869 

<211> 442 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 245. .442 



161 



209 



257 



305 



353 



401 



447 
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<210> 1870 
^ <211> 393 
<212> DNA 
<213> Homo sapiens 

E ' <220> 

p <221> CDS 

ni <222> 196. .393 



<400> 1869 

agccaagccc cagcatgttg tgttctgtcc tctggctggc agattcacgc cacaacagtt 60 
tattcatcca catgcttttt ggykactctt catcacgtat ttgggcttag atcttctggt 120 
gcctccctcg gcgtgctacc cataaggtcg aaagaaaagt aaaacagaaa ggggctcata 180 
ctcatcttat gggagagaat caaacttaca gggttgccac cagcagagtc tccttggagg 240 
tgac atg gat atg ggc aac cca gga acc ctt teg ccc acc aaa cct ggt 289 
Met Asp Met Gly Asn Pro Gly Thr Leu Ser Pro Thr Lys Pro Gly 
15 10 15 

tec cag tac tat eag tat tct age aat aat ece cga agg agg cct ctt 337 
Ser Gin Tyr Tyr Gin Tyr Ser Ser Asn Asn Pro Arg Arg Arg Pro Leu 

20 25 30 

cae agt agt gee atg gag gta cag aca aag aaa gtt cga aaa gtt cct 3 85 

His Ser Ser Ala Met Glu Val Gin Thr Lys Lys Val Arg Lys Val Pro 

35 40 45 

cca ggt ttg cca tct tea gtc tat get cca tea gca age act gcc gac 433 
Pro Gly Leu Pro Ser Ser Val Tyr Ala Pro Ser Ala Ser Thr Ala Asp 
50 55 60 

2 tac aat agg 
n Tyr Asn Arg 
^ 65 



<400> 1870 

acaaagattt cetetgetga gtaagcgtga ggceccttaa cttgtgaaag cateatecag 60 
accgtgtgag tctgtctgtg tatgtgcaga aeacagacce tcctttctec gtttgtgggg 120 
aatacttcce tcgggtgaaa ctgaagttaa tttttttttt tttecaaaca caagcagagt 180 
etecttggag gtgac atg gat atg ggc aac eea gga acc ctt teg ccc ace 231 
Met Asp Met Gly Asn Pro Gly Thr Leu Ser Pro Thr 
15 10 
aaa cct ggt tec cag tac tat cag tat tct age aat aat ccc cga agg 279 
Lys Pro Gly Ser Gin Tyr Tyr Gin Tyr Ser Ser Asn Asn Pro Arg Arg 

15 20 25 

agg cct ctt cae agt agt gcc atg gag gta cag aca aag aaa gtt cga 327 
Arg Pro Leu His Ser Ser Ala Met Glu Val Gin Thr Lys Lys Val Arg 

30 35 40 

aaa gtt cet cca ggt ttg cca tct tea gtc tat get cca tea gca age 375 
Lys Val Pro Pro Gly Leu Pro Ser Ser Val Tyr Ala Pro Ser Ala Ser 
45 50 55 60 

act gcc gac tac aat agg 393 
Thr Ala Asp Tyr Asn Arg 
65 



<210> 1871 
<211> 412 



1244 





<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 215. 



.412 



<400> 1871 

agtcagtaaa agttgattac aagtaacgat aaagttagat ttttagtact taattttaaa 
atttctttat taaatagtaa atttgttctt aatataaatg gtactatcta ctcttgtttt 
attgcatatc agaaataatt aaaagamcaa tgtgttcaat gcagagtata atcaagcgat 
ttatatatta tggcagagtc tccttggagg tgac atg gat atg ggc aac cca gga 

Met Asp Met Gly Asn Pro Gly 
1 5 
acc ctt teg ccc acc aaa cct ggt tec cag tae tat eag tat tct age 
Thr Leu Ser Pro Thr Lys Pro Gly Ser Gin Tyr Tyr Gin Tyr Ser Ser 

10 15 20 

aat aat eee ega agg agg cct ctt cac agt agt gee atg gag gta eag 
Asn Asn Pro Arg Arg Arg Pro Leu His Ser Ser Ala Met Glu Val Gin 

25 30 35 

aca aag aaa gtt ega aaa gtt cct cca ggt ttg cca tct tea gtc tat 
Thr Lys Lys Val Arg Lys Val Pro Pro Gly Leu Pro Ser Ser Val Tyr 
40 45 50 55 

get cca tea gea age act gee gae tae aat agg 
Ala Pro Ser Ala Ser Thr Ala Asp Tyr Asn Arg 
60 65 



60 
120 
180 
235 



283 



331 



379 



412 



IKS 



<210> 1872 

<211> 433 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 64 . .432 



<400> 18 
ataeagte 
age atg 

Met 

1 

tge cag 
Cys Gin 

gtg eye 
Val Xaa 

ttc aat 
Phe Asn 

cat ttc 
His Phe 



72 

at cctagcagtc cc 
ctg gcc aag ggt 
Leu Ala Lys Gly 
5 

acc ttt ctg agt 
Thr Phe Leu Ser 
20 

act ggc gag gga 
Thr Gly Glu Gly 
35 

gag ate eee tct 
Glu lie Pro Ser 
50 

tgg agg gag acg 
Trp Arg Glu Thr 



egctgaag tggageaggt 
ctt ccc cca egc tma 
Leu Pro Pro Arg Xaa 
10 

gcc ccc agg gag ggg 
Ala Pro Arg Glu Gly 
25 

get ggc ate tec acc 
Ala Gly lie Ser Thr 
40 

cct ggt gae aat ggc 
Pro Gly Asp Asn Gly 
55 

ggc aca cac aaa gtc 
Gly Thr His Lys Val 



acagtcacag etgtggggae 
gtc ctg gkc aaa ggc 
Val Leu Xaa Lys Gly 
15 

ctg ggg cgt etc agg 
Leu Gly Arg Leu Arg 
30 

ege agt cct cgc ccc 
Arg Ser Pro Arg Pro 
45 

tgg eta aac ctg tac 
Trp Leu Asn Leu Tyr 
60 

cac ctt eac cat gtc 
His Leu His His Val 



60 
108 



156 



204 



252 



300 



1245 




65 70 75 

cag aat ttc cag aag tat ggc ccg att tac agg gag aag etc ggc aac 348 
Gin Asn Phe Gin Lys Tyr Gly Pro lie Tyr Arg Glu Lys Leu Gly Asn 
80 85 90 95 

gtg gag teg gtt tat gtc ate gae eet gra gat gtg gen ktc tct tta 396 
Val Glu Ser Val Tyr Val lie Asp Pro Xaa Asp Val Ala Xaa Ser Leu 

100 105 110 

agt ccg rgg gcc caa ccc aga aeg att set cat sec g 433 
Ser Pro Xaa Ala Gin Pro Arg Thr lie Xaa His Xaa 
115 120 

<210> 1873 
<211> 457 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 162 . .455 



<400> 1873 

aaatcgattt tcaggttgta eagtegagea gttttggtgg agagggggce etagaaacct 60 
gtagcgcagt ggggtgggeg ecceagaggt tagttgaccc gaagagcaag gaagaggcga 12 0 
teatcatagt ggaggatgag gatgaggatg agegggagag t atg agg age age agg 176 

Met Arg Ser Ser Arg 
1 5 

^99 egg egg egg egg egg agg agg aag cag agg aag gtg aag agg gaa 224 
Arg Arg Arg Arg Arg Arg Arg Arg Lys Gin Arg Lys Val Lys Arg Glu 

10 15 20 

age aga gag aga aat gee gag agg atg gag age ate etg eag gea ctg 272 
Ser Arg Glu Arg Asn Ala Glu Arg Met Glu Ser lie Leu Gin Ala Leu 

25 30 35 

gag gat att cag etg gat ctg gag gea gtg aac ate aag gea ggc aaa 320 
Glu Asp lie Gin Leu Asp Leu Glu Ala Val Asn lie Lys Ala Gly Lys 

40 45 50 

gcc ttc ctg cgt etc aag ege aag ttc ate cag atg cga aga eee ttc 368 
Ala Phe Leu Arg Leu Lys Arg Lys Phe lie Gin Met Arg Arg Pro Phe 

55 60 65 

ctg gag ege aga gae etc ate ate eag eat ate eea ggc ttc tgg gte 416 
Leu Glu Arg Arg Asp Leu lie lie Gin His lie Pro Gly Phe Trp Val 
70 75 80 85 

aaa gea ttc etc aac eae eee aga att tea att ttg ate aa 457 
Lys Ala Phe Leu Asn His Pro Arg lie Ser lie Leu lie 

90 95 

<210> 1874 
<211> 828 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 674 . . 826 



1246 




<400> 1874 

acaagcgctc cgtcccttct agaggcaggc agagggaaga gaaagggtct gttgtttttc 
tctcctgttt ctcgctccct ctctgctgat cacaaagctg ctgaccgggt cagaaagycc 
tgatggaaat ccaccagcgc tgggcaggcc cctcctcctc cagggagctt gtccttgcct 
aatttttctt cgtcctgatg agaacaaaaa agagagagag aagaaaagaa aaaccacaaa 
cttcctttga aaaccagctt gtagtcaggg cccggagcgc atgccataga ctcggcgact 
caggaatcct gaagactctc tgagcgacct ggagcacctt ggctgtgtcc ctgcctgcct 
tcaccctcct ccagtgcccc cagtactggg cgtgagtccg gaagtggcca caacccagcc 
tggaccgtcg cttataaagc tgtgtaaacc tgtataagct caggcgttga cagctggaag 
gcagctggca ctggcagccc ccttcattgc acctatctcc cccatctcat tgccacggct 
gaaccctcct tctcaatctt ggaacagcay ccccttcttt aaggtcactc ttttgcatcc 
cargccctgg cttagncaag tccctgaggt tagtaaacac cttcagtgcc cctcagmcga 
gtcccttttg acc atg gaa tac cat cag cct gag gat cca gcc cct ggt 
Met Glu Tyr His Gin Pro Glu Asp Pro Ala Pro Gly 
15 10 
aag gcc ggg act gca gaa gca gtc ate cct gaa aac cat gag gtt ctg 
Lys Ala Gly Thr Ala Glu Ala Val lie Pro Glu Asn His Glu Val Leu 

15 20 25 

gca ggc cca gat gag cac cct cag gac aca gat gca aga gat get gat 
Ala Gly Pro Asp Glu His Pro Gin Asp Thr Asp Ala Arg Asp Ala Asp 

30 35 40 

999 9^9 9ct aga gaa acg gga gc 
Gly Glu Ala Arg Glu Thr Gly 
45 50 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
709 



757 



805 



828 



<210> 1875 

<211> 533 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 85. .531 



<400> 1875 

aagtgagagc ggttgcgcag tgaaggctag acccggttta ctggaattgc tctggcgatc 
gaggggtcct agtacaccgc aatc atg tct att atg tec tat aac gga ggg 

Met Ser lie Met Ser Tyr Asn Gly Gly 
1 5 
gcc gtc atg gcc atg aag ggg aag aac tgt gtg gcc ate get gca gac 
Ala Val Met Ala Met Lys Gly Lys Asn Cys Val Ala lie Ala Ala Asp 
10 15 20 25 

agg cgc ttc ggg ate cag gcc cag atg gtg ace acg gac tte cag aag 
Arg Arg Phe Gly He Gin Ala Gin Met Val Thr Thr Asp Phe Gin Lys 

30 35 40 

ate ttt ecc atg ggt gac egg ctg tac ate ggt ctg gee ggg etc gcc 
He Phe Pro Met Gly Asp Arg Leu Tyr He Gly Leu Ala Gly Leu Ala 

45 50 55 

act gac gtc cag aca gtt gee cag cgc etc aag tte egg ctg aac ctg 
Thr Asp Val Gin Thr Val Ala Gin Arg Leu Lys Phe Arg Leu Asn Leu 
60 65 70 



60 
111 



159 



207 



255 



303 



1247 




f 3 f 


y 


t tg 


aag 


gaa 


aa t 


coo 
^y y 


cag 


ate 


aaa 


cet 


tat 


acc 


etc 


atg 


age 


351 


Tyr 


Glu 


Leu 


Lys 


Glu 


Gly 


Arg 
80 


Gin 


He 


Lys 


Pro 


Tyr 
85 


Thr 


Leu 


Met 


Ser 




atg 




gcc 


aac 


etc 


ttQ 


tat 


Qaa 


aaa 


cqQ 


ttt 


ggc 


cct 


tac 


tac 


act 


399 


Met 


Val 


Ala 


Asn 


Leu 


Leu 


Tyr 


Glu 


Lys 


Arg 


Phe 


Gly 


Pro 


Tyr 


Tyr 


Thr 




y U 




















100 










105 




gag 


cca 


gtc 


att 


gcc 


ggg 


ttg 


gac 


ccg 


aag 


acc 


ttt 


aag 


cee 


ttc 


att 


447 


Glu 


Pro 


Val 


He 


Ala 
110 


Gly 


Leu 


Asp 


Pro 


Lys 
115 


Thr 


Phe 


Lys 


Pro 


Phe 
120 


He 




tgc 


tct 


eta 


gac 


etc 


ate 


ggc 


tgc 


cee 


atg 


gtg 


act 


gat 


gac 


ttt 


gtg 


495 


Cys 


Ser 


Leu 


Asp 
125 


Leu 


He 


Gly 


Cys 


Pro 
130 


Met 


Val 


Thr 


Asp 


Asp 
135 


Phe 


Val 




gtc 


agt 


ggc 


acc 


tgc 


gcc 


gaa 


caa 


atg 


tac 


gga 


atg 


tg 








533 


Val 


Ser 


Gly 
140 


Thr 


Cys 


Ala 


Glu 


Gin 
145 


Met 


Tyr 


Gly 


Met 













<210> 1876 
<211> 441 
<212> DNA 

<213> Homo sapiens 

^ <220> 

<221> CDS 

y <222> 174 . . 440 

. 

<400> 1876 

y atcagcaata tacaattata aaggcecaaa attaaaaaaa gagagaccga aatstccccc 60 
tcccaaaatc getccattac ataaatcggg gggggtgcag gagggggggt cecttccgat 120 
i^l ectccctcet gacgcccccc ccargmaggs cccctcccce accattgaaa gcc atg 176 

Met 

nj 1 

=C aat ttt gaa ttt gag agg gag att ggg ttt ata aac age cag ccg teg 224 
O Asn Phe Glu Phe Glu Arg Glu He Gly Phe He Asn Ser Gin Pro Ser 

Q 5 10 15 

etc gcc gag tgt ctg act tec ttc ccc get gtc ttg gag aca ttt caa 272 
Leu Ala Glu Cys Leu Thr Ser Phe Pro Ala Val Leu Glu Thr Phe Gin 

20 25 30 

act tea tea ate aag gag teg aca tta att cet cct cct cct cct ttc 320 
Thr Ser Ser He Lys Glu Ser Thr Leu He Pro Pro Pro Pro Pro Phe 

35 40 45 

gag caa ace ttc cee age etc cag ccc ggc gee tec ace ett cag aga • 368 
Glu Gin Thr Phe Pro Ser Leu Gin Pro Gly Ala Ser Thr Leu Gin Arg 
50 55 60 65 

ccc agg age caa aag ega gcc gaa gat ggg cct get ctg cng ccg cca 416 
Pro Arg Ser Gin Lys Arg Ala Glu Asp Gly Pro Ala Leu Xaa Pro Pro 

70 75 80 

ccg ccg cng ena nte ccc gyt gcc c 441 
Pro Pro Xaa Xaa Xaa Pro Xaa Ala 
85 

<210> 1877 
<211> 394 
<212> DNA 



1248 




<213> Homo sapiens 

<220> 
<221> CDS 
<222> 70 . .393 



<400> 1877 

gtggaggaac ttccggcagc ggcagctcaa gtggccaagg caagatgggt caaagtcaga 60 
gtggtggtc atg gtc ctg gag gtg gca aga agg atg aca agg acc atg acc 111 
Met Val Leu Glu Val Ala Arg Arg Met Thr Arg Thr Met Thr 
15 10 

acc tct ctg tac cga get cag cag ate ate eag etc aac ate caa get 159 

Thr Ser Leu Tyr Arg Ala Gin Gin lie lie Gin Leu Asn lie Gin Ala 
15 20 25 30 

tec cet aaa gta ega ctg age ttg gca aac gaa get ctg ctg cec acc 207 

Ser Pro Lys Val Arg Leu Ser Leu Ala Asn Glu Ala Leu Leu Pro Thr 

35 40 45 

etc ate tge gac att get ggc tat tac ect gga tgt ggt ggt gae gtg 255 

Leu lie Cys Asp lie Ala Gly Tyr Tyr Pro Gly Cys Gly Gly Asp Val 

50 55 60 

gac ccg aga gga get ggg tgg ate cec age cea agt etc tgg tge etc 3 03 

Asp Pro Arg Gly Ala Gly Trp lie Pro Ser Pro Ser Leu Trp Cys Leu 

Ul 65 70 75 

ett etc cag cet eag gca aag cgt gge agg cac eta eag cat etc etc 351 

•^g Leu Leu Gin Pro Gin Ala Lys Arg Gly Arg His Leu Gin His Leu Leu 

:.rH 80 85 90 

etc tct cam ege aga ace tgg etc tge agg tge eac tta cac e 3 94 

':f=^^ Leu Ser Xaa Arg Arg Thr Trp Leu Cys Arg Cys His Leu His 
^ 95 100 105 

^ <210> 1878 

<211> 214 
0 <212> DNA 

Q <213> Homo sapiens 

<220> 
<221> CDS 
<222> 39 . . 212 



<400> 1878 

agegggactg gaaectagta caetteggca gttgagaa atg act tac cag gae aaa 56 

Met Thr Tyr Gin Asp Lys 
1 5 

tac tge ttc tgg etc gat ggt get gee cat gaa cat ecg ccg get ctg 104 
Tyr Cys Phe Trp Leu Asp Gly Ala Ala His Glu His Pro Pro Ala Leu 

10 15 20 

aga acg age tge act gtc agt gag aaa ccg tgg gca ctg aga aac gag 152 
Arg Thr Ser Cys Thr Val Ser Glu Lys Pro Trp Ala Leu Arg Asn Glu 

25 30 35 

egg act gca act gat aac tge eca cec agt gcc act acg aca aag tge 200 
Arg Thr Ala Thr Asp Asn Cys Pro Pro Ser Ala Thr Thr Thr Lys Cys 
40 45 50 



1249 




214 



tgc tgg cac tac tc 
Cys Trp His Tyr 
55 

<210> 1879 
<211> 457 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 194 . .457 



<400> 1879 

gtgccctgcg cctcagcccg cgcgctcgca gcttctcgct ctcgcctgcc tgcccgctcc 60 
cttgcttgct cgcgctttcg ctcgccctct cctcgaggat cgaggggact ctgaccacag 120 
cctgtggctg ggaagggaga cagaggcggc ggcggctcag gggaaacgag gctgcagtgg 18 0 
tggtagtagg aag atg teg ggc gag gac gag caa cag gag caa act ate 22 9 

^ Met Ser Gly Glu Asp Glu Gin Gin Glu Gin Thr lie 

15 10 

U1 get gag gac ctg gtc gtg acc aag tat aag atg ggg ggc gac ate gee 277 

N= Ala Glu Asp Leu Val Val Thr Lys Tyr Lys Met Gly Gly Asp He Ala 

y 15 20 25 

'^£4 aac agg gta ctt egg tee ttg gtg gaa gea tct age tea ggt gtg teg 325 
'J% Asn Arg Val Leu Arg Ser Leu Val Glu Ala Ser Ser Ser Gly Val Ser 
30 35 40 

gta ctg age ctg tgt gag aaa ggt gat gee atg att atg gaa gaa aca 373 



Val Leu Ser Leu Cys Glu Lys Gly Asp Ala Met He Met Glu Glu Thr 



^ 45 50 55 60 

0^ 999 aaa ate ttc aag aaa gaa aag gaa atg aag aaa ggt att get ttt 421 

ry Gly Lys He Phe Lys Lys Glu Lys Glu Met Lys Lys Gly He Ala Phe 

:f 65 70 75 

O ecc ace age att teg gta aat aac tgt gta tgt cac 457 

p Pro Thr Ser He Ser Val Asn Asn Cys Val Cys His 

^ 80 85 

<210> 1880 

<211> 486 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 112 . .486 



<400> 1880 

accaccgetg cteetcarga ggegccteae cageetccae accccttgeg enygcagaaa 60 
cgcgcctgge cctgagctgt caccaccgac actctccagg ctccggacac g atg cag 117 

Met Gin 
1 

gee ate aag tgt gtg gtg gtg gga gat ggg gee gtg gge aag ace tgc 165 
Ala He Lys Cys Val Val Val Gly Asp Gly Ala Val Gly Lys Thr Cys 



1250 





<210> 


1881 




<211> 


348 




<212> 


DNA 




<213> 


Homo 




<220> 






<221> 


CDS 


= W 


<222> 


150 . 


i y 













261 



5 10 15 

ctt etc ate age tae ace ace aae gee ttt ccc gga gag tac ate cec 213 
Leu Leu lie Ser Tyr Thr Thr Asn Ala Phe Pro Gly Glu Tyr He Pro 

20 25 30 

acc gtg ttt gac aac tat tea gee aat gtg atg gtg gac age aag cca 
Thr Val Phe Asp Asn Tyr Ser Ala Asn Val Met Val Asp Ser Lys Pro 
35 40 45 50 

gtg aac etg ggg ctg tgg gac act get ggg eag gag gac tae gac cgt 309 
Val Asn Leu Gly Leu Trp Asp Thr Ala Gly Gin Glu Asp Tyr Asp Arg 

55 60 65 

etc egg ccg etc tec tat cca cag acg gae gtc ttc cte ate tge ttc 357 
Leu Arg Pro Leu Ser Tyr Pro Gin Thr Asp Val Phe Leu He Cys Phe 

70 75 80 

tec etc gte age cea gee tet tat gag aac gte cgc gee aag tgg ttc 
Ser Leu Val Ser Pro Ala Ser Tyr Glu Asn Val Arg Ala Lys Trp Phe 

85 90 95 

eca gaa gtg egg cac eae tge ccc age aca ccc ate ate etg gtg ggc 453 
Pro Glu Val Arg His His Cys Pro Ser Thr Pro He He Leu Val Gly 

100 105 110 

ace aag etg gac ctg egg gae gac aag gac ace 
Thr Lys Leu Asp Leu Arg Asp Asp Lys Asp Thr 
yi 115 120 125 



405 



486 



269 



<400> 1881 

attttttteg gaeetgegae ttcegaacaa ecctggeagg aggagcggeg tteageeggg 60 
ggaggeetga agaaacgete cggggeccag tggctetacc eetgcteetg eeegaeectg 120 
ecgectccet cacggagcea geggcegga atg cag aca tea gaa cgt gag ggg 173 

Met Gin Thr Ser Glu Arg Glu Gly 

1 5 

agt ggg ccg gag etg age eee age gtg atg ccc gag get ccc ctg gag 221 
Ser Gly Pro Glu Leu Ser Pro Ser Val Met Pro Glu Ala Pro Leu Glu 

10 15 20 

tet eca ect ttt cct ace aag tec cca geg ttt gae ett ttc aae ttg 
Ser Pro Pro Phe Pro Thr Lys Ser Pro Ala Phe Asp Leu Phe Asn Leu 
25 30 35 40 

gtt etc tee tae aag agg ctg gag ate tac etg gaa ccc ttg aag gat 317 
Val Leu Ser Tyr Lys Arg Leu Glu He Tyr Leu Glu Pro Leu Lys Asp 

45 50 55 

gca ggt gat ggt gtk ega tac ttg cte agg t 348 
Ala Gly Asp Gly Val Arg Tyr Leu Leu Arg 
60 65 

<210> 1882 
<211> 372 



1251 




2 H 



<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 138 . . 371 



<400> 1882 

ttgtcaaatt aagggtgtca ttgtgttgtg ctaaacgctg ggagggtaca agttggtcat 60 
tcctaaatct gtgtgtgaga matggcangg tctagtttgg gcattgtgat tgcattgcag 120 
attactagga gaaggga atg gtg ggt aca ccg gta gtg etc ttt tgt tct 170 

Met Val Gly Thr Pro Val Val Leu Phe Cys Ser 
15 10 
tgc ttc gtt ttt tta aac ttk aac ttt act teg tta gat ttc ata ata 218 
Cys Phe Val Phe Leu Asn Xaa Asn Phe Thr Ser Leu Asp Phe lie lie 

15 20 25 

Gtt tct tgg cat tct agt aag agg acc ctg agg tgg gag ttg tgg ggg 266 
Leu Ser Trp His Ser Ser Lys Arg Thr Leu Arg Trp Glu Leu Trp Gly 

30 35 40 

acg ggg aga agg gga cag ctt ggc acc ggt ccc gtg ggc gtt gca gtg 314 
Thr Gly Arg Arg Gly Gin Leu Gly Thr Gly Pro Val Gly Val Ala Val 

45 50 55 

tgg ggg atg ggg gta tgc age ttg gca ctg gta ctg gga ggg atg agg 362 
Trp Gly Met Gly Val Cys Ser Leu Ala Leu Val Leu Gly Gly Met Arg 
60 65 70 75 

gtg aag aar g 372 
Val Lys Lys 

<210> 1883 
<211> 487 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 109 . .486 



<400> 1883 

cttcccagtt aaaagtgttg gcccgcggcg cgcggcctct tcctgtctgt accagggcgg 60 
cgcgtggtct acgccgagtg acagagacgc tcaggctgtg ttctcagg atg ace gag 117 

Met Thr Glu 

1 

tgg gag aca gca gca cca gcg gtg gca gag acc cca gac ate aag etc 165 
Trp Glu Thr Ala Ala Pro Ala Val Ala Glu Thr Pro Asp lie Lys Leu 

5 10 15 

ttt ggg aag tgg age acc gat gat gtg cag ate aat gac att tec ctg 213 
Phe Gly Lys Trp Ser Thr Asp Asp Val Gin lie Asn Asp lie Ser Leu 
20 25 30 35 

cag gat tac att gca gtg aag gag aag tat gee aag tac ctg cct cac 261 
Gin Asp Tyr lie Ala Val Lys Glu Lys Tyr Ala Lys Tyr Leu Pro His 

40 45 50 

agt gca ggg egg tat gee gcc aaa cgc ttc cgc aaa get cag tgt ccc 309 



1252 




Ser Ala Gly Arg Tyr Ala Ala Lys Arg Phe Arg Lys Ala Gin Cys Pro 

55 60 65 

att gtg gag cgc etc act aac tec atg atg atg cac ggc cge aac aac 357 
lie Val Glu Arg Leu Thr Asn Ser Met Met Met His Gly Arg Asn Asn 

70 75 80 

ggc aag aag etc atg act gtg cge ate gtc aag cat gee tte gag ate 405 
Gly Lys Lys Leu Met Thr Val Arg lie Val Lys His Ala Phe Glu lie 

85 90 95 

ata cac ctg etc aca ggc gag aac cct ctg cag gtc ctg gtg aac gee 453 
lie His Leu Leu Thr Gly Glu Asn Pro Leu Gin Val Leu Val Asn Ala 
100 105 110 115 

ate ate aac aag tgg tec ecg gga gga ewe gea t 487 
lie lie Asn Lys Trp Ser Pro Gly Gly Xaa Ala 
120 125 

<210> 1884 
<211> 547 
<212> DNA 

<213> Homo sapiens 

yf^ <220> 

y1 <221> CDS 

<222> 31 . .546 



198 



<400> 1884 

agctgcagtc tgggagtett tggagtaaga atg gcc ttg gaa ggg atg age aaa 54 

Met Ala Leu Glu Gly Met Ser Lys 
1 5 

egg aag aga aag aga agt gtc cag gag gga gag aat cct gae gae ggc 102 
Arg Lys Arg Lys Arg Ser Val Gin Glu Gly Glu Asn Pro Asp Asp Gly 

10 15 20 

gtt cge ggg agt ecg ccg gaa gae tae agg ctt gga cag gtc gee agt 150 
Val Arg Gly Ser Pro Pro Glu Asp Tyr Arg Leu Gly Gin Val Ala Ser 
25 30 35 40 

age tta ttt cgc ggc gaa cac cat tec aga ggt ggc acc ggt egg ctg 
Ser Leu Phe Arg Gly Glu His His Ser Arg Gly Gly Thr Gly Arg Leu 

45 50 55 

gcg tee etc tte agt tet ctg gag ecc cag att caa cec gtg tae gtg 246 
Ala Ser Leu Phe Ser Ser Leu Glu Pro Gin He Gin Pro Val Tyr Val 

60 65 70 

cct gtg cct aaa caa ace ate aaa aaa acg aaa egg aat gag gag gaa 
Pro Val Pro Lys Gin Thr He Lys Lys Thr Lys Arg Asn Glu Glu Glu 

75 80 85 

gaa agt aca tec cag att gaa aga cea ctt teg caa gaa cct gcc aaa 342 
Glu Ser Thr Ser Gin He Glu Arg Pro Leu Ser Gin Glu Pro Ala Lys 

90 95 100 

aaa gtg aaa gcg aag aag awa cac act aac gea gaa aaa aag ttg gea 3 90 

Lys Val Lys Ala Lys Lys Xaa His Thr Asn Ala Glu Lys Lys Leu Ala 
105 110 115 120 

gae agg gaa age get eta gcg agt get gat tta gaa gar kna att cac 438 
Asp Arg Glu Ser Ala Leu Ala Ser Ala Asp Leu Glu Glu Xaa lie His 

125 130 135 

cag aaa caa ggg cag aaa agg aaa aat tet caa cct ggt gtt aaa gta 



294 



486 



1253 




Gin Lys Gin Gly Gin Lys Arg Lys Asn Ser Gin Pro Gly Val Lys Val 

140 145 150 

gca gat aga ara ata ctt gat gac aca gaa gac aca gtt gtc agt caa 534 
Ala Asp Arg Xaa lie Leu Asp Asp Thr Glu Asp Thr Val Val Ser Gin 

155 160 165 

aga aag aaa att c 547 
Arg Lys Lys lie 
170 

<210> 1885 

<211> 330 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 31. .330 



<400> 1885 

agctgcagtc tgggagtctt tggagtaaga atg gcc ttg gaa ggg atg age aaa 54 

Met Ala Leu Glu Gly Met Ser Lys 
1 5 

egg aag aga aag aga agt gtc cag gag gga gag aat cot gac gae ggc 102 
Arg Lys Arg Lys Arg Ser Val Gin Glu Gly Glu Asn Pro Asp Asp Gly 
10 15 20 

S gtt cgc ggg agt ccg ccg gaa gac tac agg ctt gga cag gtc gcc agt 150 
Val Arg Gly Ser Pro Pro Glu Asp Tyr Arg Leu Gly Gin Val Ala Ser 
25 30 35 40 

^ age tta ttt cgc ggc gaa cac cat tec aga ggt ggc acc ggt egg ctg 198 
y Ser Leu Phe Arg Gly Glu His His Ser Arg Gly Gly Thr Gly Arg Leu 
rtJ 45 50 55 

gcg tec etc ttc agt tct ctg gag eye cag att caa ecc gtg tac gtg 246 
Q Ala Ser Leu Phe Ser Ser Leu Glu Xaa Gin lie Gin Pro Val Tyr Val 
Q 60 65 70 

cet gtg cet aaa gta agt cac tgg get ttc ttc ccg aat age teg tta 294 
Pro Val Pro Lys Val Ser His Trp Ala Phe Phe Pro Asn Ser Ser Leu 

75 80 85 

gaa eca ctt aca tac aaa gca ate ttc tta cet acc 330 
Glu Pro Leu Thr Tyr Lys Ala lie Phe Leu Pro Thr 
90 95 100 

<210> 1886 

<211> 462 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 40. .462 



<400> 1886 

gcgcggctgg tgtcegcceg cccgaaaggt gagceagee atg aga ggg tat ctt 54 



1254 




Met Arg Gly Tyr Leu 





gtg 


gcc 


-4 +- -1 

aca 


^ i- /~t 


e tg 


agc 


get 


gtc 


t- f- 


etc 


h ;a t- 
u d u 


-h ;5 t- 
L. d u 


gta 


ctg 


cat 


t gc 




vax 


Ala 


lie 


Fxie 


Leu 


Ser 


/Ai a 


V d -L 


r'iiC 


Leu 


iyr 


lyx 


Val 


Leu 


His 


Cys 












1 u 










J- D 










2 0 






ata 


t ta 


tgg 


gga 


aeg 


aac 


gt e 


+- ^3 i- 

ua L. 


tgg 


gtg 


gca 


cct 


gtg 


gaa 


atg 


aaa 




lie 


Leu 


Trp 


Ljiy 


Thr 


Asn 


V a 1 


iyr 


irp 




rtX ct 


Pr'O 

irX ^ 


Val 


Glu 


Met 


Lys 










2 5 










D U 


















egg 


aga 


aat 


aag 


ate 


cag 


cct 


tgc 


•H -1- o 

L ua 


*- ^ -a 

uca 


aag 


cea 


get 


+- t- t- 

L, L- 


gee 


t c t 




Arg 


Arg 


Asn 


Lys 


lie 




Pro 


Cys 


Leu 


Q O T" 
OCX 


Lys 


rrx (J 


jTiX CI 


PhF» 


Ala 


Ser 








4 U 






























ctg 


ctg 


agg 


ttt 


eac 


cag 


-H -1- 
L L. U 


cae 


cct 


i- i- 

L- U t 


e tg 


cgc 


gcg 


get 


y d u 


t f f 

U U L. 




Leu 


Leu 


Airg 


irlie 


Rt c; 
tlJL Jd 




XT ilC 


His 


Pro 


Phe 


Leu 


Cys 


Ala 


Ala 


Asp 


Phe 






b b 










60 






















aga 


aag 


auc 


get 


tec 


ttg 


tat 


ggt 


age 


y d L. 


ddy 


U. L- L. 


gat 


ttg 


eee 


tat 




Airg 


Ly s 


X X c 


J-\J- a. 


Ser 


Leu 


Tyr 


Gly 


Ser 


Asp 


Lys 


Phe 


Asp 


Leu 


Pro 


Tvr 




/ u 










75 










80 










85 




ggg 


atg 


aga 


aea 


tea 


gcg 


g^^ 


tat 


ttt 


ega 


C C U 


get 


C L. L. 


U O d 


aaa 


ctg 




Gly 


Met 


Arg 


Thr 


Ser 


Ala 


Glu 


Tyr 


Phe 


Arg 


Leu 


Ala 


Leu 


Ser 


Lys 


Leu 












90 










95 










100 






cag 


agt 


tgt 


gat 


cte 


ttt 


gat 


gag 


ttt 


gac 


aac 


ata 


eee 


tgt 


aaa 


aag 




Gin 


Ser 


Cys 


Asp 


Leu 


Phe 


Asp 


Glu 


Phe 


Asp 


Asn 


He 


Pro 


Cys 


Lys 


Lys 


y= 








105 










110 










115 






U 


tgt 


gtg 


gtg 


gtt 


ggt 


aat 


gga 


gga 


gtt 


ttg 


aag 


aat 


aag 


aea 


tta 


gga 




Cys 


Val 


Val 


Val 


Gly Asn Gly Gly Val 


Leu 


Lys 


Asn 


Lys 


Thr 


Leu 


Gly 


• =^ 






120 










125 










130 










gaa 


aaa 


ate 


gac 


tec 


tat 


gat 


gta 




















Glu 


Lys 


lie 


Asp 


Ser 


Tyr 


Asp 


Val 






















135 










140 





















102 



150 



198 



246 



294 



342 



390 



438 



462 



<210> 1887 
<211> 488 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 120. .488 



<400> 1887 

aagegegcac etttgcgcac gegcacgaae gcacggecgc gcaeatctgt ettgctggaa 60 
gctttttcct agaggttgag eggtttgeae aatgteggaa atggetgagt tgtccgcag 119 
atg gag gta ggc age ggg age egg gag eta tec ctg cgt eee tee egc 167 
Met Glu Val Gly Ser Gly Ser Arg Glu Leu Ser Leu Arg Pro Ser Arg 
15 10 15 

age ggg gcc eaa cag etc gag gag gaa gge cea atg gag gag gag gag 215 
Ser Gly Ala Gin Gin Leu Glu Glu Glu Gly Pro Met Glu Glu Glu Glu 

20 25 30 

gcc cag cea atg gcg gcg eca gag ggg aaa egg age ctt get aac ggg 263 
Ala Gin Pro Met Ala Ala Pro Glu Gly Lys Arg Ser Leu Ala Asn Gly 

35 40 45 

ccc aac get ggg gag cag eca ggc cag gtg gcg ggc gca gac ttc gag 311 
Pro Asn Ala Gly Glu Gin Pro Gly Gin Val Ala Gly Ala Asp Phe Glu 



1255 



50 55 60 

age gag gac gag ggc gag gaa ttt gat gac tgg gag gac gac tac gac 359 

Ser Glu Asp Glu Gly Glu Glu Phe Asp Asp Trp Glu Asp Asp Tyr Asp 

65 70 75 80 

tat ccc gaa gag gag cag etc agt ggt gcc ggc tac aga gta tea gcg 407 

Tyr Pro Glu Glu Glu Gin Leu Ser Gly Ala Gly Tyr Arg Val Ser Ala 

85 90 95 

snt ett gaa gaa gcc gac aag atg ttt .ctg aga aca aga gaa cea gcc 455 

Xaa Leu Glu Glu Ala Asp Lys Met Phe Leu Arg Thr Arg Glu Pro Ala 

100 105 110 

tgg atg gcg ggt ttc aga tgc att atg aga aga 4 88 

Trp Met Ala Gly Phe Arg Cys lie Met Arg Arg 
115 120 

<210> 1888 
<211> 492 
<212> DNA 

<213> Homo sapiens 

<220> 
}^ <221> CDS 

U1 <222> 28. .492 



<400> 1888 

agaatcgttt tgggtctggt cgeeaag atg gcg tec tec gee tec gee egg act 54 
:.f% Met Ala Ser Ser Ala Ser Ala Arg Thr 

15 

.sx-. eeg gea ggg aag cga gtg ata aat cag gaa gaa ttg egg egg tta atg 102 

Pro Ala Gly Lys Arg Val lie Asn Gin Glu Glu Leu Arg Arg Leu Met 

10 15 20 25 

aag gag aag cag cgt ctg age ace agt egg aaa egg ata gaa tet cea 150 

Lys Glu Lys Gin Arg Leu Ser Thr Ser Arg Lys Arg lie Glu Ser Pro 

30 35 40 

tte gcg aag tac aac cgt ttg ggg cag ctg agt tgt gcc ctg tgt aac 198 

Phe Ala Lys Tyr Asn Arg Leu Gly Gin Leu Ser Cys Ala Leu Cys Asn 

45 50 55 

act eeg gtt aag age gag etc ctg tgg cag act cae gte ctg gga aag 246 

Thr Pro Val Lys Ser Glu Leu Leu Trp Gin Thr His Val Leu Gly Lys 

60 65 70 

cag eac cga gag aaa gtg gcc gag ctg aaa ggc gcg aag gaa gee age 2 94 

Gin His Arg Glu Lys Val Ala Glu Leu Lys Gly Ala Lys Glu Ala Ser 

75 80 85 

cag ggt teg tec gcc agt tea gcg cct cag tee gtc aak mnn aaa gcg 342 

Gin Gly Ser Ser Ala Ser Ser Ala Pro Gin Ser Val Xaa Xaa Lys Ala 

90 95 100 105 

eeg gac gea gae gac eaa gat gte aag aga gcg aag gee acc ttg gtg 390 

Pro Asp Ala Asp Asp Gin Asp Val Lys Arg Ala Lys Ala Thr Leu Val 

110 115 120 

cct cag gta eag cec tec aca tct gcg tgg acc ace aac ttt gac aaa 438 

Pro Gin Val Gin Pro Ser Thr Ser Ala Trp Thr Thr Asn Phe Asp Lys 

125 130 135 

ata gga aag gag ttc att aga gcg act ccc agt aag cct tea gga etc 486 

lie Gly Lys Glu Phe lie Arg Ala Thr Pro Ser Lys Pro Ser Gly Leu 



m 

:: -PI' 



1256 



140 



145 



150 



agt tta 
Ser Leu 
155 



492 



<210> 1889 

<211> 418 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 135. 



.416 



ry 



<400> 1889 

gtcacgtgat ccgacaaacg gcctctgcat agtgcagaac 
cctcatccct cccgtgggag ccccctttgg acactctatg 
ctgaacttga tgcg atg gga ggc tgt gca ggc teg 
Met Gly Gly Cys Ala Gly Ser 
1 5 
gat tec gag ggg gag gag acc gtc ccg gag ccc 
Asp Ser Glu Gly Glu Glu Thr Val Pro Glu Pro 



15 



20 



gac cat cag ggc gcg cat tgg aag aac gcg gtg 
Asp His Gin Gly Ala His Trp Lys Asn Ala Val 



30 



35 



ggc ctt tgc aac aac ttc tct tat gtg gtg atg 
Gly Leu Cys Asn Asn Phe Ser Tyr Val Val 



45 



50 



Met 
55 



gac ate ctt age cac aag agg aca teg gga aac 
Asp lie Leu Ser His Lys Arg Thr Ser Gly Asn 

65 70 
cca ggc cca aeg ccg ate ccc cac aac age tea 
Pro Gly Pro Thr Pro lie Pro His Asn Ser Ser 
80 85 

aac tct gt 
Asn Ser 

<210> 1890 
<211> 396 
<212> DNA 

<213> Homo sapiens 



attctgetgc t 
accctggacc c 
egg egg cge 
Arg Arg Arg 
10 

egg etc cet 
Arg Leu Pro 
25 

ggc ttc tgg 
Gly Phe Trp 
40 

ctg agt gee 
Leu Ser Ala 

cag age eat 
Gin Ser His 

tea ega ttt 
Ser Arg Phe 
90 



ettaaagac 
tcgggggac 
ttt teg 
Phe Ser 

ctg ttg 
Leu Leu 

ctg ctg 
Leu Leu 

gee cac 
Ala His 

60 
gtg gac 
Val Asp 
75 

gac tgc 
Asp Cys 



60 
120 
170 



218 



266 



314 



362 



410 



418 



<220> 
<221> CDS 
<222> 77 . .394 



<400> 1890 

ctcctgtttg gcttctgtct cacctagacc cgtecggtcg cagactgtct ccgagacget 
teetgtccga atcagc atg att ctt cag agg etc ttc agg ttc tec tct gtc 
Met lie Leu Gin Arg Leu Phe Arg Phe Ser Ser Val 
15 10 



60 
112 



1257 



■~J| s 

yj 



<220> 
<221> CDS 



att egg tea gcc gtc tea gtc cat ttg egg agg aae att ggt gtt aca 160 
He Arg Ser Ala Val Ser Val His Leu Arg Arg Asn He Gly Val Thr 

15 20 25 

gca gtg gea ttt aat aag gaa ett gat ect ata cag aaa etc ttt gtg 208 
Ala Val Ala Phe Asn Lys Glu Leu Asp Pro He Gin Lys Leu Phe Val 

30 35 40 

gac aag att aga gaa tac aaa tet aag ega eag aca tct gga gga ect 256 
Asp Lys He Arg Glu Tyr Lys Ser Lys Arg Gin Thr Ser Gly Gly Pro 
45 50 55 60 

gtt gat get agt tea gag tat eag eaa gag ctg gag agg gag ctt ttt 304 
Val Asp Ala Ser Ser Glu Tyr Gin Gin Glu Leu Glu Arg Glu Leu Phe 

65 70 75 

aag etc aag eaa atg ttt ggt aat gca gac atg aat aca ttt ccc ace 352 
Lys Leu Lys Gin Met Phe Gly Asn Ala Asp Met Asn Thr Phe Pro Thr 

80 85 90 

tte aaa ttt gaa gat ccc aaa ttt gaa gtc ate gaa aaa ccc ca 
Phe Lys Phe Glu Asp Pro Lys Phe Glu Val He Glu Lys Pro 
95 100 105 

^ <210> 1891 
<211> 313 
<212> DNA 

<213> Homo sapiens 



396 



0 <222> 107 . .313 



j5] <400> 1891 

^ aagtagagcg gaggtggtgg eggeggaggc tttggcagct cgggactgag tgcaaggaat 60 
atgcactgaa gaggcagcga acctacyaae ctttggccga atcagc atg att ctt 115 
^ Met He Leu 

1 

O cag agg etc ttc agg tte tec tet gtc att egg tea gee gtc tea gtc 163 

Gin Arg Leu Phe Arg Phe Ser Ser Val He Arg Ser Ala Val Ser Val 

5 10 15 

eat ttg egg agg aae att ggt gtt aca gca gtg gca ttt aat aag gaa 211 
His Leu Arg Arg Asn He Gly Val Thr Ala Val Ala Phe Asn Lys Glu 
20 25 30 35 

ctt gat ect ata cag aaa etc ttt gtg gac aag att aga gaa tac aaa 259 
Leu Asp Pro He Gin Lys Leu Phe Val Asp Lys He Arg Glu Tyr Lys 

40 45 50 

tct aag ega cag aca tet gga gga ect gtt gat get agt yea gag tat 307 
Ser Lys Arg Gin Thr Ser Gly Gly Pro Val Asp Ala Ser Xaa Glu Tyr 
55 60 65 

cag eaa 
Gin Gin 



<210> 1892 

<211> 407 

<212> DNA 

<213> Homo sapiens 



1258 



. 5" 



<220> 
<221> CDS 
<222> 97 . ,405 



<400> 1892 

aggatcggtg cgtggtgacg tttcgccggc gcgggcgcca tcccggaagc gcgagcaagg 60 
ccgccagatg tgcaggcagc ggaggaggag aaagag atg gac etc ccg gac teg 114 

Met Asp Leu Pro Asp Ser 
1 5 

gee teg agg gte ttc tge ggc cge ate ctg age atg gtg aae aca gat 162 
Ala Ser Arg Val Phe Cys Gly Arg He Leu Ser Met Val Asn Thr Asp 

10 15 20 

gat gte aae gee ate ate ctg gee eag aag aac atg ctg gae cgc ttt 210 
Asp Val Asn Ala He He Leu Ala Gin Lys Asn Met Leu Asp Arg Phe 

25 30 35 

gag aag acc aat gag atg ctg etc aae ttc aac aac ctg tec agt gee 
Glu Lys Thr Asn Glu Met Leu Leu Asn Phe Asn Asn Leu Ser Ser Ala 

40 45 50 

cgc ctg eag eag atg age gaa cgc ttc ctg cac eac aeg agg ace eta 
Arg Leu Gin Gin Met Ser Glu Arg Phe Leu His His Thr Arg Thr Leu 
55 60 65 70 

gta gag atg aaa egg gae ctg gae age ate ttc cge egt ate agg aeg 354 
Val Glu Met Lys Arg Asp Leu Asp Ser He Phe Arg Arg He Arg Thr 



<210> 1893 



<211> 229 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 74 . . 229 



258 



306 



402 



75 80 85 

ctg aaa ggg aaa ctg gee agg eag cac cea gag gee ttc age eat ate 
Leu Lys. Gly Lys Leu Ala Arg Gin His Pro Glu Ala Phe Ser His He 

90 95 100 

cca ga 407 
Pro 



<400> 1893 

attttgttcg cgcggaagcs cgcggtaggg tgggaaceea agcgggagag ccgegggatt 60 
tgcggecgec gee atg ccg teg tec ccg ctg egg gtg geg gtg gtg tge 109 
Met Pro Ser Ser Pro Leu Arg Val Ala Val Val Cys 
15 10 
teg age aae cag aac egg age atg gag geg eac aac ate etc age aaa 157 
Ser Ser Asn Gin Asn Arg Ser Met Glu Ala His Asn He Leu Ser Lys 

15 20 25 

egg gga ttc age gte ega tec ttt gga aca ggg act cac gtg aag ett 205 
Arg Gly Phe Ser Val Arg Ser Phe Gly Thr Gly Thr His Val Lys Leu 

30 35 40 

cca gga cea get ecc gac aag ecc 229 
Pro Gly Pro Ala Pro Asp Lys Pro 



1259 




45 50 

<210> 1894 

<211> 478 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 90 . .476 



<400> 1894 

accaacgacg gggacgctgg gaagccgact tccggcgccc tattttctca cctggttccc 60 





gcggcgagcc agcggcagcg tcggcggcg 


ci L.y 


aga 


e ag 


aag 


cac 


tac 


ctt 




113 




















Met 
1 


Arg 


Gin 


Lys 


His 
5 


Tvr 

X _y J- 


Leu 


Glu 






get 


gca 


gcg 


egg 


gga 


ctg 


cae 


gae 


age 


tgc 


ccg 


ggc 


caa 


gcc 


cgc 


tac 


161 


w 


Ala 


Ala 


Ala 


Arg 


Gly 


Leu 


His 


Asp 


Ser 


Cys 


Pro 


Gly 


Gin 


Ala 


Arg 


Tyr 








10 










15 










20 














etc 


etc 


tgg 


gee 


tac 


act 


teg 


teg 


cae 


gat 


gat 


aag 


age 


act 


ttt 


gaa 


209 




Leu 


Leu 


Trp 


Ala 


Tyr 


Thr 


Ser 


Ser 


His 


Asp 


Asp 


Lys 


Ser 


Thr 


Phe 


Glu 






25 










30 










35 










40 






gaa 


acg 


tgt 


eea 


tae 


tgt 


ttc 


cag 


ctg 


ttg 


gtt 


ctg 


gat 


aae 


tct 


ega 


257 




Glu 


Thr 


Cys 


Pro 


Tyr 


Cys 


Phe 


Gin 


Leu 


Leu 


Val 


Leu 


Asp 


Asn 


Ser 


Arg 














45 










50 










55 








gtg 


egt 


etc 


aaa 


eee 


aaa 


gee 


agg 


ttg 


aca 


eec 


aaa 


ata 


cag 


aaa 


ctt 


305 




Val 


Arg 


Leu 


Lys 


Pro 


Lys 


Ala 


Arg 


Leu 


Thr 


Pro 


Lys 


He 


Gin 


Lys 


Leu 












60 










65 










70 








iU 


ctt 


aat 


ega 


gaa 


gcg 


aga 


aae 


tat 


aca 


etc 


agt 


ttt 


aaa 


gaa 


gca 


aaa 


353 




Leu 


Asn 


Arg 


Glu 


Ala 


Arg 


Asn 


Tyr 


Thr 


Leu 


Ser 


Phe 


Lys 


Glu 


Ala 


Lys 










75 










80 










85 












atg 


gtg 


aaa 


aag 


tte 


aaa 


gae 


tee 


aaa 


agt 


gta 


ttg 


ttg 


ate 


act 


tgt 


401 




Met 


Val 


Lys 


Lys 


Phe 


Lys 


Asp 


Ser 


Lys 


Ser 


Val 


Leu 


Leu 


He 


Thr 


Cys 








90 










95 










100 














aaa 


aca 


tgc 


aae 


aga 


aca 


gtg 


aaa 


cat 


eat 


ggt 


aaa 


agt 


aga 


age 


ttt 


449 




Lys 


Thr 


Cys 


Asn 


Arg 


Thr 


Val 


Lys 


His 


His 


Gly 


Lys 


Ser 


Arg 


Ser 


Phe 






105 










110 










115 










120 






gtg 


tea 


aea 


ttg 


caa 


gag 


eaa 


tec 


tge 


mm 














478 




Val 


Ser 


Thr 


Leu 


Gin 


Glu 


Gin 


Ser 


Cys 



















125 



<210> 1895 

<211> 531 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 169 . . 531 



<400> 1895 

aaaactttca cttttetttt ctcggaagcc eggeecctta ctgcgtttgt eaaageacag 60 



1260 



HI 



acttcctgtt ttgcctgcta gcatctccct gtaactctcc caatcttgag gagtgatccc 120 
tgtcccagcc cctggaaagg ggcaggaacg acaaactcaa agtccagg atg ttc acc 177 

Met Phe Thr 

1 

atg aca aga gcc atg gaa gag get ctt ttt cag cac ttc atg cac cag 225 
Met Thr Arg Ala Met Glu Glu Ala Leu Phe Gin His Phe Met His Gin 

5 10 15 

aag ctg ggg ate gcc tat gee ata cac aag cea ttt eee ttc ttt gaa 273 
Lys Leu Gly lie Ala Tyr Ala lie His Lys Pro Phe Pro Phe Phe Glu 
20 25 30 35 

ggc etc eta gac aae tec ate ate act aag aga atg tae atg gaa tct 321 
Gly Leu Leu Asp Asn Ser lie lie Thr Lys Arg Met Tyr Met Glu Ser 

40 45 50 

ctg gaa gcc tgt aga aat ttg ate ect gta tec aga gtg gtg cac aac 369 
Leu Glu Ala Cys Arg Asn Leu lie Pro Val Ser Arg Val Val His Asn 

55 60 65 

att etc ace eaa ctg gag agg act ttt aac ctg tct ctt ctg gtg aca 417 
lie Leu Thr Gin Leu Glu Arg Thr Phe Asn Leu Ser Leu Leu Val Thr 

70 75 80 

ttg ttc agt eaa att aac ctg cgt gaa tat ecc aat ctg gtg aeg att 465 
Leu Phe Ser Gin lie Asn Leu Arg Glu Tyr Pro Asn Leu Val Thr lie 

85 90 95 

tac aga age ttc aaa cgt gtt ggt get tec tat gaa egg cag age aga 513 
Tyr Arg Ser Phe Lys Arg Val Gly Ala Ser Tyr Glu Arg Gin Ser Arg 
100 105 110 115 

gac aca cca ate eta ctt 531 
Asp Thr Pro lie Leu Leu 
120 



2^ <210> 1896 



<211> 305 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 32 , .304 



<400> 1896 

teaaageetc tgtcaccaca ceaaaataca a atg ggg ate tgt gac tea tea 52 

Met Gly lie Cys Asp Ser Ser 
1 5 

gag tgt ggg ggt tgt gaa agg tgt gat gga tgt cag atg ttt cet ate 100 
Glu Cys Gly Gly Cys Glu Arg Cys Asp Gly Cys Gin Met Phe Pro lie 

10 15 20 

aat gga tee aga ttc aaa tge aga aac tgt gat gac ttt gat ttt tgt 148 
Asn Gly Ser Arg Phe Lys Cys Arg Asn Cys Asp Asp Phe Asp Phe Cys 

25 30 35 

gaa aeg tgt ttc aag acc aaa aaa cac aat acc agg cat aca ttt ggc 196 
Glu Thr Cys Phe Lys Thr Lys Lys His Asn Thr Arg His Thr Phe Gly 
40 45 50 55 

aga ata aat gaa cea ggc ttc age aga aga aac act tee tat aaa tct 244 
Arg lie Asn Glu Pro Gly Phe Ser Arg Arg Asn Thr Ser Tyr Lys Ser 



1261 




60 65 70 

cgc cca aac agg aaa gtc cag ttt ttt tec tgc age aaa cct gaa aat 
Arg Pro Asn Arg Lys Val Gin Phe Phe Ser Cys Ser Lys Pro Glu Asn 

75 80 85 

aca eta tec tec a 
Thr Leu Ser Ser 
90 



292 



305 



<210> 1897 

<211> 393 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 180 . .392 



<400> 1897 

acctttcetc tttttecctg caggctagtg ectacttttt 
agataaaeae cgaggaggag attetcttta attatcaaag 
aacaaagcat ttatttcace egccaaacta aaggagagtt 
atg caa gcg gtt tgg gac ett gaa caa ggc aaa 
Met Gin Ala Val Trp Asp Leu Glu Gin Gly Lys 
.1 5 10 

cag agg ggc agg atg ceg ccg ace cag eeg acc 
Gin Arg Gly Arg Met Pro Pro Thr Gin Pro Thr 

20 25 
ctg ace aac ggg gat ccc tea act gee act egt 
Leu Thr Asn Gly Asp Pro Ser Thr Ala Thr Arg 

35 40 
ttt ccc tgc tgt tgc gcg egg asc eta tec eac 
Phe Pro Cys Cys Cys Ala Arg Xaa Leu Ser His 

50 55 
cea atg eat gca gee caa caa c 
Pro Met His Ala Ala Gin Gin 
65 70 



atcagtttge acaategett 
aeaeatcttt tcagggggcc 
attceagttt aggaggaag 
tat ggt ttt gcg gtg 
Tyr Gly Phe Ala Val 
15 

eac ggg cag tte gcg 
His Gly Gin Phe Ala 
30 

ace tgt eeg gat ata 
Thr Cys Pro Asp lie 
45 

gtc gcg ett egg cag 
Val Ala Leu Arg Gin 
60 



60 
120 
179 
227 



275 



323 



371 



393 



<210> 1898 

<211> 372 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 158 . . 370 



<400> 1898 

ttttteegtg gatctateaa ttcaeaattc gaatttggaa gaaagaagga aaacatgacg 
tetceagcca aattcaaaaa ggataaggag ateatagcag agtacgatac tcaggtcaaa 
gagtaaagaa gtcggccage agctceaaga tgatttg atg aag gtc ctg aac gag 

Met Lys Val Leu Asn Glu 
1 5 



60 
120 
175 
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etc tac teg gte atg aag aea tat eae atg tac aat gee gac age ate 223 
Leu Tyr Ser Val Met Lys Thr Tyr His Met Tyr Asn Ala Asp Ser lie 

10 15 20 

agt get eag age aaa eta aag gag geg gag aag eag gag gag aag eaa 271 
Ser Ala Gin Ser Lys Leu Lys Glu Ala Glu Lys Gin Glu Glu Lys Gin 

25 30 35 

att ggt aaa teg gta aag eag gag gae egg eag aee cea cgc tec cet 319 
lie Gly Lys Ser Val Lys Gin Glu Asp Arg Gin Thr Pro Arg Ser Pro 

40 45 50 

gac tec acg gee aac gtt cgc att gag gag aaa cat gtc egg agg age 367 
Asp Ser Thr Ala Asn Val Arg lie Glu Glu Lys His Val Arg Arg Ser 
55 60 65 70 

tea gt 372 
Ser 

<210> 1899 
<211> 374 
<212> DNA 
PI <213> Homo sapiens 



^7 

ni 



<220> 
<221> CDS 
<222> 12 . .374 



<400> 1899 

cagcctttaa g atg geg tct cct eag ggg ggc eag att gcg ate gcg atg 50 
Met Ala Ser Pro Gin Gly Gly Gin He Ala He Ala Met 
15 10 
agg ett egg aac cag etc eag tea gtg tac aag atg gac ceg eta egg 98 
Arg Leu Arg Asn Gin Leu Gin Ser Val Tyr Lys Met Asp Pro Leu Arg 

15 20 25 

aac gag gag gag gtt cga gtg aag ate aaa gae ttg aat gaa eae att 146 
Asn Glu Glu Glu Val Arg Val Lys He Lys Asp Leu Asn Glu His He 
30 35 40 45 

gtt tge tgc eta tgc gee ggc tac ttc gtg gat gee ace acc ate aea 194 
Val Cys Cys Leu Cys Ala Gly Tyr Phe Val Asp Ala Thr Thr He Thr 

50 55 60 

gag tgt ctt cat act ttc tgc aag agt tgt att gtg aag tac etc caa 242 
Glu Cys Leu His Thr Phe Cys Lys Ser Cys He Val Lys Tyr Leu Gin 

65 70 75 

act age aag tac tgc ccc atg tgc aac att aag ate eae gag aea eag 2 90 

Thr Ser Lys Tyr Cys Pro Met Cys Asn He Lys He His Glu Thr Gin 

80 85 90 

cca ctg etc aac etc aaa etg gae egg gtc atg cag gac ate gtg tat 338 
Pro Leu Leu Asn Leu Lys Leu Asp Arg Val Met Gin Asp He Val Tyr 

95 100 105 

aag etg gtg cct ggc ttg caa gac agt gaa gag aaa 3 74 

Lys Leu Val Pro Gly Leu Gin Asp Ser Glu Glu Lys 
110 115 120 

<210> 1900 
<211> 482 
<212> DNA 



1263 



<213> Homo sapiens 



<220> 
<221> CDS 
<222> 296. 



.481 



<400> 1900 
atcaaaagaa 
cgactcctgt 
ggacagttgt 
aactcaagcc 
caacttgcct 



ctcttatata caggagccca 
gaggtatggt gctgggtgca 
gtccccaagg aaggatgaga 
attggcacac aggcattaga 
ggaccagctt aatggttctg 



act 
Thr 



tgc 
Cys 



ttg 
Leu 





tgc 


ttg 


aaa 




Cys 


Leu 


Lys 








20 


ji 

N= 


aag 


ctt 


act 




Lys 


Leu 


Thr 


3 




35 




cca 


gtg 


gtc 




Pro 


Val 


Val 




50 







ggg 

Gly 
5 

ggg 

Gly 

aca 
Thr 

ttt 
Phe 



ttt 
Phe 

tct 
Ser 

gcc 
Ala 

gta 
Val 



tta atg 
Leu Met 

tgc etc 
Cys Leu 

tea aac 
Ser Asn 

40 
gac tgc 
Asp Cys 
55 



ggcaccatac tgtcttttcg aggtaggagt 
gatgcagtgt ggctctggat agcaccttat 
atagctactg aagtcctaaa gagcaagcct 
cagaaagctg gaagttgaaa tggtggagtc 
ctcctggtaa cgtttttatc catgg atg 

Met 
1 

acc aca aca age aag cat gca get tac 
Thr Thr Thr Ser Lys His Ala Ala Tyr 

10 15 
acc caa get aga gtg eag tgg eet ttg 
Thr Gin Ala Arg Val Gin Trp Pro Leu 
25 30 
ttc tgg get caa gtg ate etc age etc 
Phe Trp Ala Gin Val lie Leu Ser Leu 
45 

ctg atg gag tct eat ggc a 
Leu Met Glu Ser His Gly 
60 



60 
120 
180 
240 
298 



346 



394 



442 



482 



w 


<210> 


1901 




<211> 


589 




<212> 


DNA 




<213> 


Homo 
















<220> 




r. 


<221> 


CDS 




<222> 


424 . 



<400> 1901 

atcaaaagaa ctcttatata caggagccca ggcaccatac 
cgactcctgt gaggtatggt gctgggtgca gatgcagtgt 
ggacagttgt gteeceaagg aaggatgaga atagctactg 
aactcaagcc attggcacac aggcattaga cagaaagctg 
caacttgcct ggaccagctt aatggttctg ctcctggtaa 
ttgcttgggt atggagagte ggcttgacta eactgtgtgg 
aggactcaga attcatgatt gaagaaatgc aggcagacct 
tta atg ace aca aea age aag cat gea get tac 
Met Thr Thr Thr Ser Lys His Ala Ala Tyr 
15 10 
tgc etc amc caa get aga gtg cag tgg cct ttg 
Cys Leu Xaa Gin Ala Arg Val Gin Trp Pro Leu 

20 25 
tea aac ttc tgg get caa gtg ate etc age etc 
Ser Asn Phe Trp Ala Gin Val lie Leu Ser Leu 



tgtcttttcg aggtaggagt 
ggctctggat agcaccttat 
aagtcctaaa gagcaagcct 
gaagttgaaa tggtggagtc 
cgtttttatc catggatgac 
ageaagtttt aaagaagcaa 
gttatcctaa actagggttt 
tgc ttg aaa ggg tet 
Cys Leu Lys Gly Ser 
15 

aag ewt act aea gcc 
Lys Xaa Thr Thr Ala 
30 

cca gtg gtc ttt gta 
Pro Val Val Phe Val 



60 
120 
180 
240 
300 
360 
420 
468 



516 



564 



1264 



35 40 

gac tgc ctg atg gag tmt cat ggc a 

Asp Cys Leu Met Glu Xaa His Gly 

50 55 



45 



589 



<210> 1902 

<211> 675 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 489 . . 674 



<400> 1902 

atcaaaagaa ctcttatata caggagccca ggcaccatac tgtcttttcg aggtaggagt 60 
cgactcctgt gaggtatggt gctgggtgca gatgcagtgt ggctctggat agcaccttat 120 
ggacagttgt gtccccaagg aaggatgaga atagctactg aagtaagttg aaaattccct 180 
ctcaaaaagg tttaaagcca ttggatgtgc cacaatgatg acagtttatt tgctactctt 240 
gagtgctaga atgatgagga tcttaaccac cattatctta actgaggcac ccaaaatggt 300 
gagttgggga acatagagag tacacctaag ttcacatgaa gttgtttctt cccaggtcct 360 
akagagcaag cctaactcaa gccattggca cacaggcatt agacagaaag ctggaagttg 420 
aaatggtgga gtccaacttg cctggaccag cttaatggtt ctgctcctgg taacgttttt 480 
atccatgg atg act tgc ttg ggg ttt tta atg acc aca aca age aag cat 530 

Met Thr Cys Leu Gly Phe Leu Met Thr Thr Thr Ser Lys His 

15 10 
gca get tac tgc ttg aaa ggg tct tgc etc acc caa get aga gtg cag 578 
Ala Ala Tyr Cys Leu Lys Gly Ser Cys Leu Thr Gin Ala Arg Val Gin 
15 20 25 30 

tgg cct ttg aag ctt act aca gee tea aac ttc tgg get caa gtg ate 626 
Trp Pro Leu Lys Leu Thr Thr Ala Ser Asn Phe Trp Ala Gin Val lie 

35 40 45 

etc age etc cea gtg gte ttt gta gac tgc ctg atg gag tct cat ggc a 675 
Leu Ser Leu Pro Val Val Phe Val Asp Cys Leu Met Glu Ser His Gly 
50 55 60 



<210> 1903 

<211> 782 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 617 . .781 



<400> 1903 
atcaaaagaa 
cgactcctgt 
ggacagttgt 
ctcaaaaagg 
gagtgctaga 
gagttgggga 



ctcttatata 
gaggtatggt 
gtccccaagg 
tttaaagcca 
atgatgagga 
acatagagag 



caggagccca 
gctgggtgca 
aaggatgaga 
ttggatgtgc 
tcttaaccac 
tacacctaag 



ggcaccatac 
gatgcagtgt 
atagctactg 
cacaatgatg 
cattatctta 
ttcacatgaa 



tgtcttttcg 
ggctctggat 
aagtaagttg 
acagtttatt 
actgaggcac 
gttgtttctt 



aggtaggagt 
agcaccttat 
aaaattccct 
tgctactctt 
ccaaaatggt 
cccaggtcct 



60 
120 
180 
240 
300 
360 
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akagagcaag cctaactcaa gccattggca cacaggcatt agacagaaag ctggaagttg 420 
aaatggtgga gtccaacttg cctggaccag cttaatggtt ctgctcctgg taacgttttt 480 
atccatggat gacttgcttg ggtatggaga gtcggcttga ctacactgtg tggagcaagt 540 
tttaaagaag caaaggactc agaattcatg attgaagaaa tgcaggcaga cctgttatcc 
taaactaggg ttttta atg acc aca aca age aag cat gca get tac tgc ttg 
Met Thr Thr Thr Ser Lys His Ala Ala Tyr Cys Leu 
15 10 
aaa ggg tct tgc etc amc caa get aga gtg cag tgg cct ttg aag cwt 
Lys Gly Ser Cys Leu Xaa Gin Ala Arg Val Gin Trp Pro Leu Lys Xaa 

15 20 25 

act aca gee tea aac ttc tgg get eaa gtg ate etc age etc eca gtg 
Thr Thr Ala Ser Asn Phe Trp Ala Gin Val lie Leu Ser Leu Pro Val 

30 35 40 

gtc ttt gta gac tgc ctg atg gag tmt cat ggc 
Val Phe Val Asp Cys Leu Met Glu Xaa His Gly 
45 50 55 

<210> 1904 
f-. <211> 821 

<212> DNA 
?S <213> Homo sapiens 

y \ 

<220> 
W <221> CDS 

^ <222> 656. .820 



a 



600 
652 



700 



748 



782 



<400> 1904 

„^ atcaaaagaa ctettatata eaggagecca ggcaeeatac tgtettttcg aggtaggagt 

^ cgaetectgt gaggtatggt getgggtgea gatgcagtgt ggetetggat ageaccttat 120 

L?: ggaeagttgt gtccecaagg aaggatgaga atagctactg aagtaagttg aaaattcect 180 

etcaaaaagg tttaaagcea ttggatgtgc eacaatgatg acagtttatt tgctactett 240 

gagtgetaga atgatgagga tettaaecac eattatctta actgaggeac eeaaaatggt 300 

p gagttgggga acatagagag taeacctaag tteacatgaa gttgtttctt cecaggtect 360 

O akagagcaag cctaactcaa gccattggca cacaggcatt agacagaaag ctggaagttg 420 

aaatggtgga gtccaacttg cctggaccag cttaatggtt ctgctcctgg taacgttttt 480 

atccatggat gacttgcttg ggtaaggaea tgaagacagt tcctgtcata ccttttaaag 540 

gtatggagag tcggettgae taeactgtgt ggagcaagtt ttaaagaage aaaggactea 600 

gaattcatga ttgaagaaat gcaggcagae ctgttatcct aaactagggt tttta atg 658 

Met 



60 



acc aca aca age aag cat gca get tac tgc ttg aaa ggg tct tgc etc 706 
Thr Thr Thr Ser Lys His Ala Ala Tyr Cys Leu Lys Gly Ser Cys Leu 

5 10 15 

amc eaa get aga gtg cag tgg cct ttg aag cwt act aca gee tea aac 754 
Xaa Gin Ala Arg Val Gin Trp Pro Leu Lys Xaa Thr Thr Ala Ser Asn 

20 25 30 

ttc tgg get eaa gtg ate etc age etc eca gtg gtc ttt gta gac tgc 
Phe Trp Ala Gin Val He Leu Ser Leu Pro Val Val Phe Val Asp Cys 

35 40 45 

ctg atg gag tmt cat ggc a 821 
Leu Met Glu Xaa His Gly 
50 55 



802 



1266 



<210> 1905 
<211> 504 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 329 . . 502 



<400> 1905 

agtgaacccg gaagtgcttc gcggcggagg cccgggcaac tcttttgaat ggaatcgggc 60 
tgattcatcg ccggtttgca gacwgagccg cgtcgggtgt gcgccgctgc tgctgttgcc 12 0 
tctgtcttcg cgtcaccaca gaggcaagac aagggtccat atcgcggcat ccggctcccg 180 
cccgtcttca ggagagaaag aaaaaataaa atatacttgg ggaagttgta cctgccagaa 240 
ttagcaagag ctttctttaa gaagacattt gtcaaactca acaaattgaa ggttaacacc 300 
ttaagagttg tagttactga ccagaaat atg gac aga ctt ctt aga ctt gga 352 

Met Asp Arg Leu Leu Arg Leu Gly 

1 5 

gg^ ggt atg cct gga ctg ggc cag ggg cca cct aca gat get cct gca 400 
Gly Gly Met Pro Gly Leu Gly Gin Gly Pro Pro Thr Asp Ala Pro Ala 

10 15 20 

gtg gac aca gca gaa caa gtc tat ate tct tec ctg gca ctg tta aaa 448 
Val Asp Thr Ala Glu Gin Val Tyr lie Ser Ser Leu Ala Leu Leu Lys 
25 30 35 40 

atg tta aaa cat ggc cgt get gga gtt cca atg gaa gtt atg ggt ttg 496 
Met Leu Lys His Gly Arg Ala Gly Val Pro Met Glu Val Met Gly Leu 

45 50 55 

atg ctt gg 504 
Met Leu 

<210> 1906 
<211> 297 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 39 . . 296 



<400> 1906 

agtgcgacag acagcctcag agctggtggg gagacagc atg cca ctg gaa aaa ttc 56 

Met Pro Leu Glu Lys Phe 
1 5 

gta gac atg gaa ttc ctg gat caa atg ata eta agg ggg act tge etg 104 
Val Asp Met Glu Phe Leu Asp Gin Met lie Leu Arg Gly Thr Cys Leu 

10 15 20 

gaa gea gac ttg tgt ccg cag tat aca aac tea ece ttt aat gca cac 152 
Glu Ala Asp Leu Cys Pro Gin Tyr Thr Asn Ser Pro Phe Asn Ala His 

25 30 35 

act gac eag ata aca caa aca eat tta ecc cca cag cac eta gac tct 200 
Thr Asp Gin lie Thr Gin Thr His Leu Pro Pro Gin His Leu Asp Ser 
40 45 50 



1267 



tct cac agt aca cac act tgc ctt cca gta cac aga cat ate caa agg 248 
Ser His Ser Thr His Thr Cys Leu Pro Val His Arg His lie Gin Arg 
55 60 65 70 

cac acc gac aag cac cac age aaa aag atg ttc ccc aga aca cat gga c 2 97 
His Thr Asp Lys His His Ser Lys Lys Met Phe Pro Arg Thr His Gly 
75 80 85 

<210> 1907 

<211> 444 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 52 . .444 



<400> 1907 

P3 gtattggcak nagacagttt ctgtggatgt tcctcatctg aaattttgag a atg gag 57 

Met Glu 

'f- aga att att ctg gat aag ttg aat tgg gat ctt cac aca gcc aca cca 105 

Arg lie lie Leu Asp Lys Leu Asn Trp Asp Leu His Thr Ala Thr Pro 
Uj S 10 15 

ttg gat ttt ctt cat att ttc cat gcc att gca gtg tea act agg cct 153 
Leu Asp Phe Leu His lie Phe His Ala lie Ala Val Ser Thr Arg Pro 

20 25 30 

cag tta ctt ttc agt ttg ccc aaa ttg age cca tct caa cat ttg gca 201 
Gin Leu Leu Phe Ser Leu Pro Lys Leu Ser Pro Ser Gin His Leu Ala 
35 40 45 50 

gtc ctt acc aag caa eta ctt cac tgt atg gcc tgc aac caa ctt ctg 249 
Val Leu Thr Lys Gin Leu Leu His Cys Met Ala Cys Asn Gin Leu Leu 

55 60 65 

caa ttc aga gga tec atg ctt get ctg gee atg gtt agt ctg gaa atg 297 
Gin Phe Arg Gly Ser Met Leu Ala Leu Ala Met Val Ser Leu Glu Met 

70 75 80 

gag aaa etc att cct gat tgg ctt tct ctt aca att gaa ctg ctt cag 345 
Glu Lys Leu lie Pro Asp Trp Leu Ser Leu Thr lie Glu Leu Leu Gin 

85 90 95 

aaa gca cag atg gat age tec cag ttg ate cat tgt egg gag ctt gtg 393 
Lys Ala Gin Met Asp Ser Ser Gin Leu lie His Cys Arg Glu Leu Val 

100 105 110 

gca cat cac ctt tct act ctg cag tct tec ctg cct ctg aat tec gtt 441 
Ala His His Leu Ser Thr Leu Gin Ser Ser Leu Pro Leu Asn Ser Val 
115 120 125 130 

tat 444 
Tyr 

<210> 1908 
<211> 314 
<212> DNA 
<213> Homo sapiens 

<220> 



1268 



<221> CDS 
<222> 143 . . 313 



ry 



<400> 1908 

atgcttgggg aaggaacttc ctgtaagcaa ggcttgaggc ttgctctcgc cttcgtcagc 60 
agccctcctc aatcttctcc aaactcccgt ccccaggcca cacagattct cctcaagaga 120 
sccctataan gacattggta aa atg tea ctg cct tea gga cae act aeg ggt 172 

Met Ser Leu Pro Ser Gly His Thr Thr Gly 
15 10 
cae act gat caa gtt gtt caa aga aga gca aga tgt tgg gat att tac 220 
His Thr Asp Gin Val Val Gin Arg Arg Ala Arg Cys Trp Asp lie Tyr 

15 20 25 

caa agg aga ttt age agt agg tct gaa cct gtc aat cct ggc atg eat 268 
Gin Arg Arg Phe Ser Ser Arg Ser Glu Pro Val Asn Pro Gly Met His 

30 35 40 

tct tea tec cat cag eag caa aga tgg aga tge age aat gca wgg t 314 
Ser Ser Ser His Gin Gin Gin Arg Trp Arg Cys Ser Asn Ala Xaa 
45 50 55 



i 






ii rj 


<210> 


1909 




<211> 


266 




<212> 


DNA 




<213> 


Homo 




<220> 






<221> 


CDS 




<222> 


98 . . 



<400> 1909 

ggaaggggcg gggcgcagat aggggtagec tggaggcctg cagtecgcge ggccgegggg 60 
agggacgaga gggcctgaeg tacagattat aagcgec atg get atg get agt gtt 115 

Met Ala Met Ala Ser Val 
1 5 

aaa ttg ctt gcc ggt gtt tta aga aag cca gat gcc tgg att gga etc 163 
Lys Leu Leu Ala Gly Val Leu Arg Lys Pro Asp Ala Trp lie Gly Leu 

10 15 20 

tgg ggt gtt etc ega ggg aca cct tea tea tac aaa etc tgt act tee 211 
Trp Gly Val Leu Arg Gly Thr Pro Ser Ser Tyr Lys Leu Cys Thr Ser 

25 30 35 

tgg aat ega tac ttg tat ttt tct agt ace aag tta egt gca cca aat 259 
Trp Asn Arg Tyr Leu Tyr Phe Ser Ser Thr Lys Leu Arg Ala Pro Asn 

40 45 50 

tat aaa a 266 
Tyr Lys 
55 

<210> 1910 
<211> 388 
<212> DNA 

<213> Homo sapiens 
<220> 



1269 




222 



270 



366 



388 



<221> CDS 
<222> 154 . . 387 



<400> 1910 

acaggaagtg aagagcttcc gccgggagac cgcggctgca ggaacggagg cggaaggggc 60 
cctgcggcga cgacgtcgtc gacgggggtg gccgtgggag ctgagcacgg agaagactcc 12 0 
ctctctcgga agccggatcc cgagccgggc agg atg gat cac cac cag ccg ggg 174 

Met Asp His His Gin Pro Gly 
1 5 
act ggg cgc tac cag gtg ctt ctt aat gaa gag gat aac tea gaa tea 
Thr Gly Arg Tyr Gin Val Leu Leu Asn Glu Glu Asp Asn Ser Glu Ser 

10 15 20 

teg get ata gag cag cca cct act tea aac cca gca ccr cng att gtg 
Ser Ala lie Glu Gin Pro Pro Thr Ser Asn Pro Ala Pro Xaa lie Val 

25 30 35 

cag get geg tct tea gea cca gca ctt gaa act gae tct tee cct cca 318 
Gin Ala Ala Ser Ser Ala Pro Ala Leu Glu Thr Asp Ser Ser Pro Pro 
^ 40 45 50 55 

~% cca tat agt agt att act gtg gaa gta cct aca act tea gat aca gaa 
?S Pro Tyr Ser Ser He Thr Val Glu Val Pro Thr Thr Ser Asp Thr Glu 

60 65 70 

gtt tac ggt gag ttt tat ccc g 
Val Tyr Gly Glu Phe Tyr Pro 
^ 75 

<210> 1911 
^ <211> 366 

iPi <212> DNA 

<213> Homo sapiens 

"H <220> 

<221> CDS 
O <222> 153 . .365 



<400> 1911 

aggagtagga cetttagggg tgggagtggg gaaggagagg tttggggcta agtcttactg 60 
aggtagcget gccccaggtg catcctgage tetacgtgga caagtegegg ggagataaac 120 
tgaagatcaa catcgatgta etttttecgc ae atg cct tgt gee tat etg agt 173 

Met Pro Cys Ala Tyr Leu Ser 

1 5 

att gat gee atg gat gtg gcc gga gaa cag cag etg gat gtg gaa cac 221 
He Asp Ala Met Asp Val Ala Gly Glu Gin Gin Leu Asp Val Glu His 

10 15 20 

aac etg tte aag caa cga eta gat aaa gat ggc ate ccc gtg age tea 269 
Asn Leu Phe Lys Gin Arg Leu Asp Lys Asp Gly He Pro Val Ser Ser 

25 30 35 

gag get gag egg cat gag ctt ggg aaa gtc gag gtg aeg gtg ttt gae 317 
Glu Ala Glu Arg His Glu Leu Gly Lys Val Glu Val Thr Val Phe Asp 
40 45 50 55 

cct gae tee etg gae cct gat cgc tgt gag age tgc tat ggt get gag g 366 
Pro Asp Ser Leu Asp Pro Asp Arg Cys Glu Ser Cys Tyr Gly Ala Glu 
60 65 70 
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<210> 1912 

<211> 458 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 279 . .458 



m 



<400> 1912 

agctttctgt gcgcnngttc acactccggg tcagagttcc tggcccggtg cacctgagag 60 
gtcgctctcc gactcccgcg ctggaccctc ttgcgccatt gaaccccctg atccgggggc 120 
ctcggacccc agggctcagg aggactgaac caagacttac ccgaagttgc cgcggggcct 180 
tccgatcccc taggccattg cccaagtctg gccaggctga tgggaccagc gaggagtctc 240 
tgcaccttga cattcagaaa ctgaaggaga agagggac atg ctg gac aag gag ate 296 

Met Leu Asp Lys Glu lie 
1 5 

tec eag ttc gta tet gaa gge tac agt gtg gat gaa etg gag gac cae 344 
Ser Gin Phe Val Ser Glu Gly Tyr Ser Val Asp Glu Leu Glu Asp His 

10 15 20 

att ace eag ctt cae gag tac aat gac ate aag gat gtg ggg eag atg 392 
lie Thr Gin Leu His Glu Tyr Asn Asp lie Lys Asp Val Gly Gin Met 

25 30 35 

ctg atg gge aaa eta get gtg ate ega ggt gtc acc ace aaa gag ttg 440 
Leu Met Gly Lys Leu Ala Val lie Arg Gly Val Thr Thr Lys Glu Leu 

40 45 50 

tat eca gag ttt ggg ctg 458 
Tyr Pro Glu Phe Gly Leu 
55 60 

<210> 1913 

<211> 432 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 73 . .432 



<400> 1913 

egegctccta gtctccactg ctgcegccgt cgccgccacc cgageeggag egggctggge 60 
cgccaaggca ag atg gtg gac tac age gtg tgg gac cae att gag gtg tct 111 

Met Val Asp Tyr Ser Val Trp Asp His He Glu Val Ser 

15 10 
gat gat gaa gac gag aeg cac cec aac ate gac aeg gcc agt etc ttc 159 
Asp Asp Glu Asp Glu Thr His Pro Asn He Asp Thr Ala Ser Leu Phe 

15 20 25 

cgc tgg egg cat eag gcc egg gtg gaa cgc atg gag eag ttc eag aag 207 
Arg Trp Arg His Gin Ala Arg Val Glu Arg Met Glu Gin Phe Gin Lys 
30 35 40 45 

gag aag gag gaa ctg gac agg gge tgc cgc gag tgc aag cgc aag gtg 255 
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Glu Lys Glu Glu Leu Asp Arg Gly Cys Arg Glu Cys Lys Arg Lys Val 

50 55 60 

gcc gag tgc cag agg aaa ctg aag gag ctg gag gtg gcc gag ggc ggc 303 
Ala Glu Cys Gin Arg Lys Leu Lys Glu Leu Glu Val Ala Glu Gly Gly 

65 70 75 

aag gca gag ctg gag cgc ctg cag gnn wag gca cag cag ctg cgc aag 351 
Lys Ala Glu Leu Glu Arg Leu Gin Xaa Xaa Ala Gin Gin Leu Arg Lys 

80 85 90 

gag gag egg act ggg age aga agn rnk gag gag atg cgc aag aag gag 3 99 

Glu Glu Arg Thr Gly Ser Arg Xaa Xaa Glu Glu Met Arg Lys Lys Glu 

95 100 105 

aag age atg nnt gga acg tgg aca cgc tea gca 432 
Lys Ser Met Xaa Gly Thr Trp Thr Arg Ser Ala 
110 115 120 

<210> 1914 

<211> 333 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 73 . . 333 



<400> 1914 

•O cgcgctccta gtctccactg etgccgccgt cgccgccacc cgagccggag cgggctgggc 60 
'^S cgccaaggca ag atg gtg gac tac age gtg tgg gac cac att gag gtg tct 111 
s Met Val Asp Tyr Ser Val Trp Asp His lie Glu Val Ser 

•n 15 10 

^} gat gaa gac gag acg cac cec aac ate gac acg gcc agt etc ttc 159 

l{i Asp Asp Glu Asp Glu Thr His Pro Asn lie Asp Thr Ala Ser Leu Phe 

15 20 25 

% cgc tgg egg cat cag gcc egg gtg gaa cgc atg gag cag ttc cag aag 207 
^ Arg Trp Arg His Gin Ala Arg Val Glu Arg Met Glu Gin Phe Gin Lys 
O , 30 35 40 45 

gag aag gag gaa ctg gac agg ggc tgc cgc gag tgc aag cgc aag gtg 255 
Glu Lys Glu Glu Leu Asp Arg Gly Cys Arg Glu Cys Lys Arg Lys Val 

50 55 60 

, gcc gag tgc cag agg aaa ctg aag gag ctg gag gtg gcc gag ggc ggc 303 
Ala Glu Cys Gin Arg Lys Leu Lys Glu Leu Glu Val Ala Glu Gly Gly 

65 70 75 

aag gca gee eet eee age eta cec etc ctg 333 
Lys Ala Ala Pro Pro Ser Leu Pro Leu Leu 
80 85 

<210> 1915 

<211> 440 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 92 . .439 
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==3 : 



160 



208 



256 



304 



<400> 1915 

aagtttgttg gctgcggcag caggctagca aagtgacgcc gagggcctga gtgctccagt 60 
agccaccgca tctggagaac cagcggttac c atg gag ggg ate agt ata tac 112 

Met Glu Gly He Ser He Tyr 
1 5 
act tea gat aac tac ace gag gaa atg ggc tea ggg gae tat gac tee 
Thr Ser Asp Asn Tyr Thr Glu Glu Met Gly Ser Gly Asp Tyr Asp Ser 

10 15 20 

atg aag gaa cec tgt ttc cgt gaa gaa aat get aat ttc aat aaa ate 
Met Lys Glu Pro Cys Phe Arg Glu Glu Asn Ala Asn Phe Asn Lys He 

25 30 35 

ttc ctg ccc ace ate tac tee ate ate ttc tta act ggc att gtg ggc 
Phe Leu Pro Thr He Tyr Ser He He Phe Leu Thr Gly He Val Gly 
40 45 50 55 

aat gga ttg gte ate ctg gtc atg ggt tac eag aag aaa ctg aga age 
Asn Gly Leu Val He Leu Val Met Gly Tyr Gin Lys Lys Leu Arg Ser 

60 65 70 

atg aeg gac aag tac agg ctg cac ctg tea gtg gee gae etc etc ttt 352 
Met Thr Asp Lys Tyr Arg Leu His Leu Ser Val Ala Asp Leu Leu Phe 

75 80 85 

gtc ate aeg ett ccc ttc tgg gca gtt gat gee gtg gea aac tgg tac 400 
Val He Thr Leu Pro Phe Trp Ala Val Asp Ala Val Ala Asn Trp Tyr 

90 95 100 

ttt ggg aac ttc eta tgc aag gca gtc cat gte ate tac a 440 
Phe Gly Asn Phe Leu Cys Lys Ala Val His Val He Tyr 
105 110 115 

<210> 1916 
<211> 313 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 35 . . 313 



<400> 1916 

teagtgagta gtgeagaggt gtccctaact tcea atg gag gga aag aga gga gag 55 

Met Glu Gly Lys Arg Gly Glu 
1 5 

caa agg aaa cac ate eag aag teg eca cga ggg ctg tgt gee age get 103 
Gin Arg Lys His He Gin Lys Ser Pro Arg Gly Leu Cys Ala Ser Ala 

10 15 20 

eca ttt tea tgc tgt ttg gaa caa ggc gtg tea agg aag atg ttt eta 151 
Pro Phe Ser Cys Cys Leu Glu Gin Gly Val Ser Arg Lys Met Phe Leu 

25 30 35 

tec aaa gtt ttc atg gag cet ctg ett ecc ctg tac etg tgt age tee 199 
Ser Lys Val Phe Met Glu Pro Leu Leu Pro Leu Tyr Leu Cys Ser Ser 
40 45 50 55 

ctg aaa etg agg acc cac gtg tet gca aag ace tet gga gat cet aag 247 
Leu Lys Leu Arg Thr His Val Ser Ala Lys Thr Ser Gly Asp Pro Lys 
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60 65 70 

aga gag agg cac kag cag gta acc agt ggt ggc ctg gcc acg aaa gag 2 95 

Arg Glu Arg His Xaa Gin Val Thr Ser Gly Gly Leu Ala Thr Lys Glu 

75 80 85 

tat ttg aaa ttc aac agt 
Tyr Leu Lys Phe Asn Ser 
90 

<210> 1917 
<211> 217 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 37 . .216 



<400> 1917 

P gcagatgacg tgcggctcgt ggggcagctc ggcagc atg gcg tec gtg rcg ctg 54 
,n Met Ala Ser Val Xaa Leu 

1 5 

age gag gcg gag aag gtg tac ate gtg cat ggc gtc eag gaa gae etc 102 
Ser Glu Ala Glu Lys Val Tyr lie Val His Gly Val Gin Glu Asp Leu 
^ 10 15 2 0 

"2 cgt gtg gat ggc cgt ggc tgt gag gae tac ega tgt gtc gaa gtg gaa 150 
Arg Val Asp Gly Arg Gly Cys Glu Asp Tyr Arg Cys Val Glu Val Glu 
25 30 35 

2 act gat gtg gtg tec aac act agt ggg tec gee agg gtc aag ctg ggt 198 

O Thr Asp Val Val Ser Asn Thr Ser Gly Ser Ala Arg Val Lys Leu Gly 
40 45 50 

cac aca gae ate ttg gtg g 217 
His Thr Asp lie Leu Val 
55 60 

<210> 1918 
<211> 493 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 178 . .492 



<400> 1918 

agagtttaca aaggtetagg atgacatctg gtgtattgac tgtggccagt cttaaagcta 60 
gtttttgcta tgtggaacat gctgetctaa tteagattta aagagtttct tcctgttaat 120 
tegaagctea ctgtgcetct tgtttccgag ggaagaagga ctgattaagt eatctaa 177 
atg gat gca ata ctg aat tac agg tea gaa gat act gaa gat tac tac 225 
Met Asp Ala He Leu Asn Tyr Arg Ser Glu Asp Thr Glu Asp Tyr Tyr 
15 10 15 

aca tta ctg gga tgt gat gaa eta tct teg gtt gaa caa ate ctg gca 273 
Thr Leu Leu Gly Cys Asp Glu Leu Ser Ser Val Glu Gin He Leu Ala 
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20 25 30 

gaa ttt aaa gtc aga get ctg gaa tgt cac cca gac aag cat cct gaa 321 
Glu Phe Lys Val Arg Ala Leu Glu Cys His Pro Asp Lys His Pro Glu 

35 40 45 

aac ccc aaa get gtg gag act ttt cag aaa ctg cag aag gca aag gag 369 
Asn Pro Lys Ala Val Glu Thr Phe Gin Lys Leu Gin Lys Ala Lys Glu 

50 55 60 

att ctg ace aat gaa gag agt ega gee cgc tat gac cac tgg cga agg 417 
He Leu Thr Asn Glu Glu Ser Arg Ala Arg Tyr Asp His Trp Arg Arg 
65 70 75 80 

age cag atg teg atg cca ttc cag cag tgg gaa get twg aat gac tea 465 
Ser Gin Met Ser Met Pro Phe Gin Gin Trp Glu Ala Xaa Asn Asp Ser 

85 90 95 

gtg aag acg tea atg cac tgg gtt gtc a 493 
Val Lys Thr Ser Met His Trp Val Val 
100 105 

<210> 1919 
<211> 345 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 63 . .344 



<400> 1919 

aaggccgtga gtgtgcgett ttgagagteg cggeggaagg agcccggecg ccgcccgccg 60 
gc atg age tac gac cgc gee ate acc gtc ttc teg ccc gac ggc cac 107 
Met Ser Tyr Asp Arg Ala He Thr Val Phe Ser Pro Asp Gly His 
15 10 15 

etc ttc caa gtg gag tac gcg cag gag gee gtc aag aag ggc teg acc 155 
Leu Phe Gin Val Glu Tyr Ala Gin Glu Ala Val Lys Lys Gly Ser Thr 

20 25 30 

gcg gtt ggt gtt cga gga aga gac att gtt gtt ctt ggt gtg gag aag 203 
Ala Val Gly Val Arg Gly Arg Asp He Val Val Leu Gly Val Glu Lys 

35 40 45 

aag tea gtg gee aaa ctg cag gat gaa aga aca gtg egg aag ate tgt 251 
Lys Ser Val Ala Lys Leu Gin Asp Glu Arg Thr Val Arg Lys He Cys 

50 55 60 

get ttg gat gac aac gtc tgc atg gee ttt gca ggc etc ace gee gat 299 
Ala Leu Asp Asp Asn Val Cys Met Ala Phe Ala Gly Leu Thr Ala Asp 

65 70 75 

gca agg ata gtc ate aac agg gee egg gtg gag tgc cag age cac c 345 
Ala Arg He Val He Asn Arg Ala Arg Val Glu Cys Gin Ser His 
80 85 90 



<210> 1920 

<211> 471 

<212> DNA 

<213> Homo sapiens 
<220> 
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<221> CDS 
<222> 156. .470 



<400> 1920 

aaggattcta gtccctccgg gctttccgtt ctccaggccc ggctgacaga gttagccgag 60 
gccgccatat tgaataagcg acccggcctc ctagggggtc gtcgtggtcc agacagttta 120 
gcagaacagc ctccgcggct ccggggagaa gcaat atg tta agg ata cct gta 173 

Met Leu Arg lie Pro Val 
1 5 

aga aag gcc tta gta ggc ctt tct aag tct cct aaa gga tgt gtt cga 221 
Arg Lys Ala Leu Val Gly Leu Ser Lys Ser Pro Lys Gly Cys Val Arg 

10 15 20 

aca act gcc aca gca gca age aac ttg att gaa gta ttt gtt gat ggt 269 
Thr Thr Ala Thr Ala Ala Ser Asn Leu lie Glu Val Phe Val Asp Gly 

25 30 35 

cag tct gtc atg gtg gaa ccg gga acg acc gtc etc caa get tgt gag 317 
Gin Ser Val Met Val Glu Pro Gly Thr Thr Val Leu Gin Ala Cys Glu 

40 45 50 

aag gtt ggc atg cag ate cct cga ttc tgt tat cat gaa agg ttg tct 365 
Lys Val Gly Met Gin lie Pro Arg Phe Cys Tyr His Glu Arg Leu Ser 
55 60 65 70 

gtt get gga aac tgc agg atg tgc ctt gtt gaa att gag aaa gee cct 413 
Val Ala Gly Asn Cys Arg Met Cys Leu Val Glu lie Glu Lys Ala Pro 

75 80 85 

aag gtt gta get get tgt gee atg eca gta atg aag ggt tgg aat ate 461 
Lys Val Val Ala Ala Cys Ala Met Pro Val Met Lys Gly Trp Asn lie 

90 95 100 

eta aca aac t 471 



M Leu Thr Asn 
HJ 105 

ly 

^ <210> 1921 

<211> 398 
<212> DNA 
<2 13 > Homo sapiens 

<220> 
<221> CDS 
<222> 109. .396 



<400> 1921 

acetgnegca ettgacagee egetgaggac geagcgtcas tgacetgggg agtcgcgatt 60 
cgtgeeggec ggteetggtt ctecggtcce gecgeteccg cagcagcc atg teg ttc 117 

Met Ser Phe 

1 

ttc ccg gag ctt tac ttt aac gtg gac aat ggc tac ttg gag gga ctg 165 
Phe Pro Glu Leu Tyr Phe Asn Val Asp Asn Gly Tyr Leu Glu Gly Leu 

5 10 15 

gtg cge ggc ctg aag gcc ggg gtg etc age cag gcc gac tac etc aac 213 
Val Arg Gly Leu Lys Ala Gly Val Leu Ser Gin Ala Asp Tyr Leu Asn 
20 25 30 35 

ctg gtg cag tgc gag acg eta gag gac ttg aaa ctg cat ctg cag age 261 
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Leu 


Val 


Gin 


Cys 


Glu 


Thr 


Leu 


Glu 


Asp 


Leu 
45 


Lys 


Leu 


His 


Leu 


Gin 
50 


Ser 




act 


gat 


tat 


ggt 


aac 


ttc 


etg 


gee 


aac 


gag 


gea 


tea 


eet 


ctg 


aeg 


gtg 


309 


Thr 


Asp 


Tyr 


Gly 


Asn 


Phe 


Leu 


Ala 


Asn 


Glu 


Ala 


Ser 


Pro 


Leu 


Thr 


Val 






55 










60 










65 








tea 


gtc 


ate 


gat 


gac 


egg 


etc 


aag 


gag 


aag 


atg 


gtg 


gtg 


gag 


ttc 


cge 


357 


Ser 


Val 


lie 
70 


Asp 


Asp 


Arg 


Leu 


Lys 
75 


Glu 


Lys 


Met 


Val 


Val 
80 


Glu 


Phe 


Arg 




cac 


atg 


agg 


aac 


cat 


gee 


tat 


gag 


cca 


etc 


gee 


age 


ttc 


ct 






398 


His 


Met 
85 


Arg 


Asn 


His 


Ala 


Tyr 
90 


Glu 


Pro 


Leu 


Ala 


Ser 
95 


Phe 











<210> 1922 

<211> 363 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 119. 



361 



<400> 1922 
agatatttaa aggegtegg 
ctgttcccag actgaggcc 
atg tct gac aaa ctg 
Met Ser Asp Lys Leu 
1 5 
tgg gga cge aag gee 
Trp Gly Arg Lys Ala 
20 

atg cgt atg egg gag 
Met Arg Met Arg Glu 
35 

egc ate get ggc tge 
Arg lie Ala Gly Cys 
50 

gag ace etc gtc ace 
Glu Thr Leu Val Thr 
65 

ate tt 
He 



e geeacgegca watccetgct 
c ageececttc geecgtttcc 
ecc tac aaa gtc gee gac 
Pro Tyr Lys Val Ala Asp 
10 

ctg gac att get gag aac 
Leu Asp lie Ala Glu Asn 
25 

egg tac teg gee tee aag 
Arg Tyr Ser Ala Ser Lys 
40 

ctg cac atg acc gtg gag 
Leu His Met Thr Val Glu 
55 

ctg ggt get gag gtg eag 
Leu Gly Ala Glu Val Gin 
70 75 



eggcgctgcs sgceeagtte 
ateacgagtg ecgecage 
ate ggc ctg get gcc 
lie Gly Leu Ala Ala 
15 

gag atg ceg ggc 
Glu Met Pro Gly 
30 

cca etg aag ggc 
Pro Leu Lys Gly 
45 

aeg gee gtm etc 
Thr Ala Val Leu 
60 

tgg tec age tge 
Trp Ser Ser Cys 



ctg 
Leu 

gee 
Ala 

att 
He 

aac 
Asn 
80 



60 
118 
166 



214 



262 



310 



358 



363 



<210> 1923 

<211> 390 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 80 - .388 



<400> 1923 
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160 



208 



aagttgaccg gggtgcggas tcctgggctg cagctcctgg agtttccgag gttcgtgcgc 60 
gtctggtggc ggcggcgtg atg ttc teg gca gga gcg gag agt ttg etc eac 112 

Met Phe Ser Ala Gly Ala Glu Ser Leu Leu His 
15 10 
cag gcc agg gag ate cag gac gng gag ctg aag aag ttc tgt tec egg 
Gin Ala Arg Glu He Gin Asp Xaa Glu Leu Lys Lys Phe Cys Ser Arg 

15 20 25 

ate tgt aaa etg ctg cag gcg gag gac ttg ggg ccg gac ace etc gac 
He Cys Lys Leu Leu Gin Ala Glu Asp Leu Gly Pro Asp Thr Leu Asp 

30 35 40 

tec ctg cag agg etc ttc etc ate ate tea gcc aeg aag tac age egg 256 
Ser Leu Gin Arg Leu Phe Leu He He Ser Ala Thr Lys Tyr Ser Arg 

45 50 55 

agg tgr aag aag aca tgc gta gac ctg etg cag gee ace etc ggc etg 3 04 

Arg Xaa Lys Lys Thr Cys Val Asp Leu Leu Gin Ala Thr Leu Gly Leu 
60 65 70 75 

ect gca tgc ccc gag cag etc cag gtg ett tgn gcg cea tec tgc gag 352 
Pro Ala Cys Pro Glu Gin Leu Gin Val Leu Xaa Ala Pro Ser Cys Glu 

80 85 90 

aga tgt ccc cet ctg aca gen tea gcc ytg ggc ctg ag 
Arg Cys Pro Pro Leu Thr Ala Ser Ala Leu Gly Leu 
95 100 



390 



y <210> 1924 

J <211> 548 

<212> DNA 

^ <213> Homo sapiens 

L <220> 

Q <221> CDS 

fU <222> 312 . . 548 



<400> 1924 

gttttagttt gtgcetcage tgctggctac agettcccgg gggagecggg taccaecegg 60 
gectggagae atgaggagge agggatgtga ggggcggggg acaggacagc eggccttecg 120 
ttaaatatct gctcetegeg etcgagcete ectgeetatt gtcggggecg gagggagnce 180 
gacgeagcat cagctcgtea aegggaagga agatgectcc ctgcaegecc gccgegcaca 240 
gagcataaag aatctgcgct gaggaggcag gagaagaaag ecgaatctat etaccgecgg 300 
ggagccagaa g atg gag gaa get gta ccg tgc caa cgc eac etc ttc caa 
Met Glu Glu Ala Val Pro Cys Gin Arg His Leu Phe Gin 
15 10 
gcc aag cgc ttt aac agg aga gcg tac tgc ggt cag tgc age gag agg 
Ala Lys Arg Phe Asn Arg Arg Ala Tyr Cys Gly Gin Cys Ser Glu Arg 

15 20 25 

ata tgg ggc etc gcg agg caa ggc tac agg tgc ate aac tgc aaa ctg 
He Trp Gly Leu Ala Arg Gin Gly Tyr Arg Cys He Asn Cys Lys Leu 
30 35 40 45 

ctg gtc cat aag cgc tgc eac ggc etc gtc ccg ctg acc tgc agg aag 494 
Leu Val His Lys Arg Cys His Gly Leu Val Pro Leu Thr Cys Arg Lys 

50 55 60 

cat atg gat tet gtc atk cet tec caa gag ect cca gta gac gac aag 542 
His Met Asp Ser Val Xaa Pro Ser Gin Glu Pro Pro Val Asp Asp Lys 
65 70 75 



350 



398 



446 
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aac gag 548 
Asn Glu 

<210> 1925 
<211> 306 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 61. .306 



<400> 1925 

gagacgtcgg ttgagcggcg gcgaacatgc gcttttgaca cattggaggc tttcttgatc 60 
atg gat ggt gaa gat ata cca gat ttt tea agt tta aag gag gaa act 108 
Met Asp Gly Glu Asp lie Pro Asp Phe Ser Ser Leu Lys Glu Glu Thr 
15 10 15 

get tat tgg aag gaa ett tee ttg aag tat aag caa age tte eag gaa 156 
O Ala Tyr Trp Lys Glu Leu Ser Leu Lys Tyr Lys Gin Ser Phe Gin Glu 
^ 2 0 2 5 3 0 

iff get egg gat gag eta gtt gaa tte eag gaa gga age aga gaa tta gaa 204 
Ala Arg Asp Glu Leu Val Glu Phe Gin Glu Gly Ser Arg Glu Leu Glu 

35 40 45 

gca gag ttg gag gea caa tta gta eag get gaa caa aga aat aga gae 252 
Ala Glu Leu Glu Ala Gin Leu Val Gin Ala Glu Gin Arg Asn Arg Asp 

50 55 60 

ttg eag get gat aac caa aga etg aaa tat gaa gtg gag gca tta aag 300 
Leu Gin Ala Asp Asn Gin Arg Leu Lys Tyr Glu Val Glu Ala Leu Lys 
O 65 70 75 80 

fU gag age 3 06 

nj Glu Ser 
=M 

5 <210> 1926 

<211> 225 
^ <212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 24 . . 224 



<400> 1926 

gettgtgaaa ctggaaggct gee atg get age cma gee gee tec teg gtg ega 53 

Met Ala Ser Xaa Ala Ala Ser Ser Val Arg 
15 10 
cca ccg agg cec aag aaa gag ccg eag aeg etc gte ate eee aag aat 101 
Pro Pro Arg Pro Lys Lys Glu Pro Gin Thr Leu Val lie Pro Lys Asn 

15 20 25 

geg geg gag gag eag aag etc aag etg gag egg etc atg aag aac ccg 14 9 

Ala Ala Glu Glu Gin Lys Leu Lys Leu Glu Arg Leu Met Lys Asn Pro 

30 35 40 

gtt eaa gtg etg ggg ccg gea gtg gag agt tec aeg tgt aca gae ate 197 
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Val Gin Val Leu Gly Pro Ala Val Glu Ser Ser Thr Cys Thr Asp He 

45 50 55 

tgc gcc gga gag amy ate age gac agg a 
Cys Ala Gly Glu Xaa lie Ser Asp Arg 
60 65 



<210> 1927 

<211> 436 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 188 . .436 



<400> 1927 

gacttgttct gtgttcgctt gggtagagga agccgtgagg ccggagctta ggtcgggaag 60 

ggatggatcg etgagcegat agcgtccget aggetgtctg ccteggtacc tgttactget 120 

gctacttcet cgtttgacac cttcctggaa tctctettga tttttgagga aataectagt 180 





aacaaac 


atg 


act 


gag 


ttc 


tgg 


ett 


ata 


tet 


get 


cct 


ggg 


gag 


aaa 


ace 


?: fl 

^ i 






Met 


Thr 


Glu 


Phe 


Trp 


Leu 


He 


Ser 


Ala 


Pro 


Gly 


Glu 


Lys 


Thr 








1 








5 










10 










yj 


tgt 


cag 


caa 


aca 


tgg 


gag 


aaa 


ttg 


cat 


gcg 


gca 


act 


tea 


aag 


aac 


aat 




Cys 


Gin 


Gin 


Thr 


Trp 


Glu 


Lys 


Leu 


His 


Ala 


Ala 


Thr 


Ser 


Lys 


Asn 


Asn 




15 










20 










25 










30 


i 


aat 


ctt 


get 


gte 


aet 


tec 


aag 


ttc 


aat 


att 


cct 


gac 


ttm 


aag 


gtt 


ggc 




Asn 


Leu 


Ala 


Val 


Thr 
35 


Ser 


Lys 


Phe 


Asn 


He 
40 


Pro 


Asp 


Xaa 


Lys 


Val 
45 


Gly 




aeg 


ttg 


gat 


gte 


ttg 


gtt 


ggc 


ttg 


tea 


gat 


gaa 


ctg 


get 


aaa 


ctg 


gat 


?: 


Thr 


Leu 


Asp 


Val 


Leu 


Val 


Gly 


Leu 


Ser 


Asp 


Glu 


Leu 


Ala 


Lys 


Leu 


Asp 


1=3 : 








50 










55 










60 








gca 


ttt 


gta 


gaa 


gga 


gtg 


gtt 


aag 


aaa 


gta 


get 


caa 


tac 


atg 


get 


gat 




Ala 


Phe 


Val 


Glu 


Gly 


Val 


Val 


Lys 


Lys 


Val 


Ala 


Gin 


Tyr 


Met 


Ala 


Asp 








65 










70 










75 










gta 
Val 


ttg 
Leu 
80 


gaa 
Glu 


gat 
Asp 


age 
Ser 

























<210> 1928 
<211> 485 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 176 . .484 



<400> 1928 

aagctetttg cggtggcgtt ggtgctgttt geggatgctg atgeagttte tgcaggactg 60 
taaactggat tcctggaacc tttgatatte ctggetgtgt atagtgectg ttggtggact 120 
gtaetgatac tccaaetrga gtgtgaaggg actggattcc tgcceetgak acaea atg 178 

Met 



1280 




1 

caa get gta gtg ccc ttg aac aag atg aca gcc ate tea eea gaa cct 226 
Gin Ala Val Val Pro Leu Asn Lys Met Thr Ala lie Ser Pro Glu Pro 

5 10 15 

caa act ctg gcc teg act gaa caa aat gag gtc cca aga gtg gtt act 274 
Gin Thr Leu Ala Ser Thr Glu Gin Asn Glu Val Pro Arg Val Val Thr 

20 25 30 

tct ggg gaa eaa gaa get att tta aga gga aat get get gat gca gag 322 
Ser Gly Glu Gin Glu Ala He Leu Arg Gly Asn Ala Ala Asp Ala Glu 

35 40 45 

tct tte aga eag agg ttt agg tgg ttt tgt tae tea gaa gta get gga 370 
Ser Phe Arg Gin Arg Phe Arg Trp Phe Cys Tyr Ser Glu Val Ala Gly 
50 55 60 65 

ccc agg aaa get ctg agt caa etc tgg gag etc tgc aat cag tgg ctg 418 
Pro Arg Lys Ala Leu Ser Gin Leu Trp Glu Leu Cys Asn Gin Trp Leu 

70 75 80 

aga eea gae att eac acg aaa gaa cag att tta gag ett ctg gtg ttt 466 
Arg Pro Asp He His Thr Lys Glu Gin He Leu Glu Leu Leu Val Phe 

:=^. 85 90 95 

gag cag tte ctg ace att t 485 
Glu Gin Phe Leu Thr He 

III 100 

y <210> 1929 
^ <211> 259 
<212> DNA 

<213> Homo sapiens 

I^^ <220> 

y <221> CDS 

^ J <222> 87 . . 257 



<400> 1929 

actaattaaa tgceatctgg gtggttecte tgggtttttg agtccateae ecagttcaga 60 
tcgagtcaga ggccaaggrg gagaac atg atg atg gac ett ttt gaa act ggc 113 

Met Met Met Asp Leu Phe Glu Thr Gly 

1 5 

tee tat tte tte tae ttg gat ggg gaa aat gtw act ctg cag eea tta 161 

Ser Tyr Phe Phe Tyr Leu Asp Gly Glu Asn Val Thr Leu Gin Pro Leu 

10 15 20 25 

gaa gtg gca gaa ggc tct cct ttg tat eea ggg agt gat ggt ace ttg 209 

Glu Val Ala Glu Gly Ser Pro Leu Tyr Pro Gly Ser Asp Gly Thr Leu 

30 35 40 

tec ccc tgc cag gac caa atg ccc ccg gaa gcg ggg age gac age agy 257 
Ser Pro Cys Gin Asp Gin Met Pro Pro Glu Ala Gly Ser Asp Ser Ser 

45 50 55 

gg 259 

<210> 1930 
<211> 450 
<212> DNA 

<213> Homo sapiens 



1281 




<220> 
<221> CDS 
<222> 86 . .448 



<400> 1930 

cagatggact cagttcccag tgaaaggaca gggatggcaa gatcttttag catttagggg 60 
atgcctttgt tagtaaccgt tcaca atg ggc age tec egg ctg agg gtc ttt 112 

Met Gly Ser Ser Arg Leu Arg Val Phe 
1 5 
gae cct eat ttg gag agg aaa gat tee gee geg geg etc tea gac ega 
Asp Pro His Leu Glu Arg Lys Asp Ser Ala Ala Ala Leu Ser Asp Arg 
10 15 20 25 

gag ctg ccc ttg cct ace ttc gat gtg cct tat ttc aaa tac ate gac 208 
Glu Leu Pro Leu Pro Thr Phe Asp Val Pro Tyr Phe Lys Tyr He Asp 

30 35 40 

gag gag gat gag gae gat gaa tgg age age cge teg cag tet tec aec 256 



160 



304 



Glu Glu Asp Glu Asp Asp Glu Trp Ser Ser Arg Ser Gin Ser Ser Thr 

45 50 55 

gag gat gac tea gtg gae tet ctg etc tet gac aga tat gtg gtg gtg 
Glu Asp Asp Ser Val Asp Ser Leu Leu Ser Asp Arg Tyr Val Val Val 

60 65 70 

tec ggg ace ccg gag aag att ttg gag cac ett ttg aat gae ttg cac 352 
Ser Gly Thr Pro Glu Lys He Leu Glu His Leu Leu Asn Asp Leu His 

75 80 85 

ctg gaa gaa gtc cag gac aar gaa aca gag aec etc ctg gat gae ttc 
Leu Glu Glu Val Gin Asp Lys Glu Thr Glu Thr Leu Leu Asp Asp Phe 
90 95 100 105 

ctt etc acg tac act gtc ttc atg aca act gat gae ttg tge cag get 
Leu Leu Thr Tyr Thr Val Phe Met Thr Thr Asp Asp Leu Cys Gin Ala 
110 115 120 



400 



448 



450 



ct 

<210> 1931 

<211> 391 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 159 . .389 



<400> 1931 

gtagctccat aateaagggc tgtccaaggg aaactgggtc cettgaagaa tctacagatg 60 
agtctgagga agaagagagc gaagaggaac ecaagctgaa gtatgaaagg ctttccaatg 120 
gggtaactga aataettcag aaggatgcak etagctgc atg aca gtc cat gac aag 176 

Met Thr Val His Asp Lys 
' 1 5 

ttt ttg gea ttg ggc aca eat tat ggc aag gtt tat tta ctt gat gtc 224 
Phe Leu Ala Leu Gly Thr His Tyr Gly Lys Val Tyr Leu Leu Asp Val 

10 15 20 

cag ggg aae ate act cag aag ttt gat gta agt cct gtg aag ata aat 272 
Gin Gly Asn He Thr Gin Lys Phe Asp Val Ser Pro Val Lys He Asn 



1282 




368 



25 30 35 

cag att age ttg gat gaa agt gga gag cac atg ggt gtg tgt tea gag 320 
Gin He Ser Leu Asp Glu Ser Gly Glu His Met Gly Val Cys Ser Glu 

40 45 50 

gat ggc aag gtg cag gta ttt gga ctg tat tct gga gaa gaa ttt cac 
Asp Gly Lys Val Gin Val Phe Gly Leu Tyr Ser Gly Glu Glu Phe His 
55 60 65 70 

gag act ttt gac tgt ccc att aa 391 
Glu Thr Phe Asp Cys Pro He 
75 

<210> 1932 

<211> 376 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 213 . . 374 



lyi <400> 1932 

%^ ctctwcccgt ctcatgactg tgtttactgg gctggatttt gggaaggggc cagattgcat 60 
y cagacagggc ctgatgggct ggagccagac tgtggtctga ggaggagaca cagccttata 120 
ff: agctgaggga gtggagaggc ccggggccag gaaagcagag acagacaaag cgttaggaga 180 
agaagagagg cagggaagac aagccaggca eg atg gee aec tte cca cca gca 233 

Met Ala Thr Phe Pro Pro Ala 
^ 15 

^ ace age gee eee cag cag ccc cca rgc eeg gag gac gag gac tec age 281 
O Thr Ser Ala Pro Gin Gin Pro Pro Xaa Pro Glu Asp Glu Asp Ser Ser 
fU 10 15 20 

PJ ctg gat gaa tct gae etc tat age ctg gee cat tee tac etc ggt aag 329 
Leu Asp Glu Ser Asp Leu Tyr Ser Leu Ala His Ser Tyr Leu Gly Lys 

5 25 30 35 

gee cac tea gee ate tec aeg gtc ett ect cct etc eeg aaa tea gg 
Ala His Ser Ala He Ser Thr Val Leu Pro Pro Leu Pro Lys Ser 
40 45 50 



376 



<210> 1933 

<211> 340 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 41 . . 340 



<400> 1933 

ggggtcttgg egaacggtet tcggaagcgg cggeggegcg atg acc aeg eta egg 55 

Met Thr Thr Leu Arg 
1 5 
gee ttt aec tgc gae gac ctg tte cge tte aac aae att aae ttg gat 
Ala Phe Thr Cys Asp Asp Leu Phe Arg Phe Asn Asn He Asn Leu Asp 



103 



1283 




m 



10 15 20 

cca ctt aca gaa act tat ggg att cct ttc tac eta caa tac etc gee 151 
Pro Leu Thr Glu Thr Tyr Gly He Pro Phe Tyr Leu Gin Tyr Leu Ala 

25 30 35 

cac tgg cca gag tat ttc rtt gtt gca gag gca cct ggt gga gaa tta 199 
His Trp Pro Glu Tyr Phe Xaa Val Ala Glu Ala Pro Gly Gly Glu Leu 

40 45 50 

atg ggt tat att atg ggt aaa gca gaa ggc tea gta get agg gaa gaa 247 
Met Gly Tyr He Met Gly Lys Ala Glu Gly Ser Val Ala Arg Glu Glu 

55 60 65 

tgg cac ggg cac gtc aca get ctg tet gtt gee cca gaa ttt ega egc 295 
Trp His Gly His Val Thr Ala Leu Ser Val Ala Pro Glu Phe Arg Arg 
70 75 80 85 

ctt ggt ttg get get aaa ctt atg gag tta eta gag gag att cag 340 
Leu Gly Leu Ala Ala Lys Leu Met Glu Leu Leu Glu Glu He Gin 
90 95 100 

<210> 1934 

<211> 482 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 53 . .481 



<400> 1934 

cectcgcctc ctetttcegt cteaggtcgc cgctgcgaag ggagccgccg ce atg tet 58 

Met Ser 

1 

106 



154 



202 



250 



298 



346 



394 



442 



gcg 


eat 


ctg 


caa 


tgg 


atg 


gtc 


gtg 


egg 


aac 


tge 


tec 


agt 


ttc 


ctg 


ate 


Ala 


His 


Leu 


Gin 


Trp 


Met 


Val 


Val 


Arg 


Asn 


Cys 


Ser 


Ser 


Phe 


Leu 


He 






5 










10 










15 








aag 


agg 


aat 


aag 


cag 


acc 


tac 


age 


act 


gag 


cec 


aat 


aac 


ttg 


aag 


gee 


Lys 


Arg 


Asn 


Lys 


Gin 


Thr 


Tyr 


Ser 


Thr 


Glu 


Pro 


Asn 


Asn 


Leu 


Lys 


Ala 


20 










25 










30 










cgc 


aat 


tee 


ttc 


egc 


tac 


aac 


gga 


ctg 


att 


cac 


egc 


aag 


act 


gtg 


ggc 


Arg 


Asn 


Ser 


Phe 


Arg 


Tyr 


Asn 


Gly 


Leu 


He 


His 


Arg 


Lys 


Thr 


Val 


Gly 


35 










40 










45 










50 


gtg 


gag 


ceg 


gca 


gee 


gac 


ggc 


aaa 


ggt 


gtc 


gtg 


gtg 


gtc 


att 


aag 


egg 


Val 


Glu 


Pro 


Ala 


Ala 


Asp 


Gly 


Lys 


Gly 


Val 


Val 


Val 


Val 


He 


Lys 


Arg 










55 










60 










65 




aga 


tec 


ggc 


cag 


egg 


aag 


cct 


gee 


ace 


tec 


tat 


gtg 


egg 


ace 


acc 


ate 


Arg 


Ser 


Gly 


Gin 


Arg 


Lys 


Pro 


Ala 


Thr 


Ser 


Tyr 


Val 


Arg 


Thr 


Thr 


He 






70 










75 










80 






aac 


aag 


aat 


get 


egc 


gee 


acg 


etc 


age 


age 


ate 


aga 


cac 


atg 


ate 


cgc 


Asn 


Lys 


Asn 


Ala 


Arg 


Ala 


Thr 


Leu 


Ser 


Ser 


He 


Arg 


His 


Met 


He 


Arg 




85 










90 










95 








aag 


aac 


aag 


tac 


egc 


ece 


gac 


ctg 


cgc 


atg 


gac 


atg 


ctg 


gca 


tet 


act 


Lys 


Asn 


Lys 


Tyr 


Arg 


Pro 


Asp 


Leu 


Arg 


Met 


Asp 


Met 


Leu 


Ala 


Ser 


Thr 




100 










105 










110 










ggg 


tea 


ggg 


etc 


tge 


tge 


teg 


gtg 


get 


gtg 


caa 


cct 


nng 


gca 


agt 


tec 


Gly 


Ser 


Gly 


Leu 


Cys 


Cys 


Ser 


Val 


Ala 


Val 


Gin 


Pro 


Xaa 


Ala 


Ser 


Ser 



1284 




482 



115 120 125 130 

tea act etc tgt gtc tte gta ecc tea tct gta cat gcg t 
Ser Thr Leu Cys Val Phe Val Pro Ser Ser Val His Ala 
135 140 

<210> 1935 
<211> 324 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 54 . . 323 



<400> 1935 

ccetegcctt cctcttteeg tcteaggtcg ccgctgcgaa gggageegcc gcc atg 56 

Met 
1 

O tct gcg cat ctg caa tgg atg gtc gtg egg aac tgc tec agt ttc ctg 104 
^ Ser Ala His Leu Gin Trp Met Val Val Arg Asn Cys Ser Ser Phe Leu 
U! 5 10 15 

m ate aag agg aat aag cag acc tac age act gag ccc aac ace eta gta 152 
ijj lie Lys Arg Asn Lys Gin Thr Tyr Ser Thr Glu Pro Asn Thr Leu Val 

20 25 30 

;!p. get ggg att aca ggt gcg tgc cae cae acc cag ctg att ttt ata ttt 
Ala Gly lie Thr Gly Ala Cys His His Thr Gin Leu He Phe He Phe 
35 40 45 

^ tta gta aag aeg ggg ttt eac cat gtt gge cag get agt cae gaa etc 
O Leu Val Lys Thr Gly Phe His His Val Gly Gin Ala Ser His Glu Leu 
"50 55 60 65 

ctg acc tea ggt gat eca ecc gcc tea gee tec caa agt get ggg att 
Leu Thr Ser Gly Asp Pro Pro Ala Ser Ala Ser Gin Ser Ala Gly He 

70 75 80 

aca gge atg aac eac tgt gcc cag ggg c 324 
Thr Gly Met Asn His Cys Ala Gin Gly 
85 90 

<210> 1936 
<211> 393 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 54 . .392 



<400> 1936 

ccetegcctt cctcttteeg tcteaggtcg ccgctgcgaa gggageegcc gee atg 56 

Met 
1 

tct gcg eat ctg caa tgg atg gtc gtg egg aac tgc tec agt ttc ctg 104 
Ser Ala His Leu Gin Trp Met Val Val Arg Asn Cys Ser Ser Phe Leu 



200 



248 



296 



1285 









5 










10 










15 






ate 


aag 




aat 




eag 


aec 


tae 


age 


act 


y *^y 


eee 


aat 


aac 


tta 


aag 


lie 




Arg 


Asn 


Lys 


Gin 


Thr 


Tvr 


Ser 


Thr 


Glu 


Pro 


Asn 


Asn 


Leu 


Lys 
















2 5 










3 0 








c 


egc 


aat 


tec 


ttc 


ege 


tae 


aae 


yy«=* 


L- L,y 


at t 


cac 


ege 


aag 


act 


at a 
y "-y 




Axrg 


Asn 


C o 


XT lie 


r\L y 


iyr 


Asn 




Leu 


X J. c 


jnx o 


Arg 


Lys 


Thr 


Val 




J D 
































y i-y 


yciy 


c eg 


ge a 


gee 


gac 


yy ^ 


aaa 


yy 


y L-i^ 


y '-y 


at" a 
y '-y 


g t e 


att 


aag 




V d J. 


O-L U. 


r'J. U 


i-i_L d 


/A J. d 




Gly 


Lys 


vj _L y 


Val 


Val 


Val 


Val 


He 


Lys 


50 










55 










60 










o b 


egg 


aga 


tee 


gge 


eag 


egg 


aag 


ect 


gee 


aee 


tee 


tat 


gtg 


egg 


ace 


ace 


Arg 


Arg 


Ser 


Gly 


Gin 


Arg 


Lys 


Pro 


Ala 


Thr 


Ser 


Tyr 


Val 


Arg 


Thr 


Thr 










70 










75 










80 




ate 


aac 


aag 


aat 


get 


ege 


gee 


acg 


etc 


age 


age 


ate 


aga 


eac 


atg 


ate 


He 


Asn 


Lys 


Asn 


Ala 


Arg 


Ala 


Thr 


Leu 


Ser 


Ser 


He 


Arg 


His 


Met 


He 








85 










90 










95 






egc 


aag 


aae 


aag 


tae 


eag 


cga 


gtg 


ggg 


tta 


ttt 


teg 


tta 


atg 


tta 


gta 


Arg 


Lys 


Asn 


Lys 


Tyr 


Gin 


Arg 


Val 


Gly 


Leu 


Phe 


Ser 


Leu 


Met 


Leu 


Val 






100 










105 










110 









<210> 1937 
<211> 310 
<212> DMA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 91. .309 



<400> 1937 



152 



200 



248 



296 



344 



393 



aggettaact aceaecatet cctcgegggc agtgggggca aeegegaaga eagaatttea 60 
caaaetttea getceageag ttteaaggra atg tea aat gac aag atk gra gac 114 

Met Ser Asn Asp Lys Xaa Xaa Asp 

1 5 

cga gtg tea aga get aag aca aca aaa agg eee eea aaa ttt gtk ttc 162 
Arg Val Ser Arg Ala Lys Thr Thr Lys Arg Pro Pro Lys Phe Val Phe 

10 15 20 

aag aaa ace aat gaa aaa age aag can tea gaa egt gaa gte eag gat 210 
Lys Lys Thr Asn Glu Lys Ser Lys Xaa Ser Glu Arg Glu Val Gin Asp 
25 30 35 40 

eat gga tgt get tat ett cac agt cac tgs tgg gte etg aag ttc tee 258 
His Gly Cys Ala Tyr Leu His Ser His Xaa Trp Val Leu Lys Phe Ser 

45 50 55 

tet gge sea gtg eea get geg aas ect etg eea aag gge eag akg agg 306 
Ser Gly Xaa Val Pro Ala Ala Xaa Pro Leu Pro Lys Gly Gin Xaa Arg 

60 65 70 

eeg g 310 
Pro 



<210> 1938 

<211> 225 

<212> DNA 

<213> Homo sapiens 



1286 




<220> 
<221> CDS 
<222> 49. .225 



<400> 1938 

cagctactag aggacgcccg ttccaatggc aactctgcca 



tct tgg 
Ser Trp 
5 

atg aag 
Met Lys 
20 

gca tct 
Ala Ser 

ccg etc 
Pro Leu 



ctt 
Leu 

ccg 
Pro 

ggg 

Gly 

cca 
Pro 



tta 
Leu 

aca 
Thr 

get 
Ala 

caa 
Gin 
55 



cct ggt 
Pro Gly 

age ccg 
Ser Pro 

25 
cga tct 
Arg Ser 
40 

tgg etc 
Trp Leu 



ctg cga gaa 
Leu Arg Glu 
10 

gga gac aca 
Gly Asp Thr 

cgt gca gag 
Arg Ala Glu 

cga age 
Arg Ser 



ate aaa 
lie Lys 

gtg tea 
Val Ser 

30 
gag cat 
Glu His 
45 



aggcgcet atg aga gee 
Met Arg Ala 
1 

ctt tgg gca eaa gte 
Leu Trp Ala Gin Val 
15 

gaa tta caa ggt cec 
Glu Leu Gin Gly Pro 
35 

ttc cga aga cac tgg 
Phe Arg Arg His Trp 
50 



57 



105 



153 



201 



225 



<210> 1939 

<211> 360 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 134 . .358 



<400> 1939 

aaaagttcag cccmrcccce gcttccecet cgetgtetcc cteggcetgt gcegccgceg 
aegcegcttg tgggcccgae tcegctetgt ctgcttegcc accttctcce cgagcactgc 
ccggccggcc gcc atg get aac atg get gac acg aag ctg tac gac ate 
Met Ala Asn Met Ala Asp Thr Lys Leu Tyr Asp lie 
15 10 
ctg ggc gte ccg cec gge gcc age gag aac gag ctg aag aag gca tac 
Leu Gly Val Pro Pro Gly Ala Ser Glu Asn Glu Leu Lys Lys Ala Tyr 



aga aag 
Arg Lys 
30 

gac aaa 
Asp Lys 
45 

gag aag 
Glu Lys 



15 20 
tta gcc aag gaa tat cat 
Leu Ala Lys Glu Tyr His 
35 

ttt aaa gaa ata 
Phe Lys Glu He 
50 

cgt gag tta tat gac aga 



cct gat aag 
Pro Asp Lys 



agt 
Ser 



ttt 
Phe 



aat 
Asn 
40 
gta 



25 

cca aat gca gga 
Pro Asn Ala Gly 

eta tea aat cct 



gca tat gaa 

Ala Tyr Glu Val Leu Ser Asn Pro 

55 60 
tac gga gag caa ggt ctt egg ga 
Arg Glu Leu Tyr Asp Arg Tyr Gly Glu Gin Gly Leu Arg 
65 70 75 



60 
120 
169 



217 



265 



313 



360 



<210> 1940 
<211> 690 



1287 




<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 310 . .690 



m 
m 



<400> 1940 

gaggacctga acaagtccag aagggaagag atttgtccct ctatccaaca gagtacccag 
tgagcagcac agagggcaca gcaagggaca tcacccggtt ccccaaatgc tcagagccac 
aagtgaagcc aaaagtgaaa gacaagatgc agaaaaccgc cacgggcctt tgaggaaggg 
taaaggcgaa agcgaaagca ggaagtacag acgtgaagcc tagcagagga ctttttagct 
gctcactggc cccgcttgtc tggccgactc atccgcccgc gacccctaat cccctctgcc 
tgccccaag atg ctg aag cca gcc ctg gag ccc cga ggg ggc ttc tec ttc 
Met Leu Lys Pro Ala Leu Glu Pro Arg Gly Gly Phe Ser Phe 
15 10 
gag aac tgc caa aga aat gca tea ttg gaa cgc gtc etc eeg ggg etc 
Glu Asn Cys Gin Arg Asn Ala Ser Leu Glu Arg Val Leu Pro Gly Leu 
15 20 25 30 

aag gtc ect cac gca cgc aag ace ggg acc acc ate gcg ggc ctg gtg 
Lys Val Pro His Ala Arg Lys Thr Gly Thr Thr lie Ala Gly Leu Val 

35 40 45 

ttc caa gac ggg gte att ctg ggc gcc gat acg cga gcc act aac gat 
Phe Gin Asp Gly Val lie Leu Gly Ala Asp Thr Arg Ala Thr Asn Asp 

50 55 60 

teg gtc gtg gcg nac aag age tgc gag aag ate cac ttc ate gcc ccc 
Ser Val Val Ala Xaa Lys Ser Cys Glu Lys lie His Phe lie Ala Pro 

65 70 75 

aaa ate tac tgc tgt ggg get gga gta gee gcg gac gcc gag atg acc 
Lys lie Tyr Cys Cys Gly Ala Gly Val Ala Ala Asp Ala Glu Met Thr 

80 85 90 

aca egg atg gtg gcg tec aag atg gcg eta cac gcg tta tet acg ggc 
Thr Arg Met Val Ala Ser Lys Met Ala Leu His Ala Leu Ser Thr Gly 
95 100 105 110 

cgc gag eee cgc gtg gee acg gte act cgc ate ctg cgc eag acg etc 
Arg Glu Pro Arg Val Ala Thr Val Thr Arg lie Leu Arg Gin Thr Leu 
115 120 125 

ttc 
Phe 



60 
120 
180 
240 
300 
351 



399 



447 



495 



543 



591 



639 



687 



690 



<210> 1941 

<211> 512 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 117 . -512 



<400> 1941 

ctattcaget gggaggaggg agaggggakg agaaggggag ggccgcggga ggagggtacg 6 0 

agtggccgac caeggatttg cattgecgag gacgggaccc cagggcagcg aasaga atg 119 
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Met 
1 

gcc aac atg cag gga ctg gtg gaa aga ctg gaa cga get gtc age cgc 167 
Ala Asn Met Gin Gly Leu Val Glu Arg Leu Glu Arg Ala Val Ser Arg 

5 10 15 

Ctg gag teg ctg tct gea gag tec cae agg ccc cet ggg aac tgc ggg 215 
Leu Glu Ser Leu Ser Ala Glu Ser His Arg Pro Pro Gly Asn Cys Gly 

20 25 30 

gaa gtc aat ggt gtc att gca ggt gtg gea ccc tec gtg gaa gcc ttt 263 
Glu Val Asn Gly Val He Ala Gly Val Ala Pro Ser Val Glu Ala Phe 

35 40 45 

gac aag ctg atg gae agt atg gtg gee gag ttt tta aag aac agt agg 311 
Asp Lys Leu Met Asp Ser Met Val Ala Glu Phe Leu Lys Asn Ser Arg 
50 55 60 65 

ate ctt get ggg gae gtg gag ace eat gea gaa atg gtg cae agt get 359 
He Leu Ala Gly Asp Val Glu Thr His Ala Glu Met Val His Ser Ala 

70 75 80 

ttc cag gcc cag egg get ttc ctt ctg atg gcc tct cag tac caa caa 407 
Phe Gin Ala Gin Arg Ala Phe Leu Leu Met Ala Ser Gin Tyr Gin Gin 

85 90 95 

ccc cae gag aat gac gtg gee gea ctt ctg aaa eee ata teg gaa aag 455 
Pro His Glu Asn Asp Val Ala Ala Leu Leu Lys Pro He Ser Glu Lys 

100 105 110 

att cag gaa ate caa act ttc aga gag aga aac egg ggg agt aac atg 503 
He Gin Glu He Gin Thr Phe Arg Glu Arg Asn Arg Gly Ser Asn Met 

115 120 125 

ttt aat cat 512 
Phe Asn His 
130 

<210> 1942 
<211> 366 
<212> DNA 
< 2 1 3 > Homo s ap i en s 

<220> 
<221> CDS 
<222> 54. .365 



<400> 1942 

aagtgettta gaetgeteta geaggeaete ecaatgecag actaateage tgg atg 56 

Met 
1 

tgt gca gtg age tct ata gag gag caa tgc aga gca tea gtt tac agg 104 
Cys Ala Val Ser Ser He Glu Glu Gin Cys Arg Ala Ser Val Tyr Arg 

5 10 15 

tac tat gga aag aac ate tee tta act ctg tat gat gaa gca aat ace 152 
Tyr Tyr Gly Lys Asn He Ser Leu Thr Leu Tyr Asp Glu Ala Asn Thr 

20 25 30 

aat aca atg aag gee aeg gaa agg tat gat ata ttt gat cea aga cag 200 
Asn Thr Met Lys Ala Thr Glu Arg Tyr Asp He Phe Asp Pro Arg Gin 

35 40 45 

tyc att cca gtc egg gaa tct aca gtg gtg aca agg aca tgg gac tec 248 
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Xaa lie Pro Val Arg Glu Ser Thr Val Val Thr Arg Thr Trp Asp Ser 

50 55 60 65 

tec tgc cag att aca gat ggt tea eta cag ttg aca tec tgg ctg aca 296 

Ser Cys Gin He Thr Asp Gly Ser Leu Gin Leu Thr Ser Trp Leu Thr 

70 75 80 

act gtg aaa aag aac ctt gga tta ttt tat ttt att ttt gtg gga cac 344 
Thr Val Lys Lys Asn Leu Gly Leu Phe Tyr Phe He Phe Val Gly His 

85 90 95 

cac aat ccc aaa tec aaa gga c 366 
His Asn Pro Lys Ser Lys Gly 
100 

<210> 1943 

<211> 433 

<212> DNA 

<213> Homo sapiens 

<220> 
^ <221> CDS 
S <222> 170 - .433 



<400> 1943 

ttccgtcctg getgagatgg cggegceegg gatcctgtgt agcggctgca gagggtgccg 60 
eegcectagg cgaagtaggg ccgtcetgag cgaaagaace geececagea ggageaecac 120 
cacggcttag caaagaatcc cagaeeeegc cegggaagge agecgcace atg gag tct 178 

Met Glu Ser 
1 

tec agt tea tct aac tct tat ttc tec gtt ggc cca ace agt ccc age 226 
W Ser Ser Ser Ser Asn Ser Tyr Phe Ser Val Gly Pro Thr Ser Pro Ser 
fU 5 10 15 

fy get gtc gtg etc etc tac teg aag gag etc aaa aag tgg gat gag ttt 274 
£ Ala Val Val Leu Leu Tyr Ser Lys Glu Leu Lys Lys Trp Asp Glu Phe 
n 20 25 30 35 

S gaa gat att tta gaa gag agg agg cat gtc agt gac ttg aaa ttt gca 322 
Glu Asp He Leu Glu Glu Arg Arg His Val Ser Asp Leu Lys Phe Ala 

40 45 50 

atg aaa tgc tac aca cct ctt gtc tat aag gga att act cca tgt aaa 370 
Met Lys Cys Tyr Thr Pro Leu Val Tyr Lys Gly He Thr Pro Cys Lys 

55 60 65 

cca att gat att aaa tgt agt gtt etc aat tct gag gag att cat tat 418 
Pro He Asp He Lys Cys Ser Val Leu Asn Ser Glu Glu He His Tyr 

70 75 80 

gtc att aaa cag ctt 433 
Val He Lys Gin Leu 
85 



<210> 1944 

<211> 430 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
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<222> 95 . .430 



<400> 1944 

gacttggcgg tgggrgccgg agcctgcttg ttgcagctgt gggtgaggac ggctctagct 60 
aggtgagcgg ctcyrgcyag ttccctttta gact atg gcg aca tac ctg gag ttc 115 

Met Ala Thr Tyr Leu Glu Phe 
1 5 

ate cag cag aat gaa gaa egg gat ggt gtg cgt ttt agt tgg aae gtg 163 
lie Gin Gin Asn Glu Glu Arg Asp Gly Val Arg Phe Ser Trp Asn Val 

10 15 20 

tgg cat tec age egg etg gag get aca aga atg gtt gta ece ctg get 211 
Trp Pro Ser Ser Arg Leu Glu Ala Thr Arg Met Val Val Pro Leu Ala 

25 30 35 

tgt etc ett act eet ttg aaa gaa cgt eca gae eta cct eet gta caa 259 
Cys Leu Leu Thr Pro Leu Lys Glu Arg Pro Asp Leu Pro Pro Val Gin 
40 45 50 55 

tat gaa cct gtg ett tge age agg cca act tgt aaa get gtt etc aae 307 
^ Tyr Glu Pro Val Leu Cys Ser Arg Pro Thr Cys Lys Ala Val Leu Asn 
Cj 60 65 70 

cca ett tgt cag gtt gat tat cga gea aaa ett tgg gee tgt aat ttc 355 
01 Pro Leu Cys Gin Val Asp Tyr Arg Ala Lys Leu Trp Ala Cys Asn Phe 

75 80 85 

hi tgt ttt caa aga aat cag ttt cct cca get tat gga ggc ata tct gag 403 
Cys Phe Gin Arg Asn Gin Phe Pro Pro Ala Tyr Gly Gly lie Ser Glu 

90 95 100 

gtg aat caa cct gee gaa ttg atg eee 430 
Val Asn Gin Pro Ala Glu Leu Met Pro 
105 110 

OJ <210> 1945 

nj <211> 379 

^ <212> DNA 

f*| <213> Homo sapiens 

<220> 
<221> CDS 
<222> 116 . . 379 



<400> 1945 

aattttacgt ggtgctgeat ttccggtagc ggcggcggga aatcggctgt gggagagagg 60 
ctaggectet gaggaggega atccggcggg tatcagagce atcagaaceg ceace atg 118 

Met 
1 

acg gtg ggc aag age age aag atg etg cag cat att gat tac agg atg 166 
Thr Val Gly Lys Ser Ser Lys Met Leu Gin His lie Asp Tyr Arg Met 

5 10 15 

agg tge ate ctg cag gae ggc egg ate ttc att ggc ace ttc aag get 214 
Arg Cys lie Leu Gin Asp Gly Arg lie Phe lie Gly Thr Phe Lys Ala 

20 25 30 

ttt gae aag cac atg aat ttg ate etc tgt gae tgt gat gag ttc aga 262 
Phe Asp Lys His Met Asn Leu lie Leu Cys Asp Cys Asp Glu Phe Arg 
35 40 45 
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aag 


ate 


aag 


eea 


aag 


aac 


tee 


aaa 


caa 


gea 


gaa 


agg 


gaa 


gag 


aag 


ega 


Lys 


He 


Lys 


Pro 


Lys 


Asn 


Ser 


Lys 


Gin 


Ala 


Glu 


Arg 


Glu 


Glu 


Lys 


Arg 


50 










55 










60 










65 


gtc 


etc 


ggt 


ctg 


gtg 


ctg 


ctg 


ega 


ggg 


ggg 


ttc 


ate 


act 


gac 


cat 


cag 


Val 


Leu 


Gly 


Leu 


Val 
70 


Leu 


Leu 


Arg 


Gly 


Gly 
75 


Phe 


He 


Thr 


Asp 


His 
80 


Gin 


aga 


aat 


gea 


agt 


eaa 


aac 


cae 




















Arg 


Asn 


Ala 


Ser 
85 


Gin 


Asn 


His 





















310 



358 



379 



<210> 1946 

<211> 339 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 156. .338 

^ <400> 1946 

yl agaccggegg cggacaegeg tgtgtgcgga cgcagttgeg tgaggggttt gtretateet 60 
ip'= eggtgctgtg gtgcagagct agtteetctc cagctcagec gegtaggttt ggacatattt 120 
IxJ gactcttttc eeeecaggtt gaattgacca aagca atg gtg atg gag aag eet 173 
uf% Met Val Met Glu Lys Pro 

■„f| 1 5 

^"S agt ccc ctg ctg gte ggg egg gaa ttt gtg aga eag tat tac aea ctg 221 
Ser Pro Leu Leu Val Gly Arg Glu Phe Val Arg Gin Tyr Tyr Thr Leu 
10 15 20 

j=f etg aac eag gee eea gae atg ctg cat aga ttt tat gga aag aac tct 269 

Leu Asn Gin Ala Pro Asp Met Leu His Arg Phe Tyr Gly Lys Asn Ser 
y 25 30 35 

tet tat. gte eat ggg gga ttg gat tea aat gga aag cea gea gat gea 317 
Ser Tyr Val His Gly Gly Leu Asp Ser Asn Gly Lys Pro Ala Asp Ala 

40 45 50 

gte tac gga eag aaa gaa ate c 339 
Val Tyr Gly Gin Lys Glu He 
55 60 

<210> 1947 

<211> 261 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 104 . .259 



<400> 1947 

gtgtgeggac geagttgegt gaggggtttg taetatectc ggtgetgtgg tgcagageta 60 
gtteetctee agetcagecg cgtaggttga attgaceaaa gea atg gtg atg gag 115 

Met Val Met Glu 

1 
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aag cct agt ccc ctg ctg gtc ggg egg gaa ttt gtg aga cag tat tac 163 

Lys Pro Ser Pro Leu Leu Val Gly Arg Glu Phe Val Arg Gin Tyr Tyr 

5 10 15 20 

aca ctg ctg aac cag gcc cca gac atg ctg cat aga ttt tat gga aag 211 

Thr Leu Leu Asn Gin Ala Pro Asp Met Leu His Arg Phe Tyr Gly Lys 

25 30 35 

aac tct tct tat gtc cat ggg gga ttg gat tea aat gga aag cca gcw 259 

Asn Ser Ser Tyr Val His Gly Gly Leu Asp Ser Asn Gly Lys Pro Ala 

40 45 50 

ga 261 

<210> 1948 
<211> 381 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 13 . . 381 



HI <400> 1948 

N= aaaggtacca at atg gcg gag get tct ttt gga agt teg age cca gtt ggg 51 
yj Met Ala Glu Ala Ser Phe Gly Ser Ser Ser Pro Val Gly 

15 10 
tct ttg tct tct gag gat cat gat ttt gac ccc act get gag atg ttg 99 
Ser Leu Ser Ser Glu Asp His Asp Phe Asp Pro Thr Ala Glu Met Leu 

15 20 25 

gtc cat gac tat gat gat gaa aga act ett gaa gaa gag gaa atg atg 147 
y Val His Asp Tyr Asp Asp Glu Arg Thr Leu Glu Glu Glu Glu Met Met 
flj 30 35 40 45 

Fy gat gag ggt aaa aac ttc agt tea gaa att gaa gac tta gaa aag gaa 195 

Asp Glu Gly Lys Asn Phe Ser Ser Glu lie Glu Asp Leu Glu Lys Glu 
fl 50 55 60 

h% 99^ ^tg cet eta gaa gat tta ctg gca ttc tat ggc tat gaa cct 243 

^ Gly Thr Met Pro Leu Glu Asp Leu Leu Ala Phe Tyr Gly Tyr Glu Pro 
65 70 75 

aca att cca gca gtt gca aat tec agt gca aat agt tec cca agt gaa 291 
Thr lie Pro Ala Val Ala Asn Ser Ser Ala Asn Ser Ser Pro Ser Glu 

80 85 90 

ctg gca gat gaa eta cca gac atg aca eta gac aaa gag gaa ata gca 339 
Leu Ala Asp Glu Leu Pro Asp Met Thr Leu Asp Lys Glu Glu lie Ala 

95 100 105 

aaa gac ctg ttg tea ggt gat gac gag gaa act cag tct tct 381 
Lys Asp Leu Leu Ser Gly Asp Asp Glu Glu Thr Gin Ser Ser 
110 115 120 

<210> 1949 

<211> 467 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
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<222> 94 . .465 



<400> 1949 

ttttttccgc gggccccgcc caggcggctg cccgtgacct gcctgggcgc ggggaactga 60 
aagccggaag gggcaagacg ggttcagttc gtc atg ggg ctg ttt gga aag acc 114 

Met Gly Leu Phe Gly Lys Thr 

1 5 

cag gag aag ccg ccc aaa gaa ctg gtc aat gag tgg tea ttg aag ata 162 
Gin Glu Lys Pro Pro Lys Glu Leu Val Asn Glu Trp Ser Leu Lys He 

10 15 20 

aga aag gaa atg aga gtt gtt gac agg caa ata agg gat ate caa aga 210 
Arg Lys Glu Met Arg Val Val Asp Arg Gin He Arg Asp He Gin Arg 

25 30 35 

gaa gaa gaa aaa gtg aaa era tct gtg aaa gat get gee aag aag gge 258 
Glu Glu Glu Lys Val Lys Xaa Ser Val Lys Asp Ala Ala Lys Lys Gly 
40 45 50 55 

cag aag gat gtc tgc ata gtt ctg gee aag gag atg ate agg tea agg 3 06 

Gin Lys Asp Val Cys lie Val Leu Ala Lys Glu Met He Arg Ser Arg 

60 65 70 

aag get gtg age aag ctg tat gca tee aaa gea cac atg aac tea gtg 354 
Lys Ala Val Ser Lys Leu Tyr Ala Ser Lys Ala His Met Asn Ser Val 

75 80 85 

etc atg ggg atg aag aac cag etc gcg gtc ttg cga gtg get ggt tec 
Leu Met Gly Met Lys Asn Gin Leu Ala Val Leu Arg Val Ala Gly Ser 

90 95 100 

ctg eag aag age aca gaa gtg atg aag gee atg caa agt ctt gtg aag 
Leu Gin Lys Ser Thr Glu Val Met Lys Ala Met Gin Ser Leu Val Lys 

105 110 115 



^ att cca gag att cag gc 
nj He Pro Glu He Gin 

fy 120 

<210> 1950 

S <211> 331 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 54 . .329 



402 



450 



467 



<400> 1950 

aatcggaagt ggctgegteg tegacsntgg getttegggt cccgegecca gag atg 

Met 
1 

gge tec aag gca aag aag cgc gtg ctg ctg ccc acc egc cca gcg ccc 
Gly Ser Lys Ala Lys Lys Arg Val Leu Leu Pro Thr Arg Pro Ala Pro 

5 10 15 

ccc acg gtg gag cag ate ctg gag gat gtg egg ggt gcg ccg gca gag 
Pro Thr Val Glu Gin He Leu Glu Asp Val Arg Gly Ala Pro Ala Glu 

20 25 30 

gat cca gtg ttc acc ate ctg gee ccg gaa gac ccc cca gtt ccc ttc 
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Asp Pro Val Phe Thr lie Leu Ala Pro Glu Asp Pro Pro Val Pro Phe 

35 40 45 

agg atg atg gag gat gcg gag gcc ccg gga gag cag etc tac cag caa 248 
Arg Met Met Glu Asp Ala Glu Ala Pro Gly Glu Gin Leu Tyr Gin Gin 
50 55 60 65 

age egg gee tae gtg get gee aae cag egg ytg cag cag gcg ggc aac 2 96 

Ser Arg Ala Tyr Val Ala Ala Asn Gin Arg Leu Gin Gin Ala Gly Asn 

70 75 80 

gtg etg agg cag akg tgt gag etc etg eag cgt ge 331 
Val Leu Arg Gin Xaa Cys Glu Leu Leu Gin Arg 
85 90 

<210> 1951 
<211> 417 
<212> DNA 

<213> Homo sapiens 

<220> 
^ <221> CDS 
U <222> 55 . .417 



<400> 1951 

gaatcggaag tnnetgegte gtegacgctg ggetttcggg tecegcgece agag atg 57 



— Met 

1 



105 



gge tee aag gea aag aag egc gtg etg etg cee acy cgc eea keg ece 
Gly Ser Lys Ala Lys Lys Arg Val Leu Leu Pro Thr Arg Pro Xaa Pro 

5 10 15 

ece aeg gtg gag eag ate etg gag gat gtg egg ggt gcg ccg gea gak 153 
Pro Thr Val Glu Gin He Leu Glu Asp Val Arg Gly Ala Pro Ala Xaa 

20 25 30 

kat cca gtg ttc ace ate etg gee ccg gaa ggt agg ggg age ccg gtc 201 
Xaa Pro Val Phe Thr He Leu Ala Pro Glu Gly Arg Gly Ser Pro Val 

35 40 45 

ceg ggg aaa age gga ect gka ace ccg gea gea agg gga egg gag aga 24 9 

Pro Gly Lys Ser Gly Pro Xaa Thr Pro Ala Ala Arg Gly Arg Glu Arg 
50 55 60 65 

age aca ece eta act ect gae cee aeg cec tgg gaa ece ccg caa cat 297 
Ser Thr Pro Leu Thr Pro Asp Pro Thr Pro Trp Glu Pro Pro Gin His 

70 75 80 

ggg cae ggt ceg tat cet etc cga gtc tec etc tac tec tec gta gag 345 
Gly His Gly Pro Tyr Pro Leu Arg Val Ser Leu Tyr Ser Ser Val Glu 

85 90 95 

tgg gae cga ttt tea gag ggt tct tet gae agg ggt nga gge egg geg 
Trp Asp Arg Phe Ser Glu Gly Ser Ser Asp Arg Gly Xaa Gly Arg Ala 

100 105 110 

etg tgg ttc agg ect gta age cca 
Leu Trp Phe Arg Pro Val Ser Pro 
115 120 

<210> 1952 
<211> 295 
<212> DNA 



393 



417 
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<213> Homo sapiens 

<220> 
<221> CDS 
<222> 54 . .293 



<400> 1952 

aatcggaagt ggctgcgtcg tcgacgctgg gctttcgggt cccgcgccca gag atg 56 

Met 
1 

ggc tec aag gca aag aag cgc gtg ctg ctg ccc acc cgc cca gcg ccc 104 
Gly Ser Lys Ala Lys Lys Arg Val Leu Leu Pro Thr Arg Pro Ala Pro 

5 10 15 

ccc acg gtg gag cag rat cct gga gga tgt gcg ggg tgc gcc ggc aga 152 
Pro Thr Val Glu Gin Xaa Pro Gly Gly Cys Ala Gly Cys Ala Gly Arg 

20 25 30 

gga tec agt gtt cac cat cct ggc ccc gga agg ctg gag tgc agt ggc 
^ Gly Ser Ser Val His His Pro Gly Pro Gly Arg Leu Glu Cys Ser Gly 
U 35 40 45 

•icO gag ate teg act cac tgc agg etc ega etc ccc agt tea age gat tet 
iJl Glu lie Ser Thr His Cys Arg Leu Arg Leu Pro Ser Ser Ser Asp Ser 

50 55 60 65 

hi cct gee tea gee tec gga gta get ggg act aca gae ace cgc cac ca 2 95 

JS Pro Ala Ser Ala Ser Gly Val Ala Gly Thr Thr Asp Thr Arg His 

70 75 80 

yj 

<210> 1953 
<211> 383 
O <212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 126. .383 



:£3 ^ 



200 



248 



<400> 1953 

aagtctgage ctceggcace ggeegcgeas tggaggcggc ggaeggaage cttgacttca 60 
tctcagetee agagcecgee etctcttcet gcageetggg aactteagcc ggetggagcc 120 
ccacc atg get gca ate cga aag aag ctg gtg ate gtt ggg gat ggt gcc 170 
Met Ala Ala lie Arg Lys Lys Leu Val He Val Gly Asp Gly Ala 
15 10 15 



tgt 


ggg 


aag 


acc 


tgc 


etc 


etc 


ate 


gtc 


ttc 


age 


aag 


gat 


cag 


ttt 


ccg 


Cys 


Gly 


Lys 


Thr 


Cys 


Leu 


Leu 


He 


Val 


Phe 


Ser 


Lys 


Asp 


Gin 


Phe 


Pro 










20 










25 










30 




gag 


tet 


acg 


tee 


eta 


ctg 


tet 


ttg 


aga 


act 


atw 


ttg 


egg 


aca 


ttg 


agg 


Glu 


Ser 


Thr 


Ser 


Leu 


Leu 


Ser 


Leu 


Arg 


Thr 


He 


Leu 


Arg 


Thr 


Leu 


Arg 








35 










40 










45 






tgg 


acg 


gca 


age 


agg 


tgg 


age 


tgg 


etc 


tgt 


ggg 


aca 


cag 


cag 


ggc 


agg 


Trp 


Thr 


Ala 


Ser 


Arg 


Trp 


Ser 


Trp 


Leu 


Cys 


Gly 


Thr 


Gin 


Gin 


Gly 


Arg 






50 










55 










60 








aag 


act 


atg 


ate 


gac 


tgc 


ggc 


etc 


tet 


cct 


ace 


egg 


aca 


ctg 


atg 


tea 


Lys 


Thr 


Met 


He 


Asp 


Cys 


Gly 


Leu 


Ser 


Pro 


Thr 


Arg 


Thr 


Leu 


Met 


Ser 
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65 70 75 

tec tea tgt get tet cca teg 383 

Ser Ser Cys Ala Ser Pro Ser 
80 85 

<210> 1954 
<211> 430 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 172 . .429 



<400> 1954 

aagtetgage ctccggcaec ggccgegeas tggaggeggc ggaeggaage ettgacttea 60 
tctcagctcc agagcccgcc ctctcttcct gcagcctggg aacttcagcc ggctggaggt 120 
cagtteeeet eeecagggaa ggaggaagtg agggaagetg cgaascccac e atg get 177 

Met Ala 

_^ 1 
Ln gca ate ega aag aag etg gtg ate gtt ggg gat ggt rec tgt ggg aag 225 
Lri Ala lie Arg Lys Lys Leu Val He Val Gly Asp Gly Xaa Cys Gly Lys 

5 10 15 

frs aee tgc cte ete ate gtc tte age awg gat eag ttt eeg gag gte tae 273 

Thr Cys Leu Leu He Val Phe Ser Xaa Asp Gin Phe Pro Glu Val Tyr 
^% 20 25 30 

^ gtc cct act gtc ttt gag aae tat wtt geg gac att gag gtg gae gge 321 

= Val Pro Thr Val Phe Glu Asn Tyr Xaa Ala Asp He Glu Val Asp Gly 

O 35 40 45 50 

ry aag eag gtg gag ctg get etg tgg gac aca gca ggg eag gaa gae tat 3 69 

fU Lys Gin Val Glu Leu Ala Leu Trp Asp Thr Ala Gly Gin Glu Asp Tyr 

"p 55 60 65 

r=i gat ega etg egg cct cte tee tac ccg gac act gat gtc ate etc atg 417 

^ Asp Arg Leu Arg Pro Leu Ser Tyr Pro Asp Thr Asp Val He Leu Met 

■■^ 70 75 80 

tgc tte tee ate g 430 

Cys Phe Ser He 
85 

<210> 1955 
<211> 264 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 56 . .262 



<400> 1955 

agtetgagcc teeggeaceg gccgegcact ggaggcggcg gasggaagcc eeacc atg 58 

Met 
1 
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get gca ate cga aag aag ctg gtg ate gtt ggg gat ggt gcc tgt ggg 106 
Ala Ala He Arg Lys Lys Leu Val He Val Gly Asp Gly Ala Cys Gly 

5 10 15 

aag acc tgc etc etc ate gtc tte age aag gat cag ttt eeg gag gte 154 
Lys Thr Cys Leu Leu He Val Phe Ser Lys Asp Gin Phe Pro Glu Val 

20 25 30 

tac gtc ect act gtc ttt gag aac tat att gcg gac att gag gtg gae 
Tyr Val Pro Thr Val Phe Glu Asn Tyr He Ala Asp He Glu Val Asp 

35 40 45 

ggc aag cag gtg gag ctg get ctg tgg gae aea gea ggg cag gaa gac 
Gly Lys Gin Val Glu Leu Ala Leu Trp Asp Thr Ala Gly Gin Glu Asp 



55 60 65 



202 



250 



264 



50 

tat gat cga eeg eg 
Tyr Asp Arg Pro 

<210> 1956 

<211> 292 

<212> DNA 

<213> Homo sapiens 

<220> 
m <221> CDS 

iU <222> 35 . .292 



<400> 1956 

gggagttgta gtacgaatcc gtcaggccgg aacc atg gca gtg ace aag gag etc 55 

Met Ala Val Thr Lys Glu Leu 
1 5 

tta cag atg gac ctg tac gcg ctg eta ggc att gag gag aag gca gcg 103. 
Leu Gin Met Asp Leu Tyr Ala Leu Leu Gly He Glu Glu Lys Ala Ala 

10 15 20 

gac aaa gag gta aag aag gcg tat agg cag aag gcc etc tec tgc cac 151 
Asp Lys Glu Val Lys Lys Ala Tyr Arg Gin Lys Ala Leu Ser Cys His 

25 30 35 

eca gac aaa aat eca gat aat ecc aga gca get gaa etc tte eae cag 199 
Pro Asp Lys Asn Pro Asp Asn Pro Arg Ala Ala Glu Leu Phe His Gin 
40 45 50 55 

ctt tct cag gcc ttg gag gtg ctg acc gat get gca gcc agg get gca 247 
Leu Ser Gin Ala Leu Glu Val Leu Thr Asp Ala Ala Ala Arg Ala Ala 

60 65 70 

tat gae aag gte agg ana gcc aag aag caa gca gca gag agg acc 2 92 

Tyr Asp Lys Val Arg Xaa Ala Lys Lys Gin Ala Ala Glu Arg Thr 
75 80 85 

<210> 1957 

<211> 305 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 115. .303 
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1 



60 



<400> 1957 

gttcccggaa gttttgctgc tagtcgcgga cgcaatggct tcaaggttac ttcgcggast 
ggaacgctgg ccgcgcaggc cctgagggct cgcggcccca gtggcgcggc cgcg atg 117 

Met 



165 



261 



305 



cgc tec atg gca tct gga ggt ggt gtt ccc act gat gaa gag cag gcg 
Arg Ser Met Ala Ser Gly Gly Gly Val Pro Thr Asp Glu Glu Gin Ala 

5 10 15 

act ggg ttg gag agg gag ate atg ctg get gca aag aag gga ctg gae 213 
Thr Gly Leu Glu Arg Glu He Met Leu Ala Ala Lys Lys Gly Leu Asp 

20 25 30 

cea tac aat gta ctg gee eca aag gga get tea gge ace agg gaa gae 
Pro Tyr Asn Val Leu Ala Pro Lys Gly Ala Ser Gly Thr Arg Glu Asp 

35 40 45 

ect aat tta gtc cec tec ate tee aac aag aga ata gta gge tg 
Pro Asn Leu Val Pro Ser He Ser Asn Lys Arg He Val Gly 
50 55 60 

O <210> 1958 

<211> 361 

y] <212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
^ <222> 185- .361 



60 
120 
180 
229 



O <400> 1958 

ry agaggastce cagcggetgg agcasaagtg ttagcggeca gagcteceag aceectacee 
m aeagceagge gggacgcgea cagtccctcc acgcggaaag aagtaccttc gceggtcaec 
£ ggctcctgea gggtgcaaat atatacagag ettcataatc agcceaagac caeatagage 
% aaac atg aat gat att tee caa aag get gag att aaa gaa atg ctt get 
Met Asn Asp He Ser Gin Lys Ala Glu He Lys Glu Met Leu Ala 
U ^ 5 10 15 

tet gat gat gag gaa gat gta tct tct aaa gta gaa aag get tat gtt 277 
Ser Asp Asp Glu Glu Asp Val Ser Ser Lys Val Glu Lys Ala Tyr Val 

20 25 30 

cea aaa tta aea gga act gtg aag ggt aga ttt get gaa atg gag aaa 325 
Pro Lys Leu Thr Gly Thr Val Lys Gly Arg Phe Ala Glu Met Glu Lys 

35 40 45 

eaa aga caa gag gaa eaa agg aag aga aeg gag gag 
Gin Arg Gin Glu Glu Gin Arg Lys Arg Thr Glu Glu 
50 55 

<210> 1959 
<211> 480 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 17 . .478 



361 



1299 



<400> 1959 

acacacgcct gcaggt atg gcg ttc tgg tgt cag cgt gac agt tat gcc cga 52 
Met Ala Phe Trp Cys Gin Arg Asp Ser Tyr Ala Arg 
15 10 
gag ttc acc acc acc gtg gtc tct tgc tgt ccc gcg gag ctg cag act 100 
Glu Phe Thr Thr Thr Val Val Ser Cys Cys Pro Ala Glu Leu Gin Thr 

15 20 25 

gaa ggg age aac ggc aag aaa gaa gtg ctg age ggt ttc caa gtg gtg 148 
Glu Gly Ser Asn Gly Lys Lys Glu Val Leu Ser Gly Phe Gin Val Val 

30 35 40 

ctg gaa gac aca gtg ctt ttc cct gag ggc ggg gga cag cot gat gac 196 
Leu Glu Asp Thr Val Leu Phe Pro Glu Gly Gly Gly Gin Pro Asp Asp 
45 50 55 60 

cgt ggt aca ate aat gac ate tct gtg ctg aga gtg act cge cgt ggg 244 
Arg Gly Thr He Asn Asp He Ser Val Leu Arg Val Thr Arg Arg Gly 

65 70 75 

gaa eag get gat eat ttc ace cag aca ccc ctg gat eca gga age cag 2 92 

Glu Gin Ala Asp His Phe Thr Gin Thr Pro Leu Asp Pro Gly Ser Gin 

80 85 90 

gtt ctg gtc egg gta gat tgg gag egg agg ttt gac cac atg cag cag 340 
Val Leu Val Arg Val Asp Trp Glu Arg Arg Phe Asp His Met Gin Gin 

95 100 105 

cat tea ggg cag eat etc ate acg gca gtt get gac cat eta ttt aag 388 
His Ser Gly Gin His Leu He Thr Ala Val Ala Asp His Leu Phe Lys 
^ 110 115 120 

'5 ctg aag aca aca tea tgg gag tta ggg aga ttt egg agt gcg att gag 436 
i= Leu Lys Thr Thr Ser Trp Glu Leu Gly Arg Phe Arg Ser Ala He Glu 

O 125 130 135 140 

PJ ctg gac ane ccc tct atg act gca gag caa gta get gcc att ga 
m Leu Asp Xaa Pro Ser Met Thr Ala Glu Gin Val Ala Ala He 
^ 145 150 

% <210> 1960 
^- <211> 706 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 31 . . 705 



:: S 



480 



<400> 1960 

ctctcattcc etcgcgctct ctegggeaac atg gcg ggt gtg gag gag gta gcg 54 

Met Ala Gly Val Glu Glu Val Ala 
1 5 

gcc tec ggg age cac ctg aat ggc gac ctg gat eca gac gac agg gaa 102 
Ala Ser Gly Ser His Leu Asn Gly Asp Leu Asp Pro Asp Asp Arg Glu 

10 15 20 

gaa gga get gee tct acg get gag gaa gca gcc aag aaa aaa aga cga 150 
Glu Gly Ala Ala Ser Thr Ala Glu Glu Ala Ala Lys Lys Lys Arg Arg 



25 



30 35 40 



1300 



220 225 



198 



246 



294 



342 



390 



438 



486 



534 



S ttt caa aaa act aca aaa aca cat caa caa qtt aaa aaa tac qta atq 582 



630 



678 



706 



aag 


aag 


aag 


aag 


aqc 


aaa 


qqq 


cct 


tct 


gca 


gca 


ggg 


gaa 


eag 


gaa 


cct 


Lys 


Lys 


Lys 


Lys 


Ser 


Lys 


Gly 


Pro 


Ser 


Ala 


Ala 


Gly 


Glu 


Gin 


Glu 


Pro 










45 










50 










55 




gat 


aaa 


gaa 


tea 


qqa 


gee 


tea 


Qtq 


qat 


gaa 


qta 


qea 


.aga 


eag 


ttg 


gaa 


Asp 


Lys 


Glu 


Ser 


Glv 

v_j J. y 


Ala 


Ser 


Val 


ASD 


Glu 


Val 


Ala 


Arg 


Gin 


Leu 


Glu 








60 










65 










70 






aga 


tea 


gca 


ttg 


gaa 


gat 


aaa 


gaa 


aga 


aat 


gaa 


qat 


qat 


gaa 


qat 


gga 




Ser 


Ala 


Leu 


Glu 


Asp 


Lys 


Glu 


Arg 


Asp 


Glu 


Asp 


Asp 


Glu 


Asp 


Gly 
















80 










85 








gat 


yy 


gat 




gat 


gga 


gca 


act 


aaa 


aag 


aag 


aag 


aaa 


aag 


aag 


aag 


^sp 


Gly 


Asp 


Gly 


Asp 


Gly Ala 


Thr 


Glv 


Lys 


Lys 


Lys 


Lys 


Lvs 

2 


Lys 


Lys 




Q n 
_? \j 










95 










100 










aag 


aag 


aga 


aaa 
yy » 


cca 


aaa 


gt t 


caa 


aea 


gac 


cct 


eee 


tea 


gtt 


cea 


ata 




Lys 


Airg 


Gly 


Pro 


Lys 


Val 


Gin 


Thr 


Asp 


Pro 


Pro 


Ser 


Val 


Pro 


He 


105 










110 










115 










120 


tgt 


gac 


ctg 


tat 


cct 


aat 


ggt 


gta 


ttt 


ccc 


aaa 


gga 


caa 


gaa 


tgc 


gaa 


Cys 


Asp 


Leu 


Tvr 

J. y J. 


Pro 


Asn 


Gly 


Val 


Phe 


Pro 


Lvs 


Gly Gin 


Glu 


Cys 


Glu 










125 










130 










135 




tac 


cca 


ccc 


aea 


caa 


gat 


ggg 


cga 


aea 


get 


qet 


tgg 


aga 


act 


aea 


agt 


TvT 


Pro 


Pro 


Thr 


Gin 


Asp 


Gly 


Arg 


Thr 


Ala 


Ala 


Trp 


Arg 


Thr 


Thr 


Ser 








140 










145 










150 






ga.a 


gaa 


aag 


aaa 


gca 


tta 


gat 


caa 


qea 


aqt 


gaa 


gag 


att 


tgg 


aat 


gat 


Glu 


Glu 


Lys 


Lys 


Ala 


Leu 


Asp 


Gin 


Ala 


Ser 


Glu 


Glu 


He 


Trp 


Asn 


Asp 






155 










160 










165 








ttt 


cga 


gaa 


get 


gca 


gaa 


gca 


cat 


cqa 


eaa 


gtt 


aga 


aaa 


tac 


gta 


atg 


Phe 


Arg 


Glu 


Ala 


Ala 


Glu 


Ala 


His 


Arq 


Gin 


Val 


Arg 


Lys 


Tyr 


Val 


Met 




170 










175 










180 










age 


tgg 


ate 


aag 


cct 


ggg 


atg 


aca 


atg 


ata 


gaa 


ate 


tgt 


gaa 


aag 


ttg 


Ser 


Trp 


He 


Lys 


Pro 


Gly 


Met 


Thr 


Met 


He 


Glu 


He 


Cys 


Glu 


Lys 


Leu 


185 










190 










195 










200 


gaa 


gac 


tgn 


tea 


cgc 


aag 


tta 


ata 


aaa 


gag 


aat 


gga 


tta 


aat 


gca 


ggc 


Glu 


Asp 


Xaa 


Ser 


Arg 


Lys 


Leu 


He 


Lys 


Glu 


Asn 


Gly 


Leu 


Asn 


Ala 


Gly 










205 










210 










215 




ctg 


gca 


ttt 


eet 


act 


gga 


tgt 


tct 


etc 


a 














Leu 


Ala 


Phe 


Pro 


Thr 


Gly 


Cys 


Ser 


Leu 

















<210> 1961 

<211> 265 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 105 . .263 



<400> 1961 

aggtcagggt ccacageatg cacctggaga eateaaatgt ggaggeetga attttgatet 60 
atgttetaec tacatecagc tggctgaaag tacttgagga teae atg ace ctg gae 116 

Met Thr Leu Asp 

1 

atg gat get gtt ctg tea gat ttt gte egt tec aca gga gca gag cea 164 
Met Asp Ala Val Leu Ser Asp Phe Val Arg Ser Thr Gly Ala Glu Pro 



1301 



5 10 15 20 

ggg eta gcg cga gat etc eta gaa gga aag aat tgg gat gtg aat gee 212 

Gly Leu Ala Arg Asp Leu Leu Glu Gly Lys Asn Trp Asp Val Asn Ala 

25 30 35 

gee etc agt gat ttt gaa cag eta mgt caa gte cat get gga aae eta 260 
Ala Leu Ser Asp Phe Glu Gin Leu Xaa Gin Val His Ala Gly Asn Leu 

40 45 50 

eee ee 265 
Pro 

<210> 1962 

<211> 385 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 120 . .383 



<400> 1962 

m ceagtetttg gtcgggtttc ggcggcttca gtgetcgggg aggaggcagt gacggccggt 60 
1=^ gagattggaa gtggcggcgg cggcaggcgg cagaggggag teegaggtta tgegtetca 119 
1^ atg rwc ecg egg aaa cgc tae ggg tet aag aac aeg gat cag ggt gtc 167 
.fi Met Xaa Pro Arg ^Lys Arg Tyr Gly Ser Lys Asn Thr Asp Gin Gly Val 
•"S 1 5 10 15 

tac ctg ggt etc tea aag aca cag gtc ctg tec cct gca act get ggc 215 
Tyr Leu Gly Leu Ser Lys Thr Gin Val Leu Ser Pro Ala Thr Ala Gly 
^ 20 25 30 

^ agt age age age gac ate gee cct ctg eee eee eca gtg ace etc gtc 263 
fy Ser Ser Ser Ser Asp lie Ala Pro Leu Pro Pro Pro Val Thr Leu Val 
flj 35 40 45 

J: cct eca cct eee gac ace atg tec tge egg gat egg ace cag gag ttt 311 
H Pro Pro Pro Pro Asp Thr Met Ser Cys Arg Asp Arg Thr Gin Glu Phe 

50 55 60 

™ ctg tet gcc tge aag teg ctg cag acc cgt cag aat gga ate cag aca 359 
Leu Ser Ala Cys Lys Ser Leu Gin Thr Arg Gin Asn Gly lie Gin Thr 
65 70 75 80 

aat aag eca get ttg cgt get gcc eg 385 
Asn Lys Pro Ala Leu Arg Ala Ala 
85 

<210> 1963 

<211> 456 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 126. .455 



<400> 1963 

tggtgtgtca gcegtccctg catgcccggt tgcttctctt ttrggggegg ggtctagcaa 



60 



1302 




gac 


gac 


gcc 


gtg 


get 


gee 


aag 


1 
cac 


ccg 


gga 


etc 


5 

ggg 


gag 


tat 


gcc 


gea 


Asp 


Asp 


Ala 


Val 


Ala 


Ala 


Lys 


His 


Pro 


Gly 


Leu 


Gly 


Glu 


Tyr 


Ala 


Ala 


10 










15 










20 










25 


tgc 


cag 


tea 


cac 


gcc 


ttc 


atg 


aag 


ggc 


gtt 


ttc 


acc 


ttc 


gtc 


aca 


ggc 


Cys 


Gin 


Ser 


His 


Ala 


Phe 


Met 


Lys 


Gly 


Val 


Phe 


Thr 


Phe 


Val 


Thr 


Gly 








30 










35 










40 




acc 


ggc 


atg 


gcc 


ttt 


ggc 


ttg 


cag 


atg 


ttc 


att 


cag 


agg 


aag 


ttg 


act 


Thr 


Gly 


Met 


Ala 


Phe 


Gly 


Leu 


Gin 


Met 


Phe 


lie 


Gin 


Arg 


Lys 


Leu 


Thr 








45 










50 










55 






ggg 


ttg 


ctt 


etc 


tat 


tta 


ttn 


gac 


aat 


aat 


aat 


gta 


cat 


ttc 


ann 


knt 


Gly 


Leu 


Leu 


Leu 


Tyr 


Leu 


Xaa 


Asp 


Asn 


Asn 


Asn 


Val 


His 


Phe 


Xaa 


Xaa 






60 










65 










70 








ctg 


gtt 


eta 


ggr 


cat 


tea 


ggg 


aag 


ggc 


gag 


tgg 


ggg 


ccc 


gag 


ggg 


tee 


Leu 


Val 


Leu 


Gly 


His 


Ser 


Gly 


Lys 


Gly 


Glu 


Trp 


Gly 


Pro 


Glu 


Gly 


Ser 




75 










80 










85 










ctg 


ccc 


cam 


ccg 


set 


ggt 


gtc 


ctg 


ttg 


tat 


etc 


tgt 


gta 


agt 


grt 


get 


Leu 


Pro 


Xaa 


Pro 


Xaa 


Gly 


Val 


Leu 


Leu 


Tyr 


Leu 


Cys 


Val 


Ser 


Xaa 


Ala 



gagcaggtgt gggtttagga gatatctccg gagcatttgg ataatgtgac agttggaatg 120 
cagtg atg teg act ctt tgc cea ccg cea tet cca get gtt gcc aag aca 170 
Met Ser Thr Leu Cys Pro Pro Pro Ser Pro Ala Val Ala Lys Thr 
15 10 15 

gag att get tta agt ggc aaa tea cct tta tta gea get act ttt get 218 
Glu lie Ala Leu Ser Gly Lys Ser Pro Leu Leu Ala Ala Thr Phe Ala 

20 25 30 

tac tgg gac aat att ctt ggt cct aga gta agg cac att tgg get cca 266 
Tyr Trp Asp Asn He Leu Gly Pro Arg Val Arg His He Trp Ala Pro 

35 40 45 

aag aca gaa cag gta ctt etc agt gat gga gaa ata act ttt ctt gcc 314 
Lys Thr Glu Gin Val Leu Leu Ser Asp Gly Glu He Thr Phe Leu Ala 

50 55 60 

aac cac act eta aat gga gaa ate ctt ega aat gea gag agt ggt get 362 
Asn His Thr Leu Asn Gly Glu He Leu Arg Asn Ala Glu Ser Gly Ala 

65 70 75 

ata gat gta aag ttt ttt gtc ttg tet gaa aag gga gtg att att gtt 410 
He Asp Val Lys Phe Phe Val Leu Ser Glu Lys Gly Val He He Val 
80 85 90 95 

tea tta ate ttt gat gga aac tgg aat ggg gat ygc age aca tat g 456 
^ Ser Leu He Phe Asp Gly Asn Trp Asn Gly Asp Xaa Ser Thr Tyr 
yi 100 105 110 

U <210> 1964 
<211> 348 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 27 . . 347 



<400> 1964 

aggcccgtcc ccgagccctg ceaace atg gtg aac ttg ggt ctg tec egg gtg 53 

Met Val Asn Leu Gly Leu Ser Arg Val 

101 



149 



197 



245 



293 



341 



1303 



90 95 100 105 

cgt gac a 
Arg Asp 

<210> 1965 
<211> 507 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 122 . .505 



60 



<400> 1965 

ctactctagt ccaagtgtag tcctggcctc atacaatcat gatggcacca ggaatatctt 
agatgatttt agagaagctt acttttggct aaggcaaaat acagatgaac atgcacgagt 12 0 
a atg tct tgg tgg gat tat ggc tat cag ata get gga atg get aat aga 169 
i^. Met Ser Trp Trp Asp Tyr Gly Tyr Gin He Ala Gly Met Ala Asn Arg 

'% \ 5 10 15 

"ft act acg ttg gtg gat aat aac acc tgg aat aac age cac ata gca etg 217 
m rpj^^ r^Yvr Leu Val Asp Asn Asn Thr Trp Asn Asn Ser His He Ala Leu 

20 25 30 

UJ gtg gga aaa get atg tct tct aat gaa aca gca gee tat aaa ate atg 265 
^fi Val Gly Lys Ala Met Ser Ser Asn Glu Thr Ala Ala Tyr Lys He Met 
^ 35 40 45 

agg act eta gat gta gat tat gtt ttg gtt att ttt gga ggg gtt att 313 
^ Arg Thr Leu Asp Val Asp Tyr Val Leu Val He Phe Gly Gly Val He 

50 55 60 

51 ggc tat tct ggt gat gat ate aac aaa ttt etc tgg atg gtt agg ata 361 
Lli Gly Tyr Ser Gly Asp Asp He Asn Lys Phe Leu Trp Met Val Arg He 
m 65 70 75 80 

4= get gaa gga gaa cat cee aaa gac att egg gaa agt gac tat ttt acc 
O Ala Glu Gly Glu His Pro Lys Asp He Arg Glu Ser Asp Tyr Phe Thr 
O 85 90 95 

cea cag gga gaa ttc cgt gta gac aaa gca gga tec cet act ttg ttg 457 
Pro Gin Gly Glu Phe Arg Val Asp Lys Ala Gly Ser Pro Thr Leu Leu 

100 105 110 

aat tgc ett atg tat aaa atg tea tac tac aga ttt gga gaa atg cag 
Asn Cys Leu Met Tyr Lys Met Ser Tyr Tyr Arg Phe Gly Glu Met Gin 
115 120 125 

ct 

<210> 1966 
<211> 420 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 238 . .420 



409 



505 



507 



<400> 1966 



1304 




acttccttgc tggttgctaa gacactcttg tttcgctcct tgacaaccct ggcggrggtt 60 
cgctggctgc ggccccggct ccggcccccg cagagcagca ccccccgggg aaagacattt 120 
tctgctccca ccgagttggc agggcctgct tcctgaatct cctgggtgtg tcttaactgc 180 
cagtcccagc acctcctgaa agccccactc tcctccagtg gtcacagtgg aaggatc 237 
^tg gga gaa aca gaa ggg aag aaa gat gag get gac tat aag cga ctg 285 
Met Gly Glu Thr Glu Gly Lys Lys Asp Glu Ala Asp Tyr Lys Arg Leu 
15 10 15 

cag acc ttc cct ctg gtc agg cac teg gac atg cea gag gag atg cgc 333 
Gin Thr Phe Pro Leu Val Arg His Ser Asp Met Pro Glu Glu Met Arg 

20 25 30 

gtg gag ace atg gag eta tgt gtc aca gee tgt gag aaa ttc tee aac 381 
Val Glu Thr Met Glu Leu Cys Val Thr Ala Cys Glu Lys Phe Ser Asn 

35 40 45 

aac aac gag age gee gee aag atg ate aaa gag aca ate 42 0 

Asn Asn Glu Ser Ala Ala Lys Met lie Lys Glu Thr lie 
50 55 60 

<210> 1967 
<211> 323 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 70 . . 321 



<400> 1967 

gaaaaacgcg cgccgagaee egctcctgca gtattagttc ttgeagetgg tggtggegge 60 
tgaggcggc atg gat etc age gag ctg gag aga gac aat aca ggc cgc tgt 111 
Met Asp Leu Ser Glu Leu Glu Arg Asp Asn Thr Gly Arg Cys 
15 10 
cgc ctg agt teg cct gtg cec gcg gtg tge cgc aag gag cct tgc gte 159 
Arg Leu Ser Ser Pro Val Pro Ala Val Cys Arg Lys Glu Pro Cys Val 
15 20 25 30 

ctg ggc gte gat gag geg ggc agg ggc ecc gtg ctg ggc cec atg gtc 2 07 

Leu Gly Val Asp Glu Ala Gly Arg Gly Pro Val Leu Gly Pro Met Val 

35 40 45 

tac gee ate tgt tat tgt ecc ctg cct ege ctg gea gat ctg gag gcg 255 
Tyr Ala lie Cys Tyr Cys Pro Leu Pro Arg Leu Ala Asp Leu Glu Ala 

50 55 60 

ctg aaa gtg gea gac tea aag ace eta ttg gag age gag egg gaa agg 303 
Leu Lys Val Ala Asp Ser Lys Thr Leu Leu Glu Ser Glu Arg Glu Arg 

65 70 75 

ctg ttt gcg aaa' atg gag ga 323 
Leu Phe Ala Lys Met Glu 
80 

<210> 1968 

<211> 345 

<212> DNA 

<213> Homo sapiens 

<220> 



1305 



<221> CDS 
<222> 84 . . 344 



<400> 1968 

atccacatcc gcatcgtcgt cctccccgac cgcgtcctgc agcagctgcc agtggagccg 60 
cctgacaagg actgccatcc acc atg gtg aag ctg ggc tgc age ttc tct ggg 113 

Met Val Lys Leu Gly Cys Ser Phe Ser Gly 
15 10 
aag cca ggt aaa gac cct ggg gac mag gat ggg get gee atg gac agt 161 
Lys Pro Gly Lys Asp Pro Gly Asp Xaa Asp Gly Ala Ala Met Asp Ser 

15 20 25 

gtg cct ctg ate age eec ttg gac ate age eag etc eag eeg eea etc 209 
Val Pro Leu lie Ser Pro Leu Asp lie Ser Gin Leu Gin Pro Pro Leu 

30 35 40 

eet gae cag gtg gte ate aag aca eag aca gaa tae eag etg tec tee 257 
Pro Asp Gin Val Val lie Lys Thr Gin Thr Glu Tyr Gin Leu Ser Ser 
45 50 55 

f^j -eea gae cag cag aat tte eet gae etg gag ggc cag agg ctg aac tgc 305 

Pro Asp Gin Gin Asn Phe Pro Asp Leu Glu Gly Gin Arg Leu Asn Cys 
=^ 60 65 70 

age caa gag gaa ggg ege agg str mcc aca cnn aee eea e 345 
Ser Gin Glu Glu Gly Arg Arg Xaa Xaa Thr Xaa Thr Pro 
75 80 85 

^ <210> 1969 

<211> 472 

- <212> DNA 

<213> Homo sapiens 

<22 0> 
^£ <221> CDS 

4=^ <222> 84 . .470 



<400> 1969 

atccacatcc gcatcgtcgt eeteeeegac cgcgtcctgc agcagctgcc agtggagccg 60 
cctgacaagg aetgeeatee aee atg gtg aag etg gge tgc age ttc tct ggg 113 

Met Val Lys Leu Gly Cys Ser Phe Ser Gly 
15 10 
aag cca ggt aaa gac cct ggg gae cag gat ggg get gee atg gac agt 161 
Lys Pro Gly Lys Asp Pro Gly Asp Gin Asp Gly Ala Ala Met Asp Ser 

15 20 25 

gtg eet ctg ate age cec ttg gae ate age cag etc eag eeg eea etc 209 
Val Pro Leu lie Ser Pro Leu Asp lie Ser Gin Leu Gin Pro Pro Leu 

30 35 40 

eet gac cag gtg gte ate aag aca cag aca gaa tae cag ctg tee tec 257 
Pro Asp Gin Val Val lie Lys Thr Gin Thr Glu Tyr Gin Leu Ser Ser 

45 50 55 

cca gac cag cag aat ttc cct gac ctg gag ggc cag agg ctg aac tgc 305 
Pro Asp Gin Gin Asn Phe Pro Asp Leu Glu Gly Gin Arg Leu Asn Cys 

60 65 70 

age eac cca gag gaa ggg cgc agg ctg cec ace gca egg atg ate gee 353 
Ser His Pro Glu Glu Gly Arg Arg Leu Pro Thr Ala Arg Met lie Ala 



1306 



/ D 










R 0 

O \J 








85 










90 




ttc 


gcc 


atg 


gcg 


eta 


etg 


ggc 


tge 


gtg 


etg ate 


atg 


tac 


aag 


gee 


ate 


401 


Phe 


Ala 


Met 


Ala 


Leu 
95 


Leu 


Gly 


Cys 


Val 


Leu lie 
100 


Met 


Tyr 


Lys 


Ala 
105 


He 




tgg 


tac 




cag 


ttc 


acc 


tgc 


ccc 


gac 


ggc ttc 


etg 


etg 


egg 


cac 


aag 


449 


Trp 


Tyr 


Asp 


Gin 
110 


Phe 


Thr 


Cys 


Pro 


Asp 
115 


Gly Phe 


Leu 


Leu 


Arg 
120 


His 


Lys 




ate 


tgc 


acg 


ccg 


etg 


aec 


etg 


ga 
















472 


lie 


Cys 


Thr 
125 


Pro 


Leu 


Thr 


Leu 





















<210> 1970 

<211> 445 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 124 . .444 



<400> 1970 

aattgcctcg gtgatgtcgt gggttcaagc agcetccttg atceagggec ctggagacaa 60 
aggggacgtg tttgacgaag aageagacga gtcgctcctg gcgcanggga atggeagagt 120 
aac atg caa aga cga gtc aaa gaa ggt tat aga gat gga ata gat get 168 
Met Gin Arg Arg Val Lys Glu Gly Tyr Arg Asp Gly He Asp Ala 
15 10 15 

ggc aaa gea gtt act ett caa cag ggc ttc aat caa ggt tat aag aaa 216 
Gly Lys Ala Val Thr Leu Gin Gin Gly Phe Asn Gin Gly Tyr Lys Lys 

20 25 30 

ggt gca gaa gtc att tta aae tat gga cga etc cga gga aca ttg agt 264 
Gly Ala Glu Val He Leu Asn Tyr Gly Arg Leu Arg Gly Thr Leu Ser 

35 40 45 

get ttg etc tec tgg tgt cac ett cat aat aat aat tea act ttg ate 312 
Ala Leu Leu Ser Trp Cys His Leu His Asn Asn Asn Ser Thr Leu He 

50 55 60 

aat aaa ata aac aat ett etg gat gca gtt ggc cag tgt gaa gag tat 360 
Asn Lys He Asn Asn Leu Leu Asp Ala Val Gly Gin Cys Glu Glu Tyr 

65 70 75 

gtg etc aaa eat etg aaa tea ate act eca meg tee cat gtt gta gat 408 
Val Leu Lys His Leu Lys Ser He Thr Pro Xaa Ser His Val Val Asp 
80 85 90 95 

tta ttg gac tec att gag gat atg gac ett tgt eat g 445 
Leu Leu Asp Ser He Glu Asp Met Asp Leu Cys His 
100 105 



<210> 1971 

<211> 285 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 78 . .284 



1307 



60 



206 



285 



<400> 1971 

ggaagtagcc ggaatctctg aaagactgac cgactgactc tgacaggatc cggggctgag 
ggaaggaggc ggcggcc atg gag ttg ggc gag ctg etc tac aac aag tct 110 

Met Glu Leu Gly Glu Leu Leu Tyr Asn Lys Ser 
15 10 
gag tac ate gag aeg gca tct ggg aac aaa gtc agt cgc cag tea gtg 158 
Glu Tyr He Glu Thr Ala Ser Gly Asn Lys Val Ser Arg Gin Ser Val 

15 20 25 

ttg tgt gga age eag aac ate gtt etc aat ggc aag ace att gtg atg 
Leu Cys Gly Ser Gin Asn He Val Leu Asn Gly Lys Thr He Val Met 

30 35 40 

aat gac tgt att ate ega ggg gat ctg gca aat gta aga gtt gga cgt 254 
Asn Asp Cys He He Arg Gly Asp Leu Ala Asn Val Arg Val Gly Arg 

45 50 55 

eat tgt gtt gtg aaa agt cgt agt gtc ata a 
His Cys Val Val Lys Ser Arg Ser Val He 
60 65 

<210> 1972 
f} <211> 390 

<212> DNA 
Uj <213> Homo sapiens 

^ <220> 

<221> CDS 
<222> 20 . .388 

is 

!j: <400> 1972 

^"J ecettaeggc gecggagag atg geg gag ttg gae ate ggg cag cac tgc eag 52 
i Met Ala Glu Leu Asp He Gly Gin His Cys Gin 

n 1 5 10 

-:S gtg gag cat tgc egg eag ega gat ttt ctt cca ttt gtg tgt gat gat 100 
Val Glu His Cys Arg Gin Arg Asp Phe Leu Pro Phe Val Cys Asp Asp 

15 20 25 

tgt tea gga ata ttt tgc ctt gaa cae aga age agg gag tct eat ggt 
Cys Ser Gly He Phe Cys Leu Glu His Arg Ser Arg Glu Ser His Gly 

30 35 40 

tgt cet gag gtg act gta ate aat gag aga ctg aag aca gat caa eat 196 
Cys Pro Glu Val Thr Val He Asn Glu Arg Leu Lys Thr Asp Gin His 

45 50 55 

aca tet tac cca tgc tct ttc aaa gae tgt get gag aga gaa ctt gtg 
Thr Ser Tyr Pro Cys Ser Phe Lys Asp Cys Ala Glu Arg Glu Leu Val 
60 65 70 75 

gca gtt ata tgt eet tat tgt gag aag aat ttt tgc ctg aga eac cgt 
Ala Val He Cys Pro Tyr Cys Glu Lys Asn Phe Cys Leu Arg His Arg 

80 85 90 

eat cag tea gat eat gag tgt gaa aaa ctg gaa ate cca age teg aat 
His Gin Ser Asp His Glu Cys Glu Lys Leu Glu He Pro Ser Ser Asn 

95 100 105 

gge tge act cag aaa ctt gtt aaa gre att att gat tee aag aca gga 
Gly Cys Thr Gin Lys Leu Val Lys Xaa He He Asp Ser Lys Thr Gly 



148 



244 



292 



340 



388 



1308 



110 115 120 



ga 



390 



<210> 1973 

<211> 240 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 73 . . 240 



<400> 1973 

ctttttgttc cggggccgca ggcggggcag gcccgacttt cgccgtcttc ttgtctactc 60 
tccagaacgg cc atg att tec caa ttc ttc att ctg tec tec aag ggg gae 111 

Met lie Ser Gin Phe Phe lie Leu Ser Ser Lys Gly Asp 

15 10 
meg etc ate tac aaa gae ttc cgc ggg gae agt ggc ggc egg gat gtg 159 
Xaa Leu lie Tyr Lys Asp Phe Arg Gly Asp Ser Gly Gly Arg Asp Val 

15 20 25 

gsc gag etc ttc tac mgg aag ctg aeg gga ctg eca gga kac gag tec 207 
Xaa Glu Leu Phe Tyr Arg Lys Leu Thr Gly Leu Pro Gly Xaa Glu Ser 
30 35 40 45 

ccg gtt gte atg cat cac cat ggc cgt yat ttc 240 
Pro Val Val Met His His His Gly Arg Xaa Phe 
50 55 





<210> 


1974 


irfs 


<211> 


401 


«? 


<212> 


DNA 




<213> 


Homo 
















<220> 






<221> 


CDS 




<222> 


124 . 



,399 



<400> 1974 

eccttccegc cegctccect tttcccctca gtegectcgc gcetgcagtt tttggctttc 60 
acccccaacc agtgaccaaa 'gacttgacca ctcaaagtcc agctccccag aacactgctc 120 

168 



216 



264 



312 



360 



gae 


atg 


gae 


ace 


ggt 


gtg 


att 


gaa 


ggt 


gga 


tta 


aat 


gte 


act 


etc 


ace 




Met 


Asp 


Thr 


Gly 


Val 


He 


Glu 


Gly 


Gly 


Leu 


Asn 


Val 


Thr 


Leu 


Thr 




1 








5 










10 










15 


ate 


egg 


eta 


ett 


atg 


cat 


gga 


aag 


gaa 


gtt 


ggc 


agt 


ate 


ate 


gga 


aag 


He 


Arg 


Leu 


Leu 


Met 


His 


Gly 


Lys 


Glu 


Val 


Gly 


Ser 


He 


He 


Gly 


Lys 










20 










25 










30 




aaa 


gga 


gaa 


tea 


gtt 


aag 


aag 


atg 


cgc 


gag 


gag 


agt 


ggt 


gca 


cgt 


ate 


Lys 


Gly 


Glu 


Ser 


Val 


Lys 


Lys 


Met 


Arg 


Glu 


Glu 


Ser 


Gly 


Ala 


Arg 


He 








35 










40 










45 






aac 


ate 


tea 


gaa 


ggg 


aat 


tgt 


cet 


gag 


aga 


att 


ate 


act 


ttg 


get 


gga 


Asn 


He 


Ser 


Glu 


Gly 


Asn 


Cys 


Pro 


Glu 


Arg 


He 


He 


Thr 


Leu 


Ala 


Gly 






50 










55 










60 








cec 


act 


aat 


gee 


ate 


ttc 


aaa 


gcc 


ttt 


get 


atg 


ate 


att 


gae 


aaa 


ctg 



1309 



Pro Thr Asn Ala lie Phe Lys Ala Phe Ala Met lie lie Asp Lys Leu 

65 70 75 

gaa gag gac ata age age tct atg acc aat age aca get gc 401 
Glu Glu Asp lie Ser Ser Ser Met Thr Asn Ser Thr Ala 
80 85 90 

<210> 1975 
<211> 284 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 114 . .284 



<400> 1975 

cagtggcccc ttgataatct gggtctcacg ggaccagcta ggggtccagg tttcagtcag 60 

taaataagag tggtccacgt cctaaagaca cctctccttt acaaagactt gtg atg 116 
^ Met 

etc tgg ggc ttc tgt ggc caa gcc oca ccc ttt cct ggt cat ggt acc 164 
Leu Trp Gly Phe Cys Gly Gin Ala Pro Pro Phe Pro Gly His Gly Thr 

y 5 10 15 

<=^9t aca gcg ttg atg gcc aca get cga agg ggg get ttc gtg tec ccc 212 
Arg Thr Ala Leu Met Ala Thr Ala Arg Arg Gly Ala Phe Val Ser Pro 

Jti 2 0 2 5 3 0 

™ tgt gcg gtc agt gtt ttc agt acc acc tct etc ccg tgc eca ctt ggc 260 
1^ Cys Ala Val Ser Val Phe Ser Thr Thr Ser Leu Pro Cys Pro Leu Gly 
35 40 45 

tat tta ctt att tat tta ttg tgt 284 
iiy Tyr Leu Leu lie Tyr Leu Leu Cys 
=4^ 50 55 

Q <210> 1976 

<211> 368 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 12 . .368 



<400> 1976 

aaaaaaacac t atg eta atg gca tgg tgc cgc ggt cct gtc ttg ctg tgc 50 
Met Leu Met Ala Trp Cys Arg Gly Pro Val Leu Leu Cys 
15 10 
ctg egg cag ggg etc gga acc aat tea ttc ctg cac ggc ctg ggg cag 98 
Leu Arg Gin Gly Leu Gly Thr Asn Ser Phe Leu His Gly Leu Gly Gin 

15 20 25 

gag ccc ttc gag gga get egg yea ctg tgt tgc agg tec teg cen aga 146 
Glu Pro Phe Glu Gly Ala Arg Xaa Leu Cys Cys Arg Ser Ser Pro Arg 
30 35 40 45 



1310 



aye ntg cga gat gga gaa 
Xaa Xaa Arg Asp Gly Glu 
50 

cca gga gca gak tct tgc 
Pro Gly Ala Xaa Ser Cys 
65 

ggg act gga tgt ctt teg 
Gly Thr Gly Cys Leu Ser 
80 

egg gaa gag tea tee cct 
Arg Glu Glu Ser Ser Pro 
95 

ggc egg tge ggt ccc aca 
Gly Arg Cys Gly Pro Thr 
110 115 



aga gag cae gag gcg gca 
Arg Glu His Glu Ala Ala 
55 

cca tct etc cet ctg age 
Pro Ser Leu Pro Leu Ser 
70 

tea ctg gaa aac etc aga 
Ser Leu Glu Asn Leu Arg 
85 

cga gag etc gag gac teg 
Arg Glu Leu Glu Asp Ser 
100 105 
nae cag gga tec 
Xaa Gin Gly Ser 



eaa agg aaa gee 194 
Gin Arg Lys Ala 
60 

ate teg gam att 242 
lie Ser Xaa lie 
75 

ctg ccg wyg nng 2 90 

Leu Pro Xaa Xaa 

90 

ake gga gac cag 33 8 

Xaa Gly Asp Gin 

368 



<210> 1977 
<211> 447 
jf=«= <212> DNA 

<213> Homo sapiens 

f: <220> 

<221> CDS 
W <222> 34 . . 447 



^ <400> 1977 



gttttttggc ageggataga ggaeaegaee aag atg gcg gcg gtg tct ggc ttg 54 

Met Ala Ala Val Ser Gly Leu 
1 5 

gtg egg aga ccc ctt egg gag gte tec ggg ctg ctg aag agg egc ttt 102 
val Arg Arg Pro Leu Arg Glu Val Ser Gly Leu Leu Lys Arg Arg Phe 
10 15 20 

150 



198 



246 



294 



342 



390 



438 



eac 


tgg 


acc 


gcg 


ccg 


get 


gcg 


ctg 


cag 


gtg 


aca 


gtt 


egt 


gat 


get 


ata 


His 


Trp 


Thr 


Ala 


Pro 


Ala 


Ala 


Leu 


Gin 


Val 


Thr 


Val 


Arg 


Asp 


Ala 


He 




25 










30 










35 










aat 


cag 


ggt 


atg 


gat 


gag 


gag 


ctg 


gaa 


aga 


gat 


gag 


aag 


gta 


ttt 


ctg 


Asn 


Gin 


Gly 


Met 


Asp 


Glu 


Glu 


Leu 


Glu 


Arg 


Asp 


Glu 


Lys 


Val 


Phe 


Leu 


40 










45 










50 










55 


ctt 


gga 


gaa 


gaa 


gtt 


gee 


cag 


tat 


gat 


ggg 


gca 


tac 


aag 


gtt 


agt 


cga 


Leu 


Gly 


Glu 


Glu 


Val 


Ala 


Gin 


Tyr 


Asp 


Gly 


Ala 


Tyr 


Lys 


Val 


Ser 


Arg 








60 










65 










70 




ggg 


ctg 


tgg 


aag 


aaa 


tat 


gga 


gac 


aag 


agg 


att 


att 


gac 


act 


ccc 


ata 


Gly 


Leu 


Trp 


Lys 


Lys 


Tyr 


Gly 


Asp 


Lys 


Arg 


He 


He 


Asp 


Thr 


Pro 


He 








75 










80 










85 






tea 


gag 


atg 


ggc 


ttt 


get 


gga 


att 


get 


gta 


ggt 


gca 


get 


atg 


get 


ggg 


Ser 


Glu 


Met 


Gly 


Phe 


Ala 


Gly 


He 


Ala 


Val 


Gly 


Ala 


Ala 


Met 


Ala 


Gly 






90 










95 










100 








ttg 


egg 


ccc 


att 


tgt 


gaa 


ttt 


atg 


acc 


ttc 


aat 


ttc 


tec 


atg 


caa 


gee 


Leu 


Arg 


Pro 


He 


Cys 


Glu 


Phe 


Met 


Thr 


Phe 


Asn 


Phe 


Ser 


Met 


Gin 


Ala 




105 










110 










115 










att 


gac 


cag 


gtt 


ata 


aac 


tea 


get 


gee 


aag 


ace 


tac 


tac 


atg 


tct 


ggt 


He 


Asp 


Gin 


Val 


He 


Asn 


Ser 


Ala 


Ala 


Lys 


Thr 


Tyr 


Tyr 


Met 


Ser Gly 


120 








125 










130 










135 
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^ # 



ggc ttc age 
Gly Phe Ser 

<210> 1978 

<211> 333 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 114 . - 332 



<400> 1978 

gcggaacttt ggtgcagcct gatgcgcaac gtggggactc aggcgcgctg ggcggcagga 
gttgcttccg gccgtgttgg tggtctgaat tgagaagccg cgactaaggg aag atg 

Met 
1 





gag 


aca 


ata 


ctg 


gag 


cag 


cag 


egg 


cgc 


tat 


cat 


gag 


gag 


aag 


gaa 


egg 


164 




Glu 


Thr 


He 


Leu 


Glu 


Gin 


Gin 


Arg 


Arg 


Tyr 


His 


Glu 


Glu 


Lys 


Glu 


Arg 












5 










10 










15 






212 




etc 


atg 


gae 


gte 


atg 


get 


aaa 


gag 


atg 


etc 


ace 


aag 


aag 


tec 


acg 


etc 




Leu 


Met 


Asp 


Val 


Met 


Ala 


Lys 


Glu 


Met 


Leu 


Thr 


Lys 


Lys 


Ser 


Thr 


Leu 










20 










25 










30 










I 


egg 


gae 


cag 


ate 


aat 


tct 


gat 


eac 


cgc 


act 


egg 


gee 


atg 


caa 


gat 


agg 


260 




Arg 


Asp 


Gin 


He 


Asn 


Ser 


Asp 


His 


Arg 


Thr 


Arg 


Ala 


Met 


Gin 


Asp 


Arg 








35 










40 










45 














tat 


atg 


gag 


gte 


agt 


ggg 


aac 


ctg 


agg 


gat 


ttg 


tat 


gat 


gat 


aag 


gat 


308 


o 

ry 


Tyr 


Met 


Glu 


Val 


Ser 


Gly Asn 


Leu 


Arg 


Asp 


Leu 


Tyr 


Asp 


Asp 


Lys 


Asp 




50 










55 










60 










65 


333 


ir? ■ 


gga 


tta 


cga 


aag 


gag 


gag 


etc 


aat 


g 
















:; ^s? 


Gly 


Leu 


Arg 


Lys 


Glu 


Glu 


Leu 


Asn 





















^ 7 0 



<210> 1979 

<211> 535 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 2 . . 535 



<400> 1979 

g atg atg cgt cgt tac cag gat gee ate egg gte ttc gcc aac ate etc 
Met Met Arg Arg Tyr Gin Asp Ala He Arg Val Phe Ala Asn lie Leu 
15 10 15 

etc tac ate cag agg ace aag age atg ttc cag agg ace acg tac aag 
Leu Tyr He Gin Arg Thr Lys Ser Met Phe Gin Arg Thr Thr Tyr Lys 

20 25 30 

tat gag atg att aac aag cag aat gag cag atg cat gcg ctg ctg gcc 
Tyr Glu Met He Asn Lys Gin Asn Glu Gin Met His Ala Leu Leu Ala 
35 40 45 



1312 



<210> 1980 

<211> 307 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 135. .305 



289 



att gcc etc acg atg tac ccc atg cgt ate gat gag age att cac etc 193 
He Ala Leu Thr Met Tyr Pro Met Arg He Asp Glu Ser He His Leu 

50 55 60 

cag ctg egg gag aaa tat ggg gac aag atg ttg cge atg cag aaa ggt 241 
Gin Leu Arg Glu Lys Tyr Gly Asp Lys Met Leu Arg Met Gin Lys Gly 
65 70 75 80 

gac cca caa gte tat gaa gaa ett ttc agt tac tec tge ccc aag ttc 
Asp Pro Gin Val Tyr Glu Glu Leu Phe Ser Tyr Ser Cys Pro Lys Phe 

85 90 95 

ctg teg cct gta gtg ccc aac tat gat aat gtg cac eee aae tac cac 337 
Leu Ser Pro Val Val Pro Asn Tyr Asp Asn Val His Pro Asn Tyr His 

100 105 110 

aaa gag ccc ttc ctg cag cag ctg aag gtg ttt tct gat gaa gta cag 385 
Lys Glu Pro Phe Leu Gin Gin Leu Lys Val Phe Ser Asp Glu Val Gin 

115 120 125 

cag cag gee cag ett tea ace ate egc age ttc ctg aag etc tac ace 433 
Gin Gin Ala Gin Leu Ser Thr He Arg Ser Phe Leu Lys Leu Tyr Thr 

130 135 140 

acc atg cct gtg gcc aag ctg get ggc ttc ctg gac etc aca gag cag 481 
Thr Met Pro Val Ala Lys Leu Ala Gly Phe Leu Asp Leu Thr Glu Gin 
145 150 155 160 

f! gag ttc egg ate cag ett ett gte gtc aaa cac aag atg aag aam etc 52 9 

^ Glu Phe Arg He Gin Leu Leu Val Val Lys His Lys Met Lys Xaa Leu 
Ui 165 170 175 

gtg tgg 
^ Val Trp 



<400> 1980 

attattatta tcaaatccaa tcagtggaag aaaggcaaac aagtgaettg gcaettctge 60 
ctcagteaag gaggctectt gatttatggt agctttggac ttgettccce gkctgactgt 120 
ccttgactte taga atg gaa gaa get gag ctg gtg aag gga aga etc cag 170 

Met Glu Glu Ala Glu Leu Val Lys Gly Arg Leu Gin 

15 10 
gcc ate aca gat aaa aga aaa ata cag gaa gaa ate tea cag aag egt 218 
Ala He Thr Asp Lys Arg Lys He Gin Glu Glu He Ser Gin Lys Arg 

15 20 25 

ctg aaa ata gag gaa gac aaa eta aag cac cag eat ttg aag aaa aag 266 
Leu Lys He Glu Glu Asp Lys Leu Lys His Gin His Leu Lys Lys Lys 

30 35 40 

gcc ttg agg gag aaa tgg ett eta gat gga ate age age gg 307 
Ala Leu Arg Glu Lys Trp Leu Leu Asp Gly He Ser Ser 
45 50 55 

<210> 1981 



1313 



<211> 378 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 206 . . 376 



<400> 1981 

attacatgtg tctgtctggc ctgatctgtg catctgctcg 
ggaatttctc tatttctcca ctggtgcaaa gagcggattt 
acccccgctc ctctccccca ggaggctcct tgatttatgg 
cgtctgactg tccttgactt ctaga atg gaa gaa get 

Met Glu Glu Ala 

1 

aga etc cag gee ate aca gat aaa aga aaa ata 
Arg Leu Gin Ala lie Thr Asp Lys Arg Lys lie 
10 15 20 

eag aag egt etg aaa ata gag gaa gae aaa eta 
Gin Lys Arg Leu Lys lie Glu Glu Asp Lys Leu 

30 35 
aag aaa aag gee ttg agg gag aaa tgg ett eta 
Lys Lys Lys Ala Leu Arg Glu Lys Trp Leu Leu 
45 50 

gg 



gagaegetce tgaeaagtcg 
eteectgett etettetgte 
tagctttgga ettgetteee 
gag etg gtg aag gga 
Glu Leu Val Lys Gly 
5 

cag gaa gaa ate tea 
Gin Glu Glu lie Ser 
25 

aag eae cag cat ttg 
Lys His Gin His Leu 
40 

gat gga ate age age 
Asp Gly lie Ser Ser 
55 



60 
120 
180 
232 



280 



328 



376 



378 





<210> 


1982 




<211> 


276 


m 


<212> 


DNA 


ii y 


<213> 


Homo 




<220> 






<221> 


CDS 




<222> 


97. . 



276 



<400> 1982 

gtgattgtct egtectggga tegegagagg tgtatataea gggaggccag geagcctgga 60 



gttagccgac egttgegaga cgttgagetg eggaag 


atg 


agt 


cca 


aag 


ccg 


aga 


















Met 
1 


Ser 


Pro 


Lys 


Pro 
5 


Arg 


gee 


teg 


gga 


cct 


ccg 


gee 


aag 


gcc acg gag 


gca 


gga 


aag 


agg 


aag 


tee 


Ala 


Ser 


Gly 


Pro 


Pro 


Ala 


Lys 


Ala Thr Glu 


Ala 


Gly 


Lys 


Arg 


Lys 


Ser 








10 








15 








20 






tec 


tet 


cag 


ccg 


age 


eee 


agt 


gac ccg aag 


aag 


aag 


act 


ace 


aag 


gtg 


Ser 


Ser 


Gin 


Pro 


Ser 


Pro 


Ser 


Asp Pro Lys 


Lys 


Lys 


Thr 


Thr 


Lys 


Val 






25 










30 






35 








gcc 


aag 


aag 


gga 


aaa 


gca 


gtt 


cgt aga ggg 


aga 


cge 


ggg 


aag 


aaa 


ggg 


Ala 


Lys 


Lys 


Gly 


Lys 


Ala 


Val 


Arg Arg Gly 


Arg 


Arg 


Gly 


Lys 


Lys 


Gly 




40 










45 






50 










get 


gcg 


aca 


aag 


atg 


gcg 


















Ala 


Ala 


Thr 


Lys 


Met 


Ala 



















55 60 
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<210> 1983 

<211> 242 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 89. .241 



<400> 1983 

ctacttcacg gatccgcttc aaagaggcag ctgcagtgga gaatcatgtt aagctcggct 60 
actgcggaga gcccaaggta gcccaata atg gat ttt gat gag cgt ggt ccc 112 

Met Asp Phe Asp Glu Arg Gly Pro 

1 5 

tgc tec tct aac atg tat ttg cca agt tgt act tac tac gtc teg ggt 160 
Cys Ser Ser Asn Met Tyr Leu . Pro Ser Cys Thr Tyr Tyr Val Ser Gly 

10 15 20 

cca gat ttc tec age etc cet tct ttt ctg cnc eag ace ecg xtet teg 208 
Pro Asp Phe Ser Ser Leu Pro Ser Phe Leu Xaa Gin Thr Pro Ser Ser 
25 30 35 40 

cgc cca atg aca tac tec tac tec tec aac ctg c 242 
Arg Pro Met Thr Tyr Ser Tyr Ser Ser Asn Leu 
45 50 

<210> 1984 
<211> 413 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 159. .413 



<400> 1984 

agtgcgtcat cagagagegc cggaagcggt ccgagaatga agagtgtgat ctaccatgca 60 
ttgtetcaga aagaggegaa tgacteegat gtccagcctt caggageaea gegggeegag 12 0 
gccttegtga gggeettcet gaagegeasa egeeeegc atg age ecg eag gee cgc 176 

Met Ser Pro Gin Ala Arg 
1 5 

gag gac cag ctg cag cge aag gcg gtg gtc ctg gag tac ttc ace cgc 224 
Glu Asp Gin Leu Gin Arg Lys Ala Val Val Leu Glu Tyr Phe Thr Arg 

10 15 20 

cac aag cgc aag gag aag aag aag aaa gee aaa ggc etc tct gee agg 272 
His Lys Arg Lys Glu Lys Lys Lys Lys Ala Lys Gly Leu Ser Ala Arg 

25 30 35 

caa agg mgg gag ctg egg etc ttt gac att aaa cea gag cag eag aga 320 
Gin Arg Arg Glu Leu Arg Leu Phe Asp He Lys Pro Glu Gin Gin Arg 

40 45 50 

tac age ett ttc etc cet etc eat gaa cng tgg maa cag tac ate agg 368 
Tyr Ser Leu Phe Leu Pro Leu His Glu Xaa Trp Xaa Gin Tyr He Arg 
55 60 65 70 
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wcc tgt gca gtg ggc tea age aga eae gea gee aca gat gat tea 413 
Xaa Cys Ala Val Gly Ser Ser Arg His Ala Ala Thr Asp Asp Ser 
75 80 85 



<210> 1985 

<211> 328 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 39. .326 



yl 



<400> 1985 

aaaagaggct gaageteeae ctgggagggg aggeagaa atg gag gaa egg geg ttc 56 

Met Glu Glu Arg Ala Phe 
1 5 

gte aac ccc ttc eeg gac tae gag gee gee gee ggg geg ctg ete gcc 104 
Val Asn Pro Phe Pro Asp Tyr Glu Ala Ala Ala Gly Ala Leu Leu Ala 

10 15 20 

tee gga geg gcc gaa gag aca gge tgt gtt egt ccc eeg geg ace ack 152 
n Ser Gly Ala Ala Glu Glu Thr Gly Cys Val Arg Pro Pro Ala Thr Thr 
=^ 25 30 35 

gat gag eee ggc etc cet ttt eat eag gac ggg aag ate att cat aat 200 
■fi Asp Glu Pro Gly Leu Pro Phe His Gin Asp Gly Lys lie lie His Asn 
^ 40 45 50 

i£ ttc ata aga egg ate cag acc aaa att aaa gat ctt ctg eag caa atg 248 

p Phe lie Arg Arg lie Gin Thr Lys lie Lys Asp Leu Leu Gin Gin Met 
m 55 60 65 70 

gaa gaa ggg ctg aag aca get gat ccc cat gae tgc tct get tat act 296 
"5: Glu Glu Gly Leu Lys Thr Ala Asp Pro His Asp Cys Ser Ala Tyr Thr 
j 75 80 85 

gge tgg aca ggc ata gcc ttt tgt acc tgc ag 32 8 

P Gly Trp Thr Gly He Ala Phe Cys Thr Cys 
90 95 



<210> 1986 

<211> 465 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 23 . .463 



<400> 1986 

gaagcggggg tgggatetga ae atg geg geg gtg gta get get aeg geg ctg 52 

Met Ala Ala Val Val Ala Ala Thr Ala Leu 
15 10 
aag ggc egg ggg geg aga aat gee ege gtc etc egg ggg att ete gca 100 
Lys Gly Arg Gly Ala Arg Asn Ala Arg Val Leu Arg Gly He Leu Ala 
15 20 25 
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^ # 



ru 





gc c 


aea 


gc t 


aac 


aag 


act 


tet 


cat 


aac 


aaa 


ace 


coa 


gee 


eta 


caa 


148 


J. y 








A c; n 


T.\/c; 
i-ty o 


Ala 


Ser 


His 
3 5 


Asn 


Ara 


Thr 


Arg 


Ala 
4 0 


Leu 


Gin 




ciy 


c ac 




tec 


cea 


yc^y 


yy 


aag 


y c*y 


gaa 


ce t 


gaa 


cec 


eta 


tec 


ceg 


196 


Ser 


His 


Ser 


Ser 


Pro 


Glu 


Gly 


Lys 

J u 


Glu 


Glu 


Pro 


Glu 


Pro 
55 


Leu 


Ser 


Pro 




9^9 


ctg 


gaa 


t- a r' 


a i- i- 


C 


y 


ddy 


dyy 


yy*- 


aag 


aac 


ee e 


atg 


aaa 


act 


244 


Glu 


Leu 

D U 


Glu 


Tyr 


He 


Pro 


Arg 

D D 


Lys 


Arg 


Gly 


Lys 


Asn 


Pro 


Met 


Lys 


Ala 




9^9 


gga 


ctg 


gee 




r~\ 
y 


ate 


yy^ 


ttc 


C c t 


tat 
uy L. 


aat 

y y ^ 


ate 


etc 


etc 


ttc 


292 


Val 


Gly 


Leu 


Ala 


Trp 


Ala 


He 


Gly 


Phe 


Pro 


Cys 


Gly 


He 


Leu 


Leu 


Phe 




/ 3 










o u 










O -J 










90 






1" 




aag 




gaa 


y "-y 


gae 


aag 


gae 


egt 


ata 
y i-y 


aag 


cag 


ata 


aag 


340 


He 


Leu 


Thr 


Lys 


Arg 
yb 


Glu 


Val 


Asp 


Lys 


Asp 

inn 
X u u 


Arg 


Val 


Lys 


Gin 


Met 

X U J 


Lys 




get 


egg 


eag 


aac 


atg 


egg 


ttg 


tec 


aac 


aeg 


ggc 


gag 


tat 


gag 


age 


cag 


388 


Ala 


Arg 


Gin 


Asn 
110 


Met 


Arg 


Leu 


Ser 


Asn 
115 


Thr 


Gly 


Glu 


Tyr 


Glu 
120 


Ser 


Gin 




agg 


ttc 


agg 


get 


tee 


tec 


eag 


agt 


gee 


ceg 


tee 


cet 


gat 


gtt 


999 


tet 


436 


Arg 


Phe 


Arg 
125 


Ala 


Ser 


Ser 


Gin 


Ser 
130 


Ala 


Pro 


Ser 


Pro 


Asp 
135 


Val 


Gly 


Ser 




999 


gtg 


eag 


act 


gag 


gag 


cge 


tgc 


gae 


cc 














465 


Gly 


Val 
140 


Gin 


Thr 


Glu 


Glu 


Arg 
145 


Cys 


Asp 



















<210> 1987 

<211> 311 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 122 . .310 



<400> 1987 

ctetegtagc tcaceetggc cceaggeegg gcggctcgag ggggaggagt taccgeegtt 60 
ctteggcate agaacaeace atgatggetg tgaectaaga eccteaggaa gecceggggt 120 
e atg gee eag aag eac cec gga gaa aga ggg ttg tat gga gee cac eae 169 
Met Ala Gin Lys His Pro Gly Glu Arg Gly Leu Tyr Gly Ala His His 
15 10 15 

a9t ggt ggt gee tee etc agg act tta gga cec tec gtg gae cet gaa 217 
Ser Gly Gly Ala Ser Leu Arg Thr Leu Gly Pro Ser Val Asp Pro Glu 

20 25 30 

ata cet tea ttc tea gga etc agg gae tea gea ggg act get cet aat 265 
He Pro Ser Phe Ser Gly Leu Arg Asp Ser Ala Gly Thr Ala Pro Asn 

35 40 45 

ggt ace cge tgc etc aea gag cac tet ggt cet aag eac aea cag c 311 
Gly Thr Arg Cys Leu Thr Glu His Ser Gly Pro Lys His Thr Gin 
50 55 60 



<210> 1988 
<211> 371 
<212> DNA 
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<213> Homo sapiens 

<220> 
<221> CDS 
<222> 84 . ,371 



209 



<400> 1988 

aaaagtagag aaagtggaag aggaaagagt taccccagcg agaaccggga accgggctgc 60 
agactctccg gcccggggga ggg atg agt ttc act ctg gtt gcc cag get gga 113 

Met Ser Phe Thr Leu Val Ala Gin Ala Gly 
15 10 
gtg caa tgg cgc gat etc ggc tea ccg caa cct ctg cet ccc gga ttc 161 
Val Gin Trp Arg Asp Leu Gly Ser Pro Gin Pro Leu Pro Pro Gly Phe 

15 20 25 

aag cga ttc tec tge ttc age etc ccg agt age tgg gat tae agg eat 
Lys Arg Phe Ser Cys Phe Ser Leu Pro Ser Ser Trp Asp Tyr Arg His 
30 35 40 

Q 9ta cca ctg etc ccg get aat ett gta ttt tta gta gag atg ggg ttt 257 
Val Pro Leu Leu Pro Ala Asn Leu Val Phe Leu Val Glu Met Gly Phe 

?S 45 50 55 

etc cat gtt ggt ccg get ggt etc gga etc cca ace tea ggt gat ctg 305 
Leu His Val Gly Pro Ala Gly Leu Gly Leu Pro Thr Ser Gly Asp Leu 

U 60 65 70 

ccc gcc teg gcc tec eaa agt get ggg att ata ggt gtg age eac cgc 353 

iy Pro Ala Ser Ala Ser Gin Ser Ala Gly He He Gly Val Ser His Arg 
75 80 85 90 

^ tec cag cca ttc ttt atg 371 

Ser Gin Pro Phe Phe Met 

s 

<210> 1989 
'J: <211> 360 

O <212> DNA 

Q <213> Homo sapiens 

<220> 
<221> CDS 
<222> 102 . ,359 



<400> 1989 

attaacaaag atggtgctta tggggcaggt tecetaaeag teaggattec ggttgcagtt 60 
tttetcceec geeccaaaga tacgtggttg eagacggaga n atg gag gcc aga gae 116 

Met Glu Ala Arg Asp 
1 5 

aaa eaa gta etc cgc tea ett cgc ctg gag ctg ggt gca gag gta ttg 164 
Lys Gin Val Leii Arg Ser Leu Arg Leu Glu Leu Gly Ala Glu Val Leu 

10 15 20 

gtg gag gga ctg gtt ett cag tae etc tae cag gaa gga ate ttg acg 212 
Val Glu Gly Leu Val Leu Gin Tyr Leu Tyr Gin Glu Gly He Leu Thr 

25 30 35 

gaa aae cat att eaa gaa ate aat get eaa ace aca ggc etc egg aaa 260 
Glu Asn His He Gin Glu He Asn Ala Gin Thr Thr Gly Leu Arg Lys 
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40 45 
aca atg etc ctg ctg gat ate eta ect 
Thr Met Leu Leu Leu Asp lie Leu Pro 

55 60 
gac ngc att cat aga ttc cct aca gga 
Asp Xaa He Pro Arg Phe Pro Thr Gly 
70 75 
get g 
Ala 



50 

tee agg gge cct aaa gca ttt 308 
Ser Arg Gly Pro Lys Ala Phe 
65 

gtt tec ctg ggt cag gga gaa 356 
Val Ser Leu Gly Gin Gly Glu 
80 85 

360 



<210> 1990 

<211> 465 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 28- .465 



<400> 1990 

aetccgetgn gtctaggttc tggraag atg geg aag gte tea gag ctt tac gat 54 

Met Ala Lys Val Ser Glu Leu Tyr Asp 
1 5 

102 



150 



198 



246 



294 



342 



390 



438 



465 





gte 


act 


tgg 


gaa 


gaa 


atg 


aga 


gat 


aaa 


atg 


aga 


aaa 


tgg 


aga 


gaa 


gaa 




Val 


Thr 


Trp 


Glu 


Glu 


Met 


Arg 


Asp 


Lys 


Met 


Arg 


Lys 


Trp 


Arg 


Glu 


Glu 




10 










15 










20 










25 




aac 


tea 


aga 


aat 


agt 


gag 


caa 


att 


gtg 


gaa 


gtt 


gga 


gaa 


gaa 


tta 


att 




Asn 


Ser 


Arg 


Asn 


Ser 


Glu 


Gin 


He 


Val 


Glu 


Val 


Gly 


Glu 


Glu 


Leu 


He 


m 








30 










35 










40 




ft i 


aat 


gaa 


tat 


get 


tet 


aag 


ctg 


gga 


gat 


gat 


att 


tgg 


ate 


ata 


tat 


gaa 




Asn 


Glu 


Tyr 


Ala 


Ser 


Lys 


Leu 


Gly Asp 


Asp 


He 


Trp 


He 


He 


Tyr 


Glu 










45 










50 










55 








cag 


gtg 


atg 


att 


gca 


gca 


eta 


gac 


tat 


ggt 


egg 


gat 


gac 


ttg 


gca 


ttg 




Gin 


Val 


Met 


He 


Ala 


Ala 


Leu 


Asp 


Tyr 


Gly Arg 


Asp 


Asp 


Leu 


Ala 


Leu 








60 










65 










70 










ttt 


tgt 


ctt 


caa 


gag 


ctg 


aga 


aga 


cag 


ttc 


cct 


gge 


agt 


cae 


aga 


gte 




Phe 


Cys 
75 


Leu 


Gin 


Glu 


Leu 


Arg 
80 


Arg 


Gin 


Phe 


Pro 


Gly 
85 


Ser 


His 


Arg 


Val 




aag 


ega 


tta 


aca 


gge 


atg 


aga 


ttt 


gaa 


gee 


atg 


gaa 


aga 


tat 


gat 


gat 




Lys 


Arg 


Leu 


Thr 


Gly 


Met 


Arg 


Phe 


Glu 


Ala 


Met 


Glu 


Arg 


Tyr 


Asp 


Asp 




90 








95 










100 










105 




get 


ata 


cag 


eta 


tat 


gat 


agg 


att 


tta 


caa 


gaa 


gat 


cca 


act 


aac 


act 




Ala 


He 


Gin 


Leu 


Tyr 
110 


Asp 


Arg 


He 


Leu 


Gin 
115 


Glu 


Asp 


Pro 


Thr 


Asn 
120 


Thr 




get 


gca 


aga 


aag 


cgt 


aag 


att 


gee 


att 


ega 


aaa 


gee 


cag 


ggg 


aaa 


aat 




Ala 


Ala 


Arg 


Lys 
125 


Arg 


Lys 


He 


Ala 


He 
130 


Arg 


Lys 


Ala 


Gin 


Gly 
135 


Lys 


Asn 




gtg 


gag 


gee 


att 


egg 


gag 


ctg 


aat 


gag 


















Val 


Glu 


Ala 
140 


He 


Arg 


Glu 


Leu 


Asn 
145 


Glu 

















<210> 1991 
<211> 332 
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<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 165 . . 332 



<400> 1991 

acacatctca ctcatccttc tactcgtgac gcttcccagc tctggctttt tgaaagcaaa 
gatgagcaac actcaagctg agaggtccat aataggcatg atcgacatgt ttcacaaata 
caaccagacg tgatgacaag attgacaagc caagcctgct gacg atg atg aag gag 

Met Met Lys Glu 

1 

aac ttc ccc aac ttc ctt agt gcc tgt gac aaa aag ggc aca aat tac 
Asn Phe Pro Asn Phe Leu Ser Ala Cys Asp Lys Lys Gly Thr Asn Tyr 
5 10 15 20 

_tc gcc gat gtc ttt gag aaa aag gac aag aat gag gat aag aag att 
Leu Ala Asp Val Phe Glu Lys Lys Asp Lys Asn Glu Asp Lys Lys He 

25 30 35 

gat ttt tct gag ttt ctg tmm ttg ctg gga gac ata gcc acr gam tac 320 
Asp Phe Ser Glu Phe Leu Xaa Leu Leu Gly Asp He Ala Thr Xaa Tyr 

45 50 



c 



40 

cac asa age aga 
His Xaa Ser Arg 







55 










<210> 


1992 


- 5 


<211> 


393 


f\ s 


<212> 


DNA 


lU 


<213> 


Homo 










<220> 






<221> 


CDS 


"=3rr 


<222> 


42 - . 



60 
120 
176 



224 



272 



332 



<400> 1992 

agttgtagtc gcgatcctga ggtaacggat aagtttatac c atg gat age aca aag 56 

Met Asp Ser Thr Lys 
1 5 

gag aag tgt gac agt tac aaa gat gat ctt ctg ctt agg atg gga ctt 104 
Glu Lys Cys Asp Ser Tyr Lys Asp Asp Leu Leu Leu Arg Met Gly Leu 



10 



15 20 



aat gat aat aaa gca gga atg gaa gga tta gat aaa gag aaa att aac 152 
Asn Asp Asn Lys Ala Gly Met Glu Gly Leu Asp Lys Glu Lys He Asn 
25 30 35 

atg gaa gcc acg aag ggg tec aga ttt tat gga aat gag 200 
He He Met Glu Ala Thr Lys Gly Ser Arg Phe Tyr Gly Asn Glu 
40 45 50 

etc aag aaa gaa aag caa gtc aac caa cga att gaa aat atg atg caa 248 
Leu Lys Lys Glu Lys Gin Val Asn Gin Arg He Glu Asn Met Met Gin 

55 60 65 

caa aaa get caa ate ace age caa cag eta aga aaa gca caa tta cag 296 



aaa att ata 
Lys 
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Gin Lys Ala Gin He Thr Ser Gin 
70 75 
gtt gac aga ttt gca atg gaa tta 
Val Asp Arg Phe Ala Met Glu Leu 
90 

acc ata gtg cac att gac atg gat 
Thr He Val His He Asp Met Asp 
105 



Gin Leu Arg Lys Ala Gin Leu Gin 

80 85 
gaa caa age cga aat ttg age aat 
Glu Gin Ser Arg Asn Leu Ser Asn 

95 100 
get tte tat gea get gta gaa atg a 
Ala Phe Tyr Ala Ala Val Glu Met 
110 115 



<210> 1993 
<211> 438 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 107 . .436 



<400> 1993 

gcgcaagaat gtaatagage ttcgacggec gceattttet ttctttetta getgttaget 
qaqaggaagt ctctgaacag geggeagegg etettatagt geaaee atg gca gac 

Met Ala Asp 
1 



60 
115 



163 



211 



259 



^ tat tea aca gtg cct cce ccc tet tct ggc tea get ggt gge ggt ggt 
Tyr Ser Thr Val Pro Pro Pro Ser Ser Gly Ser Ala Gly Gly Gly Gly 
^ 5 10 15 

a gge ggc ggt ggt ggt gga gga gtt aac gac get ttc aaa gat gca ctg 

Gly Gly Gly Gly Gly Gly Gly Val Asn Asp Ala Phe Lys Asp Ala Leu 
S 20 25 30 35 

cag aga gee egg eag att gca gca aaa att gga ggt gat gea ggg aca 
Gin Arg Ala Arg Gin He Ala Ala Lys He Gly Gly Asp Ala Gly Thr 
4^ 40 45 50 

O tea ctg aat tea aat gac tat ggt tat ggg gga caa aaa aga cet tta 307 
Ser Leu Asn Ser Asn Asp Tyr Gly Tyr Gly Gly Gin Lys Arg Pro Leu 

55 60 65 

gaa gat gga gat caa cca gat get aag aaa gtt get cet caa aat gac 
Glu Asp Gly Asp Gin Pro Asp Ala Lys Lys Val Ala Pro Gin Asn Asp 

70 75 80 

tet ttt gga aca eag tta cca ceg atg eat cag eag caa aga tct gta 
Ser Phe Gly Thr Gin Leu Pro Pro Met His Gin Gin Gin Arg Ser Val 

85 90 95 

atg aca gaa gaa tac aaa gtt cca gat gga atg gt 
Met Thr Glu Glu Tyr Lys Val Pro Asp Gly Met 
100 105 110 



355 



403 



438 



<210> 1994 

<211> 286 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 72 . .284 
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<400> 1994 

gcggatttcg ccggaaatcc cggaagtgac agctttgggg gttkkctgct ggctctgact 60 
cccgtcctgc g atg ggt tgc gac ggg gga aca ate ccc aag agg cat gaa 110 
Met Gly Cys Asp Gly Gly Thr He Pro Lys Arg His Glu 
15 10 
ctg gtg aag ggg ccg aag aag gtt gag aag gtc gac aaa gat get gaa 158 
Leu Val Lys Gly Pro Lys Lys Val Glu Lys Val Asp Lys Asp Ala Glu 

15 20 25 

tta gtg gcc caa tgg aac tat tgt act eta agt cag gaa ata tta aga 
Leu Val Ala Gin Trp Asn Tyr Cys Thr Leu Ser Gin Glu He Leu Arg 
30 35 40 45 

ega cca ata gtt gcc tgt gaa ctt ggc aga ctt tat aac aaa gat gcc 
Arg Pro He Val Ala Cys Glu Leu Gly Arg Leu Tyr Asn Lys Asp Ala 

50 55 60 

gtc att gaa ttt etc ttg gac aaa tct gca ga 
Val He Glu Phe Leu Leu Asp Lys Ser Ala 
65 70 

<210> 1995 
<211> 345 
<212> DNA 
<213> Homo sapiens 

<220> 
^ <221> CDS 

<222> 27 . . 344 



<400> 1995 

agaactgtgg cgcttwctgg gtaaag atg gac gtc cac gat etc ttt cgc egg 

Met Asp Val His Asp Leu Phe Arg Arg 
1 5 
etc ggc seg ggg gcc aaa ttc gac aeg aga cgc ttc teg gea gac gca 
Leu Gly Xaa Gly Ala Lys Phe Asp Thr Arg Arg Phe Ser Ala Asp Ala 
10 15 20 25 

get cga ttc cag ata gga aaa agg aaa tat gac ttt gat tct teg gag 
Ala Arg Phe Gin He Gly Lys Arg Lys Tyr Asp Phe Asp Ser Ser Glu 

30 35 40 

gtg ckt cag gga ctg gac ttt ttt gga aac aag aag tct gtc cca ggt 
Val Xaa Gin Gly Leu Asp Phe Phe Gly Asn Lys Lys Ser Val Pro Gly 

45 50 55 

gtg tgt gga gca tea caa aca caw tea gaa gee cca aaa gga gag aaa 
Val Cys Gly Ala Ser Gin Thr Xaa Ser Glu Ala Pro Lys Gly Glu Lys 

60 65 70 

aaa gaa gag age eta act gna aag gaa gag gga gca gag caa gaa aaa 
Lys Glu Glu Ser Leu Thr Xaa Lys Glu Glu Gly Ala Glu Gin Glu Lys 

75 80 85 

aag gaa gac gat gac ttm aga aaa ttg ctt ccc aag aag aar gtg eta 
Lys Glu Asp Asp Asp Xaa Arg Lys Leu Leu Pro Lys Lys Lys Val Leu 
90 95 100 105 

eta t 
Leu 



206 



254 



286 



53 



101 



149 



197 



245 



293 



341 



345 
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<210> 1996 
<211> 351 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 178. .351 



<210> 1997 

<211> 420 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 142 . .420 



<400> 1996 

aacatgcgca ttgcgcccgc agccctggac catttgtcag gactactcgt gagacggaga 60 
aaaaaaaaag agaaaatttg gggaaccctt aggagaaatc ttgagagtgg acagcaattg 12 0 
tgaagatcgc cagagagttc tgkgtttcat caccgccgaa aggttaaaaa ataaatc 177 
atg act gaa tct gcc tct age aca agt ggt caa gag ttt gat gtg ttc 225 
Met Thr Glu Ser Ala Ser Ser Thr Ser Gly Gin Glu Phe Asp Val Phe 
15 10 15 

f^i agt gtt atg gac tgg aaa gat gga gtg ggc acg tta cca gga agt gac 273 
Ser Val Met Asp Trp Lys Asp Gly Val Gly Thr Leu Pro Gly Ser Asp 

7i 20 25 30 

f: tta aag ttt egg gta aat gar ttt gga gee ctg gaa gtt att aea gat 321 
n Leu Lys Phe Arg Val Asn Glu Phe Gly Ala Leu Glu Val He Thr Asp 
ly 35 40 45 

gag aat gag atg gaa aat gtt aaa aaa gca 
^ Glu Asn Glu Met Glu Asn Val Lys Lys Ala 
50 55 



<400> 1997 

agttgetttg aggeagtaee ggaggagaaa gatggegget acettaetag etgetcgggg 

ageegggeea gcaecggctt gggggcegga gggtteactc eagaetggga aagccgagaa 120 

gtttceactg ggaccactat e 



ctg ggg geg gae tec aga 
Leu Gly Ala Asp Ser Arg 
15 

gtg act gae aag etg aca 
Val Thr Asp Lys Leu Thr 
30 



tea ggc 
Ser Gly Ser Ala Ala Asp 
45 

cag etc ggt tte eac age 



atg 


gee 


gtg 


cag 


ttt 


gac 


ggg 


ggc 


gtg 


gtt 


Met 


Ala 


Val 


Gin 


Phe 


Asp 


Gly 


Gly 


Val 


Val 


1 








5 










10 


aca 


ace 


act 


ggg 


tee 


tac 


ate 


gee 


aat 


ega 


Thr 


Thr 


Thr 


Gly 


Ser 


Tyr 


He 


Ala 


Asn 


Arg 








20 










25 




cet 


att 


cac 


gac 


egc 


att 


tte 


tgc 


tgt 


egc 


Pro 


He 


His 


Asp 


Arg 


He 


Phe 


Cys 


Cys 


Arg 






35 










40 






ace 


eag 


gca 


gta 


get 


gat 


get 


gte 


ace 


tac 


Thr 


Gin 


Ala 


Val 


Ala 


Asp 


Ala 


Val 


Thr 


Tyr 




50 










55 








att 


gaa 


ctg 


aat 


gag 


cet 


eca 


ctg 


gtc 


cac 



60 
20 
171 



219 



267 



tea get get gat ace eag gca gta get gat get gte ace tac 315 



363 
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Gin Leu Gly Phe His Ser 
60 

aca gca gcc age etc ttt 
Thr Ala Ala Ser Leu Phe 
75 80 
ctg atg gcg 
Leu Met Ala 



lie Glu Leu Asn Glu 
65 

aag gag atg tgt tac 
Lys Glu Met Cys Tyr 
85 



Pro Pro Leu Val His 
70 

cga tac egg gaa gac 411 
Arg Tyr Arg Glu Asp 
90 

420 



<210> 1998 

<211> 314 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 38 . .313 



gat gaa tea ttg ttc eet g 
Asp Glu Ser Leu Phe Pro 
90 



55 



r^i <400> 1998 

acegcgtagg ceagetggee ggatecegec gtetgte atg gcg gcc cce ate ctg 

Met Ala Ala Pro lie Leu 

in 1 5 

^ aaa gat gta gtg gcc tat gtt gaa gtg tgg tea tee aat gga aca gaa 103 
^ Lys Asp Val Val Ala Tyr Val Glu Val Trp Ser Ser Asn Gly Thr Glu 
^ 10 15 20 

%Q aat tat tea aag aca ttt aca aca eag ctt gtg gat atg ggg gea aag 151 
r-y Asn Tyr Ser Lys Thr Phe Thr Thr Gin Leu Val Asp Met Gly Ala Lys 
r 25 30 35 

gtt tea aaa act ttt aae aaa caa gta act eac gtt ate ttc aaa gat 199 
P Val Ser Lys Thr Phe Asn Lys Gin Val Thr His Val He Phe Lys Asp 
LJt 40 45 50 

"'H ggc tac eag age act tgg gae aaa get eag aag aga gge gta aag etc 247 
^ Gly Tyr Gin Ser Thr Trp Asp Lys Ala Gin Lys Arg Gly Val Lys Leu 
55 60 65 70 

gtt teg gtg etc tgg gtt gaa aaa tgc agg aca get gga gea eac att 295 
Val Ser Val Leu Trp Val Glu Lys Cys Arg Thr Ala Gly Ala His He 
75 80 85 



314 



<210> 1999 

<211> 471 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 175 . .471 



<400> 1999 

ttettacttt cattecaagt egetgctgtg eagageagea agtgctcegt geagggetgt 
tgctateaet tggaggtgaa eageetcttt tgeeggtatt cagtgaagaa ageaagtcta 



1324 




273 



321 



aatatgcagt tctctcactg gagtgaaaga tgttttgttc atttctaatc aact atg 177 

Met 
1 

eta gac age tgc aag ctg aaa agt gcc tgc aat ttg cca ttt att tgt 225 
Leu Asp Ser Cys Lys Leu Lys Ser Ala Cys Asn Leu Pro Phe lie Cys 

5 10 15 

aat aag aaa ata ata aac act get gga acc agt aat gca gaa gtc ccc 
Asn Lys Lys He He Asn Thr Ala Gly Thr Ser Asn Ala Glu Val Pro 

20 25 30 

ttg get gat ccc gga atg tac cag ctg gac att aca tta aga agg ggt 
Leu Ala Asp Pro Gly Met Tyr Gin Leu Asp He Thr Leu Arg Arg Gly 

35 40 45 

caa agt tta get get cga gat ega gga ggg aeg agt gat cea tat gtg 369 
Gin Ser Leu Ala Ala Arg Asp Arg Gly Gly Thr Ser Asp Pro Tyr Val 
50 55 60 65 

aag ttt aaa ate gga gga aaa gaa gtt ttt aga agt aag ata ata cae 
Lys Phe Lys He Gly Gly Lys Glu Val Phe Arg Ser Lys He He His 
70 .75 80 . 

aag aac etc aac cet gtg tgg gaa gaa aaa get tgt att ctg gtt gat 
Lys Asn Leu Asn Pro Val Trp Glu Glu Lys Ala Cys He Leu Val Asp 
85 90 95 

f*^ His Leu 

<210> 2000 
i-Jj <211> 392 

<212> DNA 
,^ <213> Homo sapiens 

<220> 
LH <221> CDS 

<222> 102 . .392 



417 



465 



60 
116 



164 



<400> 2000 

taaggcggtc cegggggagt gaggagaaag ggggggtctt ggcggcegga ggaggagtag 
qtqcgqqtga agatggcggc agcgaggccg egaactgeat c atg gag gtg tec tgt 

Met Glu Val Ser Cys 
1 5 

ggc cag gcg gaa age agt gag aag cec aac get gag gac atg aca tee 
Gly Gin Ala Glu Ser Ser Glu Lys Pro Asn Ala Glu Asp Met Thr Ser 

10 15 20 

aaa gat tac tac ttt gac tec tac gca cae ttt ggc ate cae gag gag 212 
Lys Asp Tyr Tyr Phe Asp Ser Tyr Ala His Phe Gly He His Glu Glu 

25 30 35 

atg ctg aag gac gag gtg cgc acc etc act tac cgc aac tec atg ttt 260 
Met Leu Lys Asp Glu Val Arg Thr Leu Thr Tyr Arg Asn Ser Met Phe 

40 45 50 

cat aac egg cae etc ttc aag gac aag gtg gtg ctg gac gtc ggc teg 308 
His Asn Arg His Leu Phe Lys Asp Lys Val Val Leu Asp Val Gly Ser 

55 60 65 

ggc acc ggc ate etc tgc atg ttt get gcc aag gee ggg gee cgc aag 356 
Gly Thr Gly He Leu Cys Met Phe Ala Ala Lys Ala Gly Ala Arg Lys 
70 75 80 85 



1325 



gtc ate ggg ate gag tgt tee agt ate tct gat tat 392 
Val lie Gly He Glu Cys Ser Ser He Ser Asp Tyr 
90 95 

<210> 2001 
<211> 436 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 11. .436 



gag 
Glu 

<210> 2002 
<211> 187 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 20. .187 



49 



97 



<400> 2001 

gtgggaaaag atg gcg get gee gea caa tee egg gtt gtc egg gtc etg 
Met Ala Ala Ala Ala Gin Ser Arg Val Val Arg Val Leu 
15 10 
tea atg tea egt tct gee att act gea ata gee aca tct gtg tgt cae 
Ser Met Ser Arg Ser Ala He Thr Ala He Ala Thr Ser Val Cys His 

15 20 25 

ggc cea cee tgt ege eag ett eat eat gee etc atg eet cat ggg aaa 145 
Gly Pro Pro Cys Arg Gin Leu His His Ala Leu Met Pro His Gly Lys 
m 30 35 40 45 

%u gga egt tee tea gtc agt ggg att gtg gee act gtg ttt gga gea 193 

^ Gly Gly Arg Ser Ser Val Ser Gly He Val Ala Thr Val Phe Gly Ala 
^ 50 55 . 60 

r aca gga ttc etg ggg ega tat gtt gtc aac cae ett gga ege atg ggg 241 
55 Thr Gly Phe Leu Gly Arg Tyr Val Val Asn His Leu Gly Arg Met Gly 
^ 65 70 75 

L;1 tea eag gta ate ata ecc tat egg tgt gat aaa tat gae ate atg cac 
Ser Gin Val He He Pro Tyr Arg Cys Asp Lys Tyr Asp He Met His 
^ 80 85 90 

O ett egt cee atg ggt gae etg ggc eag ett etg ttt etg gaa tgg gae 337 
Q Leu Arg Pro Met Gly Asp Leu Gly Gin Leu Leu Phe Leu Glu Trp Asp 
95 100 105 

gcg aga gat aaa gat tct ate cga ega gta gta caa cae age aat gtg 
Ala Arg Asp Lys Asp Ser He Arg Arg Val Val Gin His Ser Asn Val 
110 115 120 125 

gtc ate aat ett att gga cga gae tgg gaa aec aaa aac ttt gat ttt 433 
Val He Asn Leu He Gly Arg Asp Trp Glu Thr Lys Asn Phe Asp Phe 
130 135 140 



289 



385 



436 



1326 




<400> 2002 

aagcctcaga ttgattaca atg ttc ttt eta ctt cat ttc ate gtt ctg ate 

Met Phe Phe Leu Leu His Phe lie Val Leu lie 
15 10 
aat gtc aaa gat ttt gea etg aet caa ggt age atg ate act ect tea 
Asn Val Lys Asp Phe Ala Leu Thr Gin Gly Ser Met He Thr Pro Ser 

15 20 25 

tgc caa aaa gga tat ttc cct gtg gka ate tta cca agt get tae ece 
Cys Gin Lys Gly Tyr Phe Pro Val Xaa He Leu Pro Ser Ala Tyr Pro 

30 35 40 

gag ctt ttc act gtg atg gea agg atg aet gtg gga aeg 
Glu Leu Phe Thr Val Met Ala Arg Met Thr Val Gly Thr 
45 50 55 



52 



100 



148 



187 



<210> 2003 
<211> 398 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 104 . .397 



<400> 2003 

attaaagcaa gatggeegcg ccctgcagat tgtetcttgt 
teactcgtgt cagcttcaaa gtcagataga tttttctccc 



cga ggc tgt ggc 
Arg Gly Cys Gly 
5 

ccg ttg gea egg 
Pro Leu Ala Arg 



ttc 
Phe 

acc 
Thr 

gtg 
Val 

gga 
Gly 
85 



gac 
Asp 

gee 
Ala 

gac 

Asp 

70 

aag 

Lys 



gtg ata 
Val He 

40 
gee get 
Ala Ala 
55 

aeg ate 
Thr He 

gga eat 
Gly His 



cgt 
Arg 

ttg 
Leu 
25 

gts 

Val 

egg 
Arg 

ggt 
Gly 

tta 
Leu 



tgg gtc gcg gtt 
Trp Val Ala Val 
10 

age agt gac age 
Ser Ser Asp Ser 



att 
He 

tgc 
Cys 

cag 
Gin 

atg 
Met 
90 



ggt gga gga 
Gly Gly Gly 
45 

ggc tet egg 
Gly Ser Arg 
60 

atg tea tgt 
Met Ser Cys 
75 

agg gaa gta 
Arg Glu Val 



tec ttc 
Ser Phe 
15 

gcg gcg 
Ala Ala 
30 

cat gee 
His Ala 

act ctg 
Thr Leu 

aat cct 
Asn Pro 

gat gee 
Asp Ala 
95 



tgegtaagtt tttttgaccg 
age atg ttc tae ttc 

Met Phe Tyr Phe 

1 

aec aag cag caa ttt 
Thr Lys Gin Gin Phe 
20 

ece egg act ccg eac 
Pro Arg Thr Pro His 
35 

ggg aet gag gea gey 
Gly Thr Glu Ala Ala 
50 

etc etc act eac cge 
Leu Leu Thr His Arg 
65 

tee ttt ggt ggc ate 
Ser Phe Gly Gly He 
80 

ttg gat ggc c 
Leu Asp Gly 



60 
115 



163 



211 



259 



307 



355 



398 



<210> 2004 
<211> 223 
<212> DNA 

<213> Homo sapiens 



1327 



<220> 
<221> CDS 
<222> 56 . .223 



<400> 2004 

atcctctqca gggcccaggc gcccttggcc ttaggaccca acttctctta ccgcc atg 

Met 
1 

gag ttc gac ctg gga gca gcc ctg gag ccc acc tec cag aag ccc ggt 
Glu Phe Asp Leu Gly Ala Ala Leu Glu Pro Thr Ser Gin Lys Pro Gly 

5 10 15 

gtg ggg gcg ggc cac ggg gga gat ccc aag etc agt ccc cac aaa gtt 
Val Gly Ala Gly His Gly Gly Asp Pro Lys Leu Ser Pro His Lys Val 

20 25 30 

cag ggc egg teg gag gca ggg gca ggt ccg ggt cca aag caa gga cac 
Gin Gly Arg Ser Glu Ala Gly Ala Gly Pro Gly Pro Lys Gin Gly His 

35 40 45 

cac age tet tec gac tec age 
His Ser Ser Ser Asp Ser Ser 
50 55 



<210> 2005 
^ <211> 307 
<212> DNA 
<213> Homo sapiens 



58 



106 



154 



202 



223 



<220> 
Q <221> CDS 

i?*: <222> 25 . .306 



<400> 2005 

gecggccctc gcctcggagc agcc atg atg gaa ggc ctg gac gac ggc ccg 

Met Met Glu Gly Leu Asp Asp Gly Pro 
1 5 
gac ttc etc tea gaa gag gac cge gga ett aaa gca ata aat gta gat 
Asp Phe Leu Ser Glu Glu Asp Arg Gly Leu Lys Ala He Asn Val Asp 
10 15 20 25 

ett caa agt gat get get ctg cag gtg gac att tet gan get ett agt 
Leu Gin Ser Asp Ala Ala Leu Gin Val Asp He Ser Xaa Ala Leu Ser 

30 35 40 

gag egg gat aaa gta aaa ttc act gtt cac aca aag agt tea ttg cew 
Glu Arg Asp Lys Val Lys Phe Thr Val His Thr Lys Ser Ser Leu Pro 

45 50 55 

mat ttt aaa caa aac gag ttt tea gtt gtt egg caa cat gag gaa ttt 243 
xaa Phe Lys Gin Asn Glu Phe Ser Val Val Arg Gin His Glu Glu Phe 

60 65 70 

ate tgg ett cat gat tec ttt gtt gaa aat gaa gac tat gea ggt tat 
He Trp Leu His Asp Ser Phe Val Glu Asn Glu Asp Tyr Ala Gly Tyr 

75 80 85 

ate att cca cca gca e 
He He Pro Pro Ala 
90 



51 



99 



147 



195 



291 



307 



1328 



<210> 2006 

<211> 309 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 112 . .309 



<400> 2006 

ccctacttcc tgtgstcttg cggagacgcg cgcgtcgggg tttaacgcgt ttctgggccg 
ccqtaagccc ggcctagggg cagctttgac tcgagagccg gctataggcg c atg gaa 

Met Glu 
1 

ggt tec ctg gaa egg gag gcg eca gcg ggg geg etg gee gee gtg eta 
Gly Ser Leu Glu Arg Glu Ala Pro Ala Gly Ala Leu Ala Ala Val Leu 

5 10 15 

aag cac age teg acg ttg eeg ccc gaa age ace eag gtc egg ggc tac 
Lys His Ser Ser Thr Leu Pro Pro Glu Ser Thr Gin Val Arg Gly Tyr 
Ul 20 25 30 

^ qac ttc aac cge ggt gtg aat tac cgc gca ctg ctg gag gee ttc ggc 261 



Asp Phe Asn Arg Gly Val Asn Tyr Arg Ala Leu Leu Glu Ala Phe Gly 
35 40 45 50 

acc acc ggc ttc caa gca ace aac ttc ggg cgc get gta cag caa gtc 
Thr Thr Gly Phe Gin Ala Thr Asn Phe Gly Arg Ala Val Gin Gin Val 
55 60 65 



ri 

<210> 2007 
ILj! <211> 423 

<212> DNA 
4= <213> Homo sapiens 

O <220> 

<221> CDS 
<222> 62 . .421 



60 
117 



165 



213 



309 



<400> 2007 

aagttcetct tettaccetg cacccagagc ctcgeeagag aagacaaggg cagaaagcac 
" atg agt ggg ggc cca atg gga gga agg ccc ggg ggc cga gga gca eca 
Met Ser Gly Gly Pro Met Gly Gly 'Arg Pro Gly Gly Arg Gly Ala Pro 



1 5 



10 15 



60 
109 



gcg gtt cag cag aac ata ccc tec acc etc etc cag gae cac gag aac 157 
Ala Val Gin Gin Asn He Pro Ser Thr Leu Leu Gin Asp His Glu Asn 

20 25 30 

cag cga etc ttt gag atg ctt gga cga aaa tgc ttg acs ctg gee act 205 
Gin Arg Leu Phe Glu Met Leu Gly Arg Lys Cys Leu Thr Leu Ala Thr 

35 40 45 

gca gtt gtt cag ctg tac ctg gcg ctg ccc cct gga get gag cac tgg 253 
Ala Val Val Gin Leu Tyr Leu Ala Leu Pro Pro Gly Ala Glu His Trp 

50 55 60 

acc aag gag cat tgt ggg get gtg tgc ttc gtg aag gat aac ccc cag 301 



1329 



Thr Lys Glu His Cys Gly Ala Val Cys Phe Val Lys Asp Asn Pro Gin 

65 70 75 80 

aag tec tac ttc ate cgc ett tac ggc ett eag get ggt egg etg cte 349 

Lys Ser Tyr Phe He Arg Leu Tyr Gly Leu Gin Ala Gly Arg Leu Leu 

85 90 95 

tgg gaa cag gag etg tac tea cag ett gtc tae tec amc cce ace cec 397 
Trp Glu Gin Glu Leu Tyr Ser Gin Leu Val Tyr Ser Xaa Pro Thr Pro 

100 105 110 

ttc ttc eca cac ett cgc tgg aga tg 
Phe Phe Pro His Leu Arg Trp Arg 
115 120 



423 



<210> 2008 
<211> 397 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 95 . .397 



60 



r! <400> 2008 

W attgctgega gcaggagcag gagacgcgga stcggagcgc tgagctgace tgccggagec 
^ gggcgtgggc tgcagcctcg gagctcecgg aacg atg gtg aag ttg ggg aac rat 115 

Met Val Lys Leu Gly Asn Xaa 

i.ri i ^ 

r ttc gea gag aag ggc acc aag cag ycg etg etg gag gat ggc ttc gac 163 

Phe Ala Glu Lys Gly Thr Lys Gin Xaa Leu Leu Glu Asp Gly Phe Asp 
^ 10 15 ■ 20 

yi acc att cce etg atg acg cce etc gat gtc aat cag etg eag ttc ccg 211 
Thr He Pro Leu Met Thr Pro Leu Asp Val Asn Gin Leu Gin Phe Pro 
2 5 3 0 3 5 

y cec ccg gat aag gtg gtc gtg aaa act aag acc gag wat gaa cct gac 259 
P Pro Pro Asp Lys Val Val Val Lys Thr Lys Thr Glu Xaa Glu Pro Asp 
40 45 50 55 

cgc aag aaa ggg aaa gea cgt cct cce caa att get gag ttc acc gtc 307 
Arg Lys Lys Gly Lys Ala Arg Pro Pro Gin He Ala Glu Phe Thr Val 

60 65 70 

age ate acg gag gkt gtc acc gag agg ttt aag gtc tec gtg ttg gtc 355 
Ser He Thr Glu Xaa Val Thr Glu Arg Phe Lys Val Ser Val Leu Val 

75 80 85 

etc ttc gee etg gee ttc etc ace tgc gtc gtc ttc etg get 
Leu Phe Ala Leu Ala Phe Leu Thr Cys Val Val Phe Leu Ala 
90 95 100 



397 



<210> 2009 
<211> 391 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 38 . .391 



1330 



<400> 2009 

gacgtcatcc cgcagcgccg gaagcggtga ggcacag atg agt aac gtg aat ttg 

Met Ser Asn Val Asn Leu 
1 5 





tec 


gtc 


tec 


gac 


i- i- n 


tgg 


aga 




atg 


atg 


caa 


ata 


tac 


tqq 


ttg 


gtg 


103 




Ser 


Val 


Ser 


Asp 
10 


Phe 


Trp 


Arg 


Val 


Met 


Met 


Arg 


Val 


Cys 


Trp 
2 0 


Leu 


Val 






aga 


cag 


gac 


age 


egg 


cac 


cag 


cga 


3 h r* 


^ga 


ctt 


cca 


cat 


ttq 


gaa 


qca 


151 




Arg 


Lrin 


Asp 
25 


Ser 


Arg 


His 


Gin 


Arg 
30 


lie 


Arg 


Leu 


Pro 


His 
35 


Leu 


Glu 


Ala 






gtt 


gtg 


att 


ggg 


cgt 


ggc 


cca 


gag 


acc 


aag 


ate 


act 


gat 


aag 


aaa 


tgt 


199 




Val 


Val 
40 


lie 


Gly 


Arg 


Gly 


Pro 
45 


Glu 


Thr 


Lys 


He 


Thr 
50 


Asp 


Lys 


Lys 


Cys 






tct 


cga 


cag 


caa 


gta 


cag 


ttg 


aaa 


gca 


gag 


tgt 


aac 


aag 


gga 


tat 


gtc 


247 




Ser 


Arg 


Gin 


Gin 


Val 


Gin 


Leu 


Lys 


Ala 


Glu 


Cys 


Asn 


Lys 


Gly 


Tyr 


Val 






55 








60 










65 










70 


295 




aag 


gta 


aag 


cag 


gta 


gga 


gtc 


aat 


snc 


acc 


age 


att 


gac 


tea 


gtc 


gta 




Lys 


Val 


Lys 


Gin 


Val 


Gly Val 


Asn 


Xaa 


Thr 


Ser 


He 


Asp 


Ser 


Val 


Val 












75 










80 










85 




343 


y i 


att 


ggg 


aag 


gac 


caa 


gag 


gtg 


aag 


ctg 


cag 


cet 


ggc 


cag 


gtt 


etc 


cac 




lie 


Gly 


Lys 


Asp 
90 


Gin 


Glu 


Val 


Lys 


Leu 
95 


Gin 


Pro 


Gly 


Gin 


Val 
100 


Leu 


His 






atg 


gtg 


aat 


gaa 


ctt 


tat 


cca 


tat 


att 


gta 


gag 


ttt 


gag 


gaa 


gag 


gca 


391 




Met 


Val 


Asn 


Glu 


Leu 


Tyr 


Pro 


Tyr 


He 


Val 


Glu 


Phe 


Glu 


Glu 


Glu 


Ala 










105 










110 










115 











g <210> 2010 

5] <211> 350 

^ <212> DNA 

'2 <213> Homo sapiens 

O <220> 

O <221> CDS 

<222> 69 . . 350 



<400> 2010 

gaaategtag gaettccgaa agcagcggcg gcgtttgctt cactgettgg aagtgtgagt 60 
gcgcgaag atg cga aag gtg gtt ttg att ace ggg get age agt ggc att 110 

Met Arg Lys Val Val Leu He Thr Gly Ala Ser Ser Gly He 

15 10 
ggc ctg gee etc tgc aag egg ctg ctg gcg gaa gat gat gag ctt cat 158 
Gly Leu Ala Leu Cys Lys Arg Leu Leu Ala Glu Asp Asp Glu Leu His 
15 20 25 30 

ctg tgt ttg gcg tgc agg aat atg age aag gca gaa get gtc tgt get 206 
Leu Cys Leu Ala Cys Arg Asn Met Ser Lys Ala Glu Ala Val Cys Ala 

35 40 45 

get ctg ctg gee tct cac cce act get gag gtc acc att gtc cag gtg 254 
Ala Leu Leu Ala Ser His Pro Thr Ala Glu Val Thr He Val Gin Val 

50 55 60 

gat gtc age aas ctg cag tna tte ttc egg gee tec aag gaa ctt aag 302 
Asp Val Ser Xaa Leu Gin Xaa Phe Phe Arg Ala Ser Lys Glu Leu Lys 



1331 



65 70 75 

caa agg atg ate aag aaa tgg ttg tat gtg ate cgt gtt gaa gac cat 350 
Gin Arg Met He Lys Lys Trp Leu Tyr Val He Arg Val Glu Asp His 
80 85 90 

<210> 2011 
<211> 405 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 74 . .403 



<400> 2011 

agttgtactt ttagcttccc ccatcctgca aggccactca accatgtgct agctggagtg 60 
atctttattc aca atg tct tta caa agg etc ctg caa cac age age aat 109 
Met Ser Leu Gin Arg Leu Leu Gin His Ser Ser Asn 
15 10 
1^ ggc aat ttg gcg gac ttc tgc get ggg cca gcg tat age tct tac tee 157 

Gly Asn Leu Ala Asp Phe Cys Ala Gly Pro Ala Tyr Ser Ser Tyr Ser 
N= 15 20 25 

U! aca etc ace ggc age ctt acg atg gac gat aat aga agg att caa atg 2 05 

Thr Leu Thr Gly Ser Leu Thr Met Asp Asp Asn Arg Arg He Gin Met 
30 35 40 

jS eta gca gac acg gtg get act ctg ect egg gga ega aag cag ctt get 253 
T Leu Ala Asp Thr Val Ala Thr Leu Pro Arg Gly Arg Lys Gin Leu Ala 
L 45 50 55 60 

^ ttg ace aga tea agt tet tta agt gac ttt tec tgg tct caa aga aag 
Leu Thr Arg Ser Ser Ser Leu Ser Asp Phe Ser Trp Ser Gin Arg Lys 
fU 65 70 75 

==f^ ctt gtt act gtg gag aag cag gat aat gaa aca ttt gga ttt gaa att 349 
O Leu Val Thr Val Glu Lys Gin Asp Asn Glu Thr Phe Gly Phe Glu He 
n 80 85 90 

cag tct tac agg cec cag aat cag aat gee tgc tec teg gaa atg ttc 397 
Gin Ser Tyr Arg Pro Gin Asn Gin Asn Ala Cys Ser Ser Glu Met Phe 
95 100 105 



act ttg at 
Thr Leu 
110 

<210> 2012 

<211> 436 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 83 . .436 



<400> 2012 

agacaagtgg ccgtaatctg actcecagea cacagggagc tgcggggcag gcaatgagag 



301 



405 



60 



1332 



160 



208 



ctgcactctg gctggggaag gc atg agt gac aga ccc aca gca agg egg tgg 112 

Met Ser Asp Arg Pro Thr Ala Arg Arg Trp 
15 10 
ggt aag tgt gga cct ttg tgt acc aga gag aac ate atg gtg get ttc 
Gly Lys Cys Gly Pro Leu Cys Thr Arg Glu Asn He Met Val Ala Phe 

15 20 25 

aaa ggg gtc tgg aet eaa get tte tgg aaa gea gtc aca gcg gaa ttt 
Lys Gly Val Trp Thr Gin Ala Phe Trp Lys Ala Val Thr Ala Glu Phe 

30 35 40 

ctg gee atg ctt att ttt gtt etc etc age etg gga tee ace ats rae 256 
Leu Ala Met Leu He Phe Val Leu Leu Ser Leu Gly Ser Thr Xaa Xaa 

45 50 55 

tgg ggt gga aea gaa aag cct tta eeg gtc gae atg gtt etc ate tee 304 
Trp Gly Gly Thr Glu Lys Pro Leu Pro Val Asp Met Val Leu He Ser 

60 65 70 

ckt tge ttt gga etc age att gea ace atg gtg eag tgc ttt ggc cat 352 
Xaa Cys Phe Gly Leu Ser He Ala Thr Met Val Gin Cys Phe Gly His 
75 80 85 90 

ate age ggt ggc eac ate aac cct gca gtg aet gtg gee atg gtg tge 400 
He Ser Gly Gly His He Asn Pro Ala Val Thr Val Ala Met Val Cys 
95 100 105 

^ ace agg rag ate age ate gee aag tet gtc ttc tac 436 
Thr Arg Xaa He Ser He Ala Lys Ser Val Phe Tyr 
110 115 

<210> 2013 
<211> 279 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 121. .279 



<400> 2013 

gaagatggcg gegcaeaagt caggtcegge acatgtttee geggagrase ceagcaatga 
cggatgatat caectettct tetctggtga gagtctgagg atagagaett tttteteaee 120 
atg aat gtc ace eca gag gtc aag agt egt ggg atg aag ttt get gag 
Met Asn Val Thr Pro Glu Val Lys Ser Arg Gly Met Lys Phe Ala Glu 
15 10 15 

gag eag ctg eta aag eat gga tgg aet eaa ggc aaa ggc etc ggc egg 
Glu Gin Leu Leu Lys His Gly Trp Thr Gin Gly Lys Gly Leu Gly Arg 

20 25 30 

aag gag aat ggt ate aet eag get etc agg gtg aca ctg aag eaa gae 
Lys Glu Asn Gly He Thr Gin Ala Leu Arg Val Thr Leu Lys Gin Asp 

35 40 45 

act cat ggg gta gga 
Thr His Gly Val Gly 
50 



60 
20 
168 

216 

264 

279 



<210> 2014 
<211> 479 
<212> DNA 



1333 



<213> Homo sapiens 

<220> 
<221> CDS 
<222> 101 . .478 



<400> 2014 

cccttttttg cagtctcagg acgggcgctt tggagccggc 
cgcctagkct ggagaactag tcctcgactc acgtgcaagg 



a- 



ata aca agg 
lie Thr Arg 

tta cac atg 
Leu His Met 



aac 
Asn 

aat 
Asn 

ate 

He 

70 

cgc 

Arg 



cag gtt 
Gin Val 

40 
gac ccg 
Asp Pro 
55 

tec ccc 
Ser Pro 

ttt gtg 
Phe Val 



agg aaa cca 
Arg Lys Pro 

get tat cca 
Ala Tyr Pro 
120 



etw 
Leu 

ggg 

Gly 
25 
cca 
Pro 

gcc 
Ala 

cag 
Gin 

atg 
Met 

gcc 
Ala 
105 
get 
Ala 



ate 

He 

10 

acc 

Thr 

gtt 
Val 

aag 
Lys 

gat 
Asp 

cag 

Gin 

90 

eta 

Leu 

ata 
He 



tct 
Ser 

cag 
Gin 

gag 
Glu 

cat 
His 

ttg 
Leu 
75 
gtg 
Val 

gaa 
Glu 

cga 
Arg 



agg 
Arg 

get 
Ala 

agt 
Ser 

ggg 

Gly 
60 
gag 
Glu 



ate 
He 

cgc 
Arg 

ccg 

Pro 

45 

gat 

Asp 



cat aag 
His Lys 
15 

caa age 
Gin Ser 
30 

aga get 
Arg Ala 

cag cac 
Gin His 



act gta ttt 
Thr Val Phe 



aag aca tte agt 
Lys Thr Phe Ser 
95 

ett etg cat tac 
Leu Leu His Tyr 
110 

tat ett etg t 
Tyr Leu Leu 
125 



ttg 
Leu 

att 
He 

att 
He 

gag 
Glu 

ece 

Pro 

80 

gaa 

Glu 

etg 
Leu 



eccaggcagc gtgtgtcgkt 
atg atg etg aaa gga 
Met Met Leu Lys Gly 
1 5 
gac cet ggg egt ttt 
Asp Pro Gly Arg Phe 
20 

get get cac eta gat 
Ala Ala His Leu Asp 
35 

tee cgc ace aat gag 
Ser Arg Thr Asn Glu 
50 

ggt cag cac tac aac 
Gly Gin His Tyr Asn 
65 

cat ggc ett cet cet 
His Gly Leu Pro Pro 
85 

get tge etg atg gta 
Ala Cys Leu Met Val 
100 

aaa aac acc agt ttt 
Lys Asn Thr Ser Phe 
115 



60 
115 



163 



211 



259 



307 



355 



403 



451 



479 



<210> 2015 

<211> 387 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 116. .385 



<400> 2015 

gaegacttte ggcgccgtgg cggaatggcg 
gatcccacag tggtttgcta agaaggceat 



geg tte cet cac etg cag cag ccc 
Ala Phe Pro His Leu Gin Gin Pro 



gettccatet ctgaggcgag cgacgctatg 
ttteaactet ecactggagg ctgct atg 

Met 
1 

age ttt eta etg get age etg aaa 
Ser Phe Leu Leu Ala Ser Leu Lys 



1334 









5 










1 n 










15 








get 


gac 


tct 


ata 


aac 


aag 


ccc 


i- t- t- 

t. U U 


gca 


cty 






caa 


gac 


ttq 


gtt 


214 


Ala 


Asp 


Ser 


Tin 

lie 


Asn 


Lys 


Pro 


Phe 


Ala 


^z^ n 


VJ J- 11 


Cys 


Gin 


Asp 


Leu 


Val 








2 0 










25 










3 0 










aa.a 


gt c 


ra -h i- 
a L. C 


9^9 


gac 


h t- ^ 

L. U L. 


cca 


gca 


aag 


y dy 


ctg 


cac 


acc 


ate 


ttc 


cca 


262 


Lys 


Val 


Tin 

He 


Glu 


Asp 


irTie 


Pro 


Ala 


Lys 


X LI 


T 1 
J_iC XJ. 


Hi s 


Thr 


He 


Phe 


Pro 






35 










40 










45 












tgg 


ctg 


gta 


gaa 


age 


att 


ttt 


ggc 


age 


eta 


gat 


ggt 


gtc 


etc 


gtt 


ggc 


310 


Trp 


Leu 


Val 


/"'Til 


Ser 






Gly 


Ser 


Leu 


Asp 


Gly 


Val 


Leu 


Val 


Gly 




50 










55 










D U 










65 




tgg 


aae 


etc 


cgc 


tgc 


tta 


cag 


999 


cgc 


gtg 


aat 


cct 


gtg 


gag 


tac 


age 


358 


Trp 


Asn 


Leu 


Arg 


Cys 


Leu 


Gin 


Gly Arg 


Val 


Asn 


Pro 


Val 


Glu 


Tyr 


Ser 










70 










75 










80 






ate 


gtg 


atg 


gaa 


ttt 


etc 


gac 


cct 


ggt 


99 














387 


He 


Val 


Met 


Glu 


Phe 


Leu 


Asp 


Pro 


Gly 
























85 










90 


















<210> 2016 






























<211> 233 































^ <212> DNA 

iifi <213> Homo sapiens 

: 3 <220> 

^ <221> CDS 

<222> 40. .231 



<400> 2016 

gatcgcgtcg ggcagcgggc gcggcggccc cgcgcagcc atg gac tgg etc atg 54 

Met Asp Trp Leu Met 
1 5 
999 aag tec aaa gee aag ccc aat ggc aag aag ccc get gcg gag gag 
Gly Lys Ser Lys Ala Lys Pro Asn Gly Lys Lys Pro Ala Ala Glu Glu 

10 15 20 

agg aag gcc tac ctg gag cct gag cac acc aag gcc agg ate acc gac 
Arg Lys Ala Tyr Leu Glu Pro Glu His Thr Lys Ala Arg He Thr Asp 

25 30 35 

ttc cag ttc aag gag ctg gtg gtg ctg ccc cgc gag att gac ctt aac 
Phe Gin Phe Lys Glu Leu Val Val Leu Pro Arg Glu He Asp Leu Asn 

40 45 50 

gag tgg ctg gcc age aac aac gac gtt ttt cca cc 233 
Glu Trp Leu Ala Ser Asn Asn Asp Val Phe Pro 
55 60 

<210> 2017 

<211> 199 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 24 . . 197 



102 



150 



198 



1335 




101 



149 



<400> 2017 

gggctggggc acgtcaccgc cga atg gca gcc tec aga aag cca ccg cga gta 53 

Met Ala Ala Ser Arg Lys Pro Pro Arg Val 
15 10 
^99 9tg aat cac cag gat ttt caa ctg aga aat tta aga ata att gaa 
Arg Val Asn His Gin Asp Phe Gin Leu Arg Asn Leu Arg lie lie Glu 

15 20 25 

cct aac gag gtg aca cac tea gga gac aca ggt gtg gaa aca gac ggc 
Pro Asn Glu Val Thr His Ser Gly Asp Thr Gly Val Glu Thr Asp Gly 

30 35 40 

aga atg cct cca aag gtg act tea gag ctg ett egg eag ctg aga caa 197 
Arg Met Pro Pro Lys Val Thr Ser Glu Leu Leu Arg Gin Leu Arg Gin 

45 50 55 

gc 199 

<210> 2018 
<211> 402 
<212> DNA 
PI <213> Homo sapiens 

. 

"{Z <220> 

<221> CDS 
f! <222> 232 . .402 

<400> 2018 

-5 ggtetagage tgagtggagc ccggctgcgg atctgggaag cgcctcttca cggcactggg 60 
s atccgcatct gcctgggatc atcaagecct agaagctggg tttctttaaa ttagggctge 120 

cgttttctgt ttctccetgg getgeggaaa gccagaagat tttatctage ttataeaagg 180 
ctgetggtgt teectctttt tttceaegag ggtgtttttg gctgeaattg e atg aaa 237 

Met Lys 
1 

tec caa tgg tgt aga eca gtg geg atg gat eta gga gtt tae caa ctr 285 
Ser Gin Trp Cys Arg Pro Val Ala Met Asp Leu Gly Val Tyr Gin Leu 

5 10 15 

rga cat ttt tea rnt tct ttc ttg tea tec ttg ctg ggg act gaa aac 333 
Xaa His Phe Ser Xaa Ser Phe Leu Ser Ser Leu Leu Gly Thr Glu Asn 

20 25 30 

get tct gtg aga ett gat aat age tec tct ggt gca agt gtg gta get 381 
Ala Ser Val Arg Leu Asp Asn Ser Ser Ser Gly Ala Ser Val Val Ala 
35 40 45 50 

att grc aac aaa ate gag caa 
lie Xaa Asn Lys lie Glu Gin 
55 

<210> 2019 
<211> 653 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 273 . . 653 



402 



1336 



60 



389 



437 



485 



<400> 2019 

atgcccccgg ccggcaggtc ttttagtctt tttccccctc ccttactctt cgtccccggt 
ccctcccctc cccacccctt tccttctagc tccgacgttt gcggccgcgg gggcggmgga 120 
ggatatggag taaagccaga gtcagtggcc aggcacgaag gcagagcagg aacagccagg 180 
aggcgtttat taggggggcg gggggaaaga gccccagcac cgcccctcct ggaagaagga 240 
agaggtaact ataactaccc aatattgcag cc atg gag tec atg ctt aat aaa 293 

Met Glu Ser Met Leu Asn Lys 
1 5 

ttg aag agt act gtt aca aaa gta aca get gat gtc act agt get gta 341 
Leu Lys Ser Thr Val Thr Lys Val Thr Ala Asp Val Thr Ser Ala Val 

10 15 20 

atg gga aat ect gte act aga gaa ttt gat gtt ggt ega cac att gee 
Met Gly Asn Pro Val Thr Arg Glu Phe Asp Val Gly Arg His He Ala 

25 30 35 

agt ggt ggc aat ggg eta get tgg aag att ttt aat gge aca aaa aag 
Ser Gly Gly Asn Gly Leu Ala Trp Lys He Phe Asn Gly Thr Lys Lys 
40 45 50 55 

tea aca aag cag gaa gtg gea gtw ttt gtc ttt gat aaa aaa ctg att 
Ser Thr Lys Gin Glu Val Ala Val Phe Val Phe Asp Lys Lys Leu He 
60 65 70 

in gac arg tat caa aaa ttt gaa aag gat caa ate att gat tet eta aaa 533 
^ Asp Xaa Tyr Gin Lys Phe Glu Lys Asp Gin He He Asp Ser Leu Lys 
hj 75 80 85 

i cga gga gtc caa cag tta act egg ctt ega cac cet ega ett ctt act 581 
i.f; Arg Gly Val Gin Gin Leu Thr Arg Leu Arg His Pro Arg Leu Leu Thr 
1^ 90 95 100 

gtc cag eat ect tta gaa gaa tee agg gat tge ttg gea ttt tgt aca 629 
L Val Gin His Pro Leu Glu Glu Ser Arg Asp Cys Leu Ala Phe Cys Thr 
^ 105 110 115 

IH gaa cea gtw ttt gee agt ata gee 

Glu Pro Val Phe Ala Ser He Ala 
=P 120 125 

p <210> 2020 

<211> 469 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 291 . .467 



653 



<400> 2020 

agttggtcet tagtactgeg gccgtgtggg tgagttggct gceggtgagt tgggtgeegg 
tggagtegtg ttggtcctea gaatcecege gtascgetge ctcctcctac ectcgecatg 
tttettacec ggtetgagta cgaeaggggc gtgaataett tttcteccga agaagattat 
ttcaagtgga atatgccatt gaggctatea agcttggtte tacagecatt gggatceaga 
eatcagaggg tgtgtgeeta gctgtggaga agagaattae ttecceactg atg gag 

Met Glu 
1 

cec age age att gag aaa att gta gag att gat get cac ata ggt tgt 
Pro Ser Ser He Glu Lys He Val Glu He Asp Ala His He Gly Cys 



1337 



in 



10 15 



30 



gcc 


atg 


agt 


ggg 


eta 


att 


get 


gat 


get 


aag 


Ala 


Met 


Ser 


Gly 


Leu 


He 


Ala 


Asp 


Ala 


Lys 




20 










25 








aga 


gtg 


gag 


aca 


cag 


aac 


cac 


tgg 


tte 


acc 


Arg 


Val 


Glu 


Thr 


Gin 


Asn 


His 


Trp 


Phe 


Thr 


35 










40 










gtg 


gag 


agt 


gtg 


acc 


aag 


ctg 


tgt 


cea 


at 


Val 


Glu 


Ser 


Val 


Thr 


Lys 


Leu 


Cys 


Pro 












55 












<210> 2021 

















45 50 



<211> 348 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 66 . . 347 



<400> 2022 

agaggagttc ggcgccgctt ctgtggccac ggcaggctgg ggtgcagcgg cgtgatctca 



392 



440 



469 



60 
110 



158 



254 



302 



<400> 2021 

^ tgcgtttccg ceatttttga aaatnaattg ggaaggtact ggttttaagt gtagttgccg 
y acgca atg gca gee ttt gca gtg gaa cct eag ggg cce geg tta gga tct 
'-S Met Ala Ala Phe Ala Val Glu Pro Gin Gly Pro Ala Leu Gly Ser 

1 5 10 15 

gaa cea atg atg etg ggt tea cce aca tct cca aag cca gga gtt aat 
Glu Pro Met Met Leu Gly Ser Pro Thr Ser Pro Lys Pro Gly Val Asn 
^ 20 25 30 

^ gcc cag ttc tta cct gga ttt tta atg ggg gat ttg cca get ecg gtg 206 
Ala Gin Phe Leu Pro Gly Phe Leu Met Gly Asp Leu Pro Ala Pro Val 

35 40 45 

act cca caa cct ega tea att agt ggc cct tea gta gga gta atg gaa 
Thr Pro Gin Pro Arg Ser He Ser Gly Pro Ser Val Gly Val Met Glu 

50 55 60 

atg aga tea cct tta ett gca ggt ggg tea cca cca caa cca gtt gta 
Met Arg Ser Pro Leu Leu Ala Gly Gly Ser Pro Pro Gin Pro Val Val 

65 70 75 

cca get cat aaa gat aaa agt ggc get cca cca gtt aga agt ata 
Pro Ala His Lys Asp Lys Ser Gly Ala Pro Pro Val Arg Ser He 
80 85 90 

<210> 2022 
<211> 406 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 148 . .405 



t 348 



60 



1338 



# « 



gctcactcca acctctgctt cccaggttca agcgattctt ctgcctcagc ctccggatac 
ctgggattac agcttcacgg tgatgat atg gsa tct gem age tct age sgg gca 

Met Xaa Ser Ala Ser Ser Ser Xaa Ala 
1 5 
gga gtg gee etg cct ttt gag aag tct cag etc act ttg aaa gtg gtg 
Gly Val Ala Leu Pro Phe Glu Lys Ser Gin Leu Thr Leu Lys Val Val 
10 15 20 25 

tee gea aag cec aag gtg eat aat egt eaa cct ega att aac tec tac 
Ser Ala Lys Pro Lys Val His Asn Arg Gin Pro Arg He Asn Ser Tyr 

30 35 40 

gtg gag gtg gcg gtg gat gga etc cec agt gag ace aag aag act ggg 
Val Glu Val Ala Val Asp Gly Leu Pro Ser Glu Thr Lys Lys Thr Gly 

45 50 55 

aag cgc att ggg age tct gag ctt etc tgg aat gag ate ate att ttg 
Lys Arg He Gly Ser Ser Glu Leu Leu Trp Asn Glu He He He Leu 

60 65 70 

aat gtc acg gea cag agt cat tta gat tta aag gte tgg a 
Asn Val Thr Ala Gin Ser His Leu Asp Leu Lys Val Trp 
75 80 85 

<210> 2023 
<211> 435 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 190 . .435 



<400> 2023 

aactgetcag egeggtgagg agggageegg tgaetcggag aeggtgactc agaggeagag 
* cggegcaagg gccaagaagt actggcgtcc atggaccctg gggaceccgt caggagcagg 
O tgacatcctt ccccttccac ectgetccet getctaeatc eccageaggg agtggeetet 
n cecttctec atg gae tte eaa gag agg gae ceg cec ttc ctg cct gag age 
^ Met Asp Phe Gin Glu Arg Asp Pro Pro Phe Leu Pro Glu Ser 

15 10 
get cag tec tea aag cec age agt get cag cag gee tct gag ctg tgg 
Ala Gin Ser Ser Lys Pro Ser Ser Ala Gin Gin Ala Ser Glu Leu Trp 
15 20 25 30 

gag gtg gtg gag gag cct egg gte agg etg ggg aca gag ggt gtc atg 
Glu Val Val Glu Glu Pro Arg Val Arg Leu Gly Thr Glu Gly Val Met 

35 40 45 

cct gag agg cag gaa ggt eac ctg etc aag aag agg aag tgg cct ctg 
Pro Glu Arg Gin Glu Gly His Leu Leu Lys Lys Arg Lys Trp Pro Leu 

50 55 60 

aag ggc tgg eac aag aga tac ttt gtg etc gag gae ggg ate ctt eat 
Lys Gly Trp His Lys Arg Tyr Phe Val Leu Glu Asp Gly He Leu His 

65 70 75 

tat gca aca ace 
Tyr Ala Thr Thr 
80 



120 
174 



222 



270 



318 



366 



406 



60 
120 
180 
231 



279 



327 



375 



423 



435 



<210> 2024 



1339 



« 



<211> 392 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 115. .390 



309 



<400> 2024 

ggttgccagg acgacgcctg cgaagatggc cgctgcgtcc tcatcggatt ccgacgcctg 60 
cggastgaga gcaatgaggc caattcgaag tggttggatg cgcactacga ccca atg 117 

Met 
1 

gcc aat ate cac acc ttt tct gcc tgc eta gcg ctg gca gat tta cat 165 
Ala Asn He His Thr Phe Ser Ala Cys Leu Ala Leu Ala Asp Leu His 

5 10 15 

ggg g^t ggg gaa tac aag ctg gtg gta ggg gac ctt ggc cct ggt ggg 213 

:r«i Gly Asp Gly Glu Tyr Lys Leu Val Val Gly Asp Leu Gly Pro Gly Gly 

S 20 25 30 

fZ^ cag cag ccc cgc ctg aag gtg etc aaa gga cea ctg gtg atg ace gaa 261 
f j Gin Gin Pro Arg Leu Lys Val Leu Lys Gly Pro Leu Val Met Thr Glu 

35 40 45 

UJ age ecg eta eet get ctg cea get get get gcc ace tte etc atg gag 
^ Ser Pro Leu Pro Ala Leu Pro Ala Ala Ala Ala Thr Phe Leu Met Glu 
^ SO 55 60 65 

i|] caa cat gag ecc egg anc cea get ctg gca ctt get tea ggc eet tgt 357 

Gin His Glu Pro Arg Xaa Pro Ala Leu Ala Leu Ala Ser Gly Pro Cys 
l^^ 70 75 80 

2l gtc tat gtg tat aag aat etc aga ccc tac tte aa 
J^H Val Tyr Val Tyr Lys Asn Leu Arg Pro Tyr Phe 
85 90 

O <210> 2025 

O <211> 429 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 115 . . 429 



392 



<400> 2025 

acacatgeet gettaaagee ctetecatec tetgceteae eeagtceecg ctgagactga 
gcagacgcct ccaggatctg tcggcagetg ctgttetgag ggagageaga gacc atg 

Met 
1 

tct gac ata gaa gag gtg gtg gaa gag tac gag gag gag gag cag gaa 
Ser Asp He Glu Glu Val Val Glu Glu Tyr Glu Glu Glu Glu Gin Glu 

5 10 15 

gaa gca get gtt gaa gag cag gag gag gca gcg gaa gag gat get gaa 
Glu Ala Ala Val Glu Glu Gin Glu Glu Ala Ala Glu Glu Asp Ala Glu 
20 25 30 



1340 



gca gag get gag acc gag 
Ala Glu Ala Glu Thr Glu 
35 

gag gaa gca aag gag get 
Glu Glu Ala Lys Glu Ala 
50 55 
aag ecc agg teg ttc atg 
Lys Pro Arg Ser Phe Met 
70 

gga gag aga gtg gac ttn 
Gly Glu Arg Val Asp Xaa 
85 

grc etg aat gag ttg cag 
Xaa Leu Asn Glu Leu Gin 
100 



gag acc agg gca gaa gaa 
Glu Thr Arg Ala Glu Glu 
40 45 
gaa gat ggc eca atg gag 
Glu Asp Gly Pro Met Glu 
60 

ecc aac ttg ntg cct ecc 
Pro Asn Leu Xaa Pro Pro 
75 

grt gac ate cae sgg aag 
Xaa Asp lie His Xaa Lys 
90 

geg etg 
Ala Leu 
105 



gat gaa gaa gaa 261 
Asp Glu Glu Glu 

gag tec aaa eca 309 
Glu Ser Lys Pro 
65 

aag ate eca gat 357 
Lys lie Pro Asp 
80 

cgc atg gag aag 405 
Arg Met Glu Lys 
95 

429 



1 fa? 



y 



<210> 2026 

<211> 349 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 26 . . 349 



.p <400> 2026 

'■^ ggtcgcgcgc cttcctgegg etaag atg geg acg gag cat ecc gag cct ecc 52 

Met Ala Thr Glu His Pro Glu Pro Pro 
1 5 
aaa gca gaa ttg cag etg ceg ceg ecg eca cct eca ggc cae tat ggc 
Lys Ala Glu Leu Gin Leu Pro Pro Pro Pro Pro Pro Gly His Tyr Gly 
4= 10 15 20 25 

O gee tgg get gee cag gag ett cag gee aag ttg gca gag ate gga get 
Ala Trp Ala Ala Gin Glu Leu Gin Ala Lys Leu Ala Glu He Gly Ala 

30 35 40 

ceg ate cag ggt aat cgc gag gag etg gtg gag egg etg cag age tac 
Pro He Gin Gly Asn Arg Glu Glu Leu Val Glu Arg Leu Gin Ser Tyr 

45 50 55 

ace cgc cag act ggc ate gtg etg aat egg ecg gtt ttg aga ggg gaa 
Thr Arg Gin Thr Gly He Val Leu Asn Arg Pro Val Leu Arg Gly Glu 

60 65 70 

gat ggg gac aaa gee get eca cct ecc atg teg gca cag etc cct gga 
Asp Gly Asp Lys Ala Ala Pro Pro Pro Met Ser Ala Gin Leu Pro Gly 

75 80 85 

att ecc atg eca eca eca cct ttg gga etc ecc cct etg cag cct cct 
He Pro Met Pro Pro Pro Pro Leu Gly Leu Pro Pro Leu Gin Pro Pro 
90 95 100 105 

ceg eca ecc 
Pro Pro Pro 



100 



148 



196 



244 



292 



340 



349 



<210> 2027 
<211> 265 
<212> DNA 



1341 



<213> Homo sapiens 

<220> 
<221> CDS 
<222> 75 . .263 



<400> 2027 



15 



30 

:f=R; tec gca agt ncc tea 
Ser Ala Ser Xaa Ser 

45 

^f' ctt tec nmt eg 
Leu Ser Xaa 

^ <210> 2028 

<211> 324 
J <212> DNA 

<213> Homo sapiens 



c ceggaggetg 


caeggagage 


ggtgccegeg tcagtgaccg 


aat 


gca 


gag 


ecc 


gag 


agg 


aag 


ttt 


ggc 


gtg 


gtg 


Asn 


Ala 


Glu 


Pro 


Glu 


Arg 


Lys 


Phe 


Gly 
10 


Val 


Val 


ega 


gee 


gge 


5 

tec 


gtg 


egg 


atg 


agg 


gac 


ttg 


egg 


Arg 


Ala 


Gly 


Ser 


Val 


Arg 


Met 


Arg 


Asp 


Leu 


Arg 




20 










25 








tea 


geg 


ttc 


etg 


aac 


etg 


agg 


aag 


ggt 


gtg 


gat 


Ser 


Ala 


Phe 


Leu 


Asn 


Leu 


Arg 


Lys 


Gly 


Val 


Asp 




35 










40 










tec 


gee 


egg 


age 


cat 


etc 


get 


gee 


aam 


ace 


etg 


Ser 


Ala 


Arg 


Ser 


His 


Leu 


Ala 


Ala 


Xaa 


Thr 


Leu 


50 








55 










60 



60 
110 



158 



206 



254 



265 



60 
120 
172 



<220> 
<221> CDS 
<222> 143 . . 322 



<400> 2028 

gtcegeaaag eekgtggege ceggaggetg caeggagage ggtgccegeg tcagtgaccg 
awgaagagac caagatgnat rcagagcceg agaggaagtt tgegtggtgg tggttggtgt 
tggcegagcc ggetccgtgc gg atg agg gac ttg egg aat cea cac cct tec 

Met Arg Asp Leu Arg Asn Pro His Pro Ser 
1 5 10 

tea gcg ttc etg aac etg rtt gge ttc gtg teg aga agg gag etc ggg 220 
Ser Ala Phe Leu Asn Leu Xaa Gly Phe Val Ser Arg Arg Glu Leu Gly 

15 20 25 

age att gat gga gtc eag cag att tet ttg gag gat get ctt tee age 268 
Ser lie Asp Gly Val Gin Gin lie Ser Leu Glu Asp Ala Leu Ser Ser 

30 35 40 

caa gag gtg gag gtc gsn ata tet gem gtg arn net eca gsc atg agg 316 
Gin Glu Val Glu Val Xaa lie Ser Ala Val Xaa Xaa Pro Xaa Met Arg 

45 50 55 

act aea tc 
Thr Thr 
60 

<210> 2029 



324 



1342 



« 



<211> 438 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 61 . .438 



<400> 2029 

atataaggct cggaggccgc gaggcttcgc tggagtttcg ccgccgcagt cttcgccacc 
atg ccg ccc tac acc gtg gtc tat ttc cca gtt cga ggc cgc tgc gcg 
Met Pro Pro Tyr Thr Val Val Tyr Phe Pro Val Arg Gly Arg Cys Ala 
15 10 15 

gcc ctg cgc atg ctg ctg gca gat cag ggc cag age tgg aag gag gag 
Ala Leu Arg Met Leu Leu Ala Asp Gin Gly Gin Ser Trp Lys Glu Glu 

20 25 30 

gtg gtg acc gtg gag acg tgg cag gag ggc tea etc aaa gcc tec tgc 
Val Val Thr Val Glu Thr Trp Gin Glu Gly Ser Leu Lys Ala Ser Cys 
U 35 40 45 

eta tac ggg cag etc ccc aag ttc cag gae gga gae etc ace ctg tac 
yi Leu Tyr Gly Gin Leu Pro Lys Phe Gin Asp Gly Asp Leu Thr Leu Tyr 
50 55 60 

cag tec aat acc ate ctg cgt cac ctg ggc cgc acc ctt ggg etc tat 
Gin Ser Asn Thr He Leu Arg His Leu Gly Arg Thr Leu Gly Leu Tyr 
65 70 75 80 

ggg aag gae cag cag gag gca gcc ctg gtg gae atg gtg aat gae ggc 
Gly Lys Asp Gin Gin Glu Ala Ala Leu Val Asp Met Val Asn Asp Gly 

85 90 95 

gtg gag gae etc cgc tgc aaa tac rtc tec etc ate tac ace aae tat 
Val Glu Asp Leu Arg Cys Lys Tyr Xaa Ser Leu He Tyr Thr Asn Tyr 
III 100 105 110 

^ gag gcg ggc aag gat gae tat gtg aag gca ctg ccc ggg caa 
O Glu Ala Gly Lys Asp Asp Tyr Val Lys Ala Leu Pro Gly Gin 
n 115 120 125 

<210> 2030 
<211> 386 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 37 . .384 



60 
108 



156 



204 



252 



300 



348 



396 



438 



<400> 2030 

etetagtcec agtaggaggt ttgactaaga teaate atg acg act tac agt gae 54 

Met Thr Thr Tyr Ser Asp 
1 5 

aaa ggg gca aag cct gag aga ggc cga ttc etc cac ttc cac tct gtg 102 
Lys Gly Ala Lys Pro Glu Arg Gly Arg Phe Leu His Phe His Ser Val 

10 15 20 

acc ttc tgg gtt ggc aae gee aag cag gee gcg tea ttc tac tgc age 150 



1343 



Thr 


Fne 


Trp 
z b 


vax 




Asn 


e\X d 


T A/ G 
ijy Ed 




Ala 


Ala 


Ser 


Phe 
35 


Tyr 


Cys 


Ser 




aa.g 


a.tg 


ggc 


i- 1- 

U L. U 


gaa 


ccti. 


^ L. d 


gee 


tac 




yy ^ 


eta 
"-y 


gag 


ace 


QQt 


tee 


198 


Lys 


Fie u 

4 0 


ijiy 


irne 


Pin 


Pro 


Leu 
45 








Gly 


Leu 
50 


Glu 


Thr 


Glv 


Ser 




egg 


gag 


gtg 


gt e 


age 


cat 


gta 


t- 


ddd 


caa 


yyy 


aag 


att 


gtg 


ttt 


ate 


246 


A r~ n 


m n 

w JL LI 


Val 


Val 


Ser 


His 


Val 


lie 


Lys 


Gin 


Gly 


Lvs 


He 


Val 


Phe 


Val 




55 










60 










65 










70 




etc 


tec 


tea 


gcg 


etc 


aac 


eee 


tgg 


aac 


aaa 


gag 


atg 


gge 


gat 


cac 


ctg 


294 


Leu 


Ser 


Ser 


Ala 


Leu 


Asn 


Pro 


Trp 


Asn 


Lys 


Glu 


Met 


Gly Asp 


His 


Leu 












75 










80 










85 






gtg 


aaa 


cac 


ggt 


gac 


gga 


gtg 


aag 


gac 


att 


gcg 


ttc 


gag 


gtg 


gaa 


gat 


342 


Val 


Lys 


His 


Gly 


Asp 


Gly Val 


Lys 


Asp 


He 


Ala 


Phe 


Glu 


Val 


Glu 


Asp 










90 










95 










100 








tgt 


gac 


tac 


ate 


gtg 


cag 


tat 


ggg 


gac 


aee 


aea 


cac 


ace 


ctg 


gt 




386 


Cys 


Asp 


Tyr 


lie 


Val 


Gin 


Tyr 


Gly Asp 


Thr 


Thr 


His 


Thr 


Leu 









105 110 115 



<210> 2031 
<211> 314 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 128. .313 



<400> 2031 

aaacgggatg gggagctgga ecagattatg agettacaga aagectggce taeattttae 60 
teyttttgga tttettcete ateaagagae tgetgcggtg cctgtcatgt gaeageggca 120 
rU tggacat atg eee cag get ttc ctg ctg ggg tec ate cat gag cct gca 169 
^ Met Pro Gin Ala Phe Leu Leu Gly Ser He His Glu Pro Ala 

O 1 5 10 

ggt gee etc atg gag ecc eag eee tgc ect gga age ttg get gag age 217 
Gly Ala Leu Met Glu Pro Gin Pro Cys Pro Gly Ser Leu Ala Glu Ser 
15 20 25 30 

ttc ctg gag gag gag ett egg etc aat get gag ctg age eag ctg eag 265 
Phe Leu Glu Glu Glu Leu Arg Leu Asn Ala Glu Leu Ser Gin Leu Gin 

35 40 45 

ttt teg gag ect gtg gge ate ate tac aat eee gtg gag tat gea ggg g 314 
Phe Ser Glu Pro Val Gly He He Tyr Asn Pro Val Glu Tyr Ala Gly 
50 55 60 



<210> 2032 

<2H> 378 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 51 . . 377 



1344 



<212> DMA 

<213> Homo sapiens 



m <220> 

£ <221> CDS 

<222> 21 . . 185 



<400> 2033 

aaaaggagan aaataaagca atg ggg gaa tat gcc att tta att agg atg gtc 

Met Gly Glu Tyr Ala He Leu He Arg Met Val 
15 10 
agg gaa age ctt gtt aat aaa ggt ggc ctt ttt aag aat ggt gag gag 
Arg Glu Ser Leu Val Asn Lys Gly Gly Leu Phe Lys Asn Gly Glu Glu 

15 20 25 

ggc aga cat gca cag gga aca gaa agg agg aca gtg tgg ctg gag tgg 
Gly Arg His Ala Gin Gly Thr Glu Arg Arg Thr Val Trp Leu Glu Trp 

30 35 40 

aat gtg aga gtg gga gtg tgg ttt aaa gat gac ate ag 
Asn Val Arg Val Gly Val Trp Phe Lys Asp Asp He 
45 50 55 



<400> 2032 

cgqagctcgg tcctgctgga ggccacgggt gccacacact cggtcccgac atg atg 56 

Met Met 
1 

gcg age atg cga gtg gtg aag gag ctg gag gat ctt cag aag aag cct 104 
Ala Ser Met Arg Val Val Lys Glu Leu Glu Asp Leu Gin Lys Lys Pro 

5 10 15 

cce cca tac ctg egg aac ctg tec age gat gat gee aat gtc ctg gtg 152 
Pro Pro Tyr Leu Arg Asn Leu Ser Ser Asp Asp Ala Asn Val Leu Val 

20 25 30 

tgg eac get etc etc eta cce gac caa cct cce tae cac ctg aaa gee 
Trp His Ala Leu Leu Leu Pro Asp Gin Pro Pro Tyr His Leu Lys Ala 
35 40 45 50 

tte aae ctg egc ate age ttc ccg ccg gag tat eeg ttc aag cct cce 
Phe Asn Leu Arg He Ser Phe Pro Pro Glu Tyr Pro Phe Lys Pro Pro 

55 60 65 

atg ate aaa ttc aca ace aag ate tae eac cce aae gtg gac gag aac 
Met He Lys Phe Thr Thr Lys He Tyr His Pro Asn Val Asp Glu Asn 
^ 70 75 80 

^ gga cag att tgc ctg cce ate ate age agt gag aae tgg aag cct tge 344 
^ Gly Gin He Cys Leu Pro He He Ser Ser Glu Asn Trp Lys Pro Cys 
m 85 90 95 

ace aag act tgc caa gtc cyg gag gcc etc aat g 378 
y Thr Lys Thr Cys Gin Val Xaa Glu Ala Leu Asn 
y3 100 105 

j% <210> 2033 
"■"^ <211> 187 



200 



248 



296 



53 



101 



149 



187 



<210> 2034 
<211> 458 
<212> DNA 

<213> Homo sapiens 



1345 



if • 



<220> 
<221> CDS 
<222> 159. .458 



<400> 2034 

agcggcggcg gtggcggcgg aggggccgtg cggtgggtcc gtactatctt ttcccagtct 60 
cggttcgacg actccatttt cctcggtggg ggcttagcgc actggaggag cggcgggctt 120 
cagacagttg tcttcaggca gagtgagaag ctgcagca atg tct gat ttt gtg gaa 176 

Met Ser Asp Phe Val Glu 
1 5 

age gag get gag gag tea gag gaa gaa tae aat gat gaa gge gag gtg 224 
Ser Glu Ala Glu Glu Ser Glu Glu Glu Tyr Asn Asp Glu Gly Glu Val 

10 15 20 

gta ccc cga gte acc aag aaa ttt gtg gaa gag gag gat gat gat gag 272 
Val Pro Arg Val Thr Lys Lys Phe Val Glu Glu Glu Asp Asp Asp Glu 

25 30 35 

gag gag gag gag gag aac eta gat gat cag gat gag caa gge aac ttg 
^ Glu Glu Glu Glu Glu Asn Leu Asp Asp Gin Asp Glu Gin Gly Asn Leu 
^ 40 45 50 

in aaa gge ttt ate aat gae gat gat gat gaa gat gaa ggg gag gag gat 
^ Lys Gly Phe He Asn Asp Asp Asp Asp Glu Asp Glu Gly Glu Glu Asp 
-I 55 60 65 70 

^ gag gge agt gae tet ggt gat tea gaa gat gat gtt gge eae aag aag 416 
Glu Gly Ser Asp Ser Gly Asp Ser Glu Asp Asp Val Gly His Lys Lys 



=5 l 

'i 

=3 • 



75 80 85 

aga aaa cgc ace tct ttt gat gae cgc ctg gag gat gat gat 

Arq Lys Arg Thr Ser Phe Asp Asp Arg Leu Glu Asp Asp Asp 

95 100 



90 

<210> 2035 
<211> 559 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 121. .558 



<400> 2035 

tctctgctac ctgtagctga gggtgetgtt gatgggeage gcggegestg ggaaggctcg 
ttetcgcgag agtteagetc eettcttagc cgtggctgcc tcagcacetc gaggatcgae 
atg gae get cte gag gae tae gtt tgg eeg egg gea aec teg gag ett 
Met Asp Ala Leu Glu Asp Tyr Val Trp Pro Arg Ala Thr Ser Glu Leu 
15 10 15 

ata etc cte cca gtg aeg ggt ctg gag tgc gtg ggg gae egg ctg ttg 
He Leu Leu Pro Val Thr Gly Leu Glu Cys Val Gly Asp Arg Leu Leu 

20 25 30 

gcg ggt gag ggt ccc gat gte ctg gtg tae age ttg gae ttt ggt ggg 
Ala Gly Glu Gly Pro Asp Val Leu Val Tyr Ser Leu Asp Phe Gly Gly 

35 40 45 

cat ctg egg atg ata aag cga gtg cag aac ctg ett gge eae tat ett 



320 



368 



458 



60 
120 
168 



216 



264 



312 



1346 



<400> 2036 

atggttccgg ggacagttag ggcggcggat ggaggtcagc ggtggtgctc gctgcggttt 
O qqaatcactt gctaggagtc ttgtctctct gccacccagg acatc atg gca get cac 

Met Ala Ala His 

- i 

1 

ctg gta aag cga tgc acg tgc etc ctg aga gaa get get cgt cag gee 
Leu Val Lys Arg Cys Thr Cys Leu Leu Arg Glu Ala Ala Arg Gin Ala 



His Leu Arg Met He Lys Arg Val Gin Asn Leu Leu Gly His Tyr Leu 

50 55 60 

ate cat ggc ttc egg gta egg cea gag ect aat gga gae ett gac ttg 360 
He His Gly Phe Arg Val Arg Pro Glu Pro Asn Gly Asp Leu Asp Leu 
65 70 75 80 

gag gee atg gtg get gtg ttt gga age aag gga etc ega gtt gtg aaa 408 
Glu Ala Met Val Ala Val Phe Gly Ser Lys Gly Leu Arg Val Val Lys 

85 90 95 

att age tgg gga cag gge cac ttc tgg gag ett tgg cgc tct ggc ctg 456 
He Ser Trp Gly Gin Gly His Phe Trp Glu Leu Trp Arg Ser Gly Leu 

100 105 110 

tgg aae atg tct gae tgg att tgg gat gca cgc tgg ett gag gga aat 504 
Trp Asn Met Ser Asp Trp He Trp Asp Ala Arg Trp Leu Glu Gly Asn 

115 120 125 

ata gee ttg gcc ctg ggc cae aac tea gtg gtg eta tat gae ect gta 552 
He Ala Leu Ala Leu Gly His Asn Ser Val Val Leu Tyr Asp Pro Val 

130 135 140 

gta ggg t 
Val Gly 
145 

<210> 2036 
<211> 299 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 106. .297 



559 



60 
117 



165 



5 10 15 20 

ect kec atg get eca gtt ggc cga ctg aga ett gcc tgg gta gcc cat 213 
Pro Xaa Met Ala Pro Val Gly Arg Leu Arg Leu Ala Trp Val Ala His 

25 30 35 

aag act ctg act tec tea gcc ace tea cec att tec cae etc cea ggt 261 
Lys Thr Leu Thr Ser Ser Ala Thr Ser Pro He Ser His Leu Pro Gly 

40 45 50 

tec ttg atg gag cyg gtg gag aag gaa cga gca tct ac 
Ser Leu Met Glu Xaa Val Glu Lys Glu Arg Ala Ser 
55 60 



299 



<210> 2037 

<211> 287 

<212> DNA 

<213> Homo sapiens 



1347 



<220> 
<221> CDS 
<222> 112 . .285 



<400> 2037 

agtgttttct gggatgggaa ccacgccgct tcccagtctc tgtgcgaggc gtgaagcgcg 60 
gacctttcaa caagggcttt attaattctc acgctgcggc cctggaaagc g atg gag 117 

Met Glu 

1 

gtg gcg get aat tgc tec eta egg gtg aag aga eet etg ttg gat ecc 165 
Val Ala Ala Asn Cys Ser Leu Arg Val Lys Arg Pro Leu Leu Asp Pro 

5 10 15 

cge tte gag ggt tac aag cte tct ctt gag ecg ctg cct tgt tac eag 213 
Arg Phe Glu Gly Tyr Lys Leu Ser Leu Glu Pro Leu Pro Cys Tyr Gin 

20 25 30 

ctg gag ctt gae gca ggt ggg aag egg egg egc ect teg tac tee gtt 261 
Leu Glu Leu Asp Ala Gly Gly Lys Arg Arg Arg Pro Ser Tyr Ser Val 
35 40 45 50 

^ cct tte ccc ttt egg etg ect ecg gc 

^ Pro Phe Pro Phe Arg Leu Pro Pro 

Ul 55 

-yj <210> 2038 

^ <211> 376 

<212> DNA 
.n <213> Homo sapiens 



Hi; 



287 



<220> 
<221> CDS 
<222> 92 . .376 



<400> 2038 

ggggtcagaa caetggegge cgatcccaac gaggetccet ggageecgac gcagageage 60 
gccctggecg ggecaagcag gagceggcat e atg gat tec tte aaa gta gtg 112 

Met Asp Ser Phe Lys Val Val 

1 5 

ctg gag ggg eca gca cct tgg gge tte egg etg eaa ggg gge aag gac 160 
Leu Glu Gly Pro Ala Pro Trp Gly Phe Arg Leu Gin Gly Gly Lys Asp 

10 15 20 

tte aat gtg ccc etc tec att tec egg etc act cct ggg gge aaa gcg 208 
Phe Asn Val Pro Leu Ser He Ser Arg Leu Thr Pro Gly Gly Lys Ala 

25 30 35 

gcg eag gee gga gtg gee gtg ggt gae tgg gtg ctg age ate gat gge 2 56 

Ala Gin Ala Gly Val Ala Val Gly Asp Trp Val Leu Ser He Asp Gly 
40 45 50 55 

gag aat gcg ggt age etc aca cac ate gaa get eag aae aag ate egg 3 04 

Glu Asn Ala Gly Ser Leu Thr His He Glu Ala Gin Asn Lys He Arg 

60 65 70 

gee tgc ggg gag egc etc age ctg gge etc age agg gee eag ecg gtt 352 
Ala Cys Gly Glu Arg Leu Ser Leu Gly Leu Ser Arg Ala Gin Pro Val 

75 80 85 

cag age aaa cng eag aag gee ccc 



376 



1348 



Gin Ser Lys Xaa Gin Lys Ala Pro 
90 95 

<210> 2039 

<211> 516 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 119. .514 



115 

cag att tec tec tt 
Gin lie Ser Ser 
130 

<210> 2040 

<211> 354 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 77 . , 352 



60 
118 
166 



<400> 2039 

ggattgtccg gtggtcgcct ggtaaccggt cgtggctgta ctggeggegg eagggctggc 
ggcttaggcc geagaggtct gtgggcctga geccaegctg gactctgtcc gttctgcg 
atg act get get ctg gee gte gtc acg acg teg ggt ttg gaa gat ggg 
Met Thr Ala Ala Leu Ala Val Val Thr Thr Ser Gly Leu Glu Asp Gly 
15 10 15 

^ gtg cct agg tec cgt ggc gaa ggg ace ggg gaa gtg gte ttg gag egg 214 
* Val Pro Arg Ser Arg Gly Glu Gly Thr Gly Glu Val Val Leu Glu Arg 
HI 20 25 30 

N= ggg ecc ggc geg gee tac eae atg tte gtg gtg atg gag gac ttg gtg 262 

Gly Pro Gly Ala Ala Tyr His Met Phe Val Val Met Glu Asp Leu Val 
fi 35 40 45 

S gag aag ctg aag ctg etc ege tac gag gag gag tte etc egg aag age 310 
S Glu Lys Leu Lys Leu Leu Arg Tyr Glu Glu Glu Phe Leu Arg Lys Ser 
^ 50 55 60 

U aae ctg aag gee ecg tee aga eae tat ttt gea ctg cct acc aac cct 358 

^ Asn Leu Lys Ala Pro Ser Arg His Tyr Phe Ala Leu Pro Thr Asn Pro 

y 65 70 75 80 

y ggc gaa cag tte tac atg ttt tgt act ett get get tgg ttg att aat 406 

P Gly Glu Gin Phe Tyr Met Phe Cys Thr Leu Ala Ala Trp Leu He Asn 

□ 85 90 95 

aaa geg gga cgt ecc ttt gag cag cct caa gaa tat gat gac cct aat 454 
^ Lys Ala Gly Arg Pro Phe Glu Gin Pro Gin Glu Tyr Asp Asp Pro Asn 
100 105 110 

gea aca ata tct aac ata eta tec gag ctt egg tea ttt gga aga ctg 502 
Ala Thr He Ser Asn He Leu Ser Glu Leu Arg Ser Phe Gly Arg Leu 

120 125 



516 



1349 



tc 



H= <210> 2041 

y <211> 306 

<212> DNA 
<213> Homo sapiens 



<220> 
<221> CDS 
<222> 84 . .305 



<400> 2041 

attcttagga gcctctcaag agctccacgc agcccggctg ggcagcaagg gacagaacag 
agqcggccgc tgacagcacc age atg tct tac agt gtg acc ctg act ggg ccc 

Met Ser Tyr Ser Val Thr Leu Thr Gly Pro 
15 10 
ggg ccc tgg ggc ttc cgk ytg cag ggg ggc mar gac ttc aac atg ccc 
Glv Pro Trp Gly Phe Arg Leu Gin Gly Gly Xaa Asp Phe Asn Met Pro 

15 20 25 

etc acc ctg cag aaa tea aag cgt ccc att ccc ate tec acg aca gca 
Leu Thr Leu Gin Lys Ser Lys Arg Pro He Pro He Ser Thr Thr Ala 

30 35 40 

ect eca gtc cag ace cet ctg ceg gtg ate cct eac cag aag gtg gta 
Pro Pro Val Gin Thr Pro Leu Pro Val He Pro His Gin Lys Val Val 

45 50 55 

gtc aac tct eca gee aac gee gac tac cag gaa cge ttc aac ccc agt g 
Val Asn Ser Pro Ala Asn Ala Asp Tyr Gin Glu Arg Phe Asn Pro Ser 
60 65 70 



160 



208 



<400> 2040 

gagttccgcg tcgtcgcgca gagetgaete tgggaggegt ttgggeecag agaagtggat 60 
cegecgcttg egccgc atg gag tec gaa teg gaa age ggg get get get gac 112 
Met Glu Ser Glu Ser Glu Ser Gly Ala Ala Ala Asp 
15 10 
acc ccc eca ctg gag acc eta age ttc cat ggt gat gaa gag att ate 
Thr Pro Pro Leu Glu Thr Leu Ser Phe His Gly Asp Glu Glu He He 

15 20 25 

gag gtg gta gaa ctt gat ccc ggt ceg ecg gac eca gat gac ctg gee 
Glu Val Val Glu Leu Asp Pro Gly Pro Pro Asp Pro Asp Asp Leu Ala 

30 35 40 

cag gag atg gaa gat gtg gac ttt gag gaa gaa gag gag gaa gag ggc 2 56 

Gin Glu Met Glu Asp Val Asp Phe Glu Glu Glu Glu Glu Glu Glu Gly 
45 50 55 60 

aac gaa gag ggc tgg gtt eta gaa ccc cag gaa ggg gtg gtc ggc age 
Asn Glu Glu Gly Trp Val Leu Glu Pro Gin Glu Gly Val Val Gly Ser 

65 70 75 

atg gag ggc ccc gac gat age gag gtc ace ttt gca ttg cac tea gca 352 
Met Glu Gly Pro Asp Asp Ser Glu Val Thr Phe Ala Leu His Ser Ala 
80 85 90 



304 



354 



60 
113 



161 



209 



257 



306 



<210> 2042 

<211> 262 

<212> DNA 

<213> Homo sapiens 



1350 




<220> 
<221> CDS 
<222> 89. .262 



<400> 2042 

ctttccccag aggcgagctt catcaggcag gagccagagg ccagagagac agcgtgcagc 
tccagaggcg gccgctgaca gcaccagc atg tct tac agt gtg acc ctg act 

Met Ser Tyr Ser Val Thr Leu Thr 
1 5 
ggg ccc ggg ccc tgg ggc ttc cgt ctg cag ggg ggc aag gac ttc aac 
Gly Pro Gly Pro Trp Gly Phe Arg Leu Gin Gly Gly Lys Asp Phe Asn 

10 15 20 

atg ccc etc act ate tec egg ate aca eca ggc age aag gca gcc cag 
Met Pro Leu Thr He Ser Arg He Thr Pro Gly Ser Lys Ala Ala Gin 
25 30 35 40 

tec cag etc age cag ggt gac etc gtg gtg gcc att gac ggc gtc aac 

_ Ser Gin Leu Ser Gin Gly Asp Leu Val Val Ala He Asp Gly Val Asn 

P 45 50 55 

^ aca gac 

lH Thr Asp 

iUJ <210> 2043 

.J <211> 429 

<212> DNA 



<213> Homo sapiens 



60 
112 



160 



208 



256 



262 



60 
112 



160 



<220> 
y <221> CDS 

ly <222> 89. .427 

'iU 

3 <400> 2043 

pi aagctattet taggagecte teaagagctc caegcagcec ggctgggcag caagggacag 
aacagaggcg gccgctgaca gcaccagc atg tct tac agt gtg acc ctg act 

Met Ser Tyr Ser Val Thr Leu Thr 
1 5 
ggg ccc ggg ccc tgg ggc ttc cgt ctg cag ggg ggc aag gac ttc aac 
Gly Pro Gly Pro Trp Gly Phe Arg Leu Gin Gly Gly Lys Asp Phe Asn 

10 15 20 

atg ccc etc act ate tee egg ate aca eca ggc age aag gca gcc cag 208 
Met Pro Leu Thr He Ser Arg He Thr Pro Gly Ser Lys Ala Ala Gin 
25 30 35 40 

tec cag etc age cag ggt gac etc gtg gtg gcc att gac ggc gtc aac 
Ser Gin Leu Ser Gin Gly Asp Leu Val Val Ala He Asp Gly Val Asn 

45 50 55 

aca gac acc atg acc cac ctg gaa gcc cag aac aag ate aag tct gcc 
Thr Asp Thr Met Thr His Leu Glu Ala Gin Asn Lys He Lys Ser Ala 

60 65 70 

age tac aac ttg age etc ace ctg cag aaa tea aag cgt ccc att ccc 352 
Ser Tyr Asn Leu Ser Leu Thr Leu Gin Lys Ser Lys Arg Pro He Pro 

75 80 85 

ate tec acg aca gca cct eca gtc cag acc ect ctg ccg gtg ate cct 



256 



304 



400 



1351 



lie 


Ser 


Thr 


Thr 


Ala 


Pro 


Pro 


Val 


Gin 




90 










95 






cac 


cag 


aag 


gtg 


gta 


gtc 


aac 


tct 


cca 


His 


Gin 


Lys 


Val 


Val 


Val 


Asn 


Ser 


Pro 


105 










110 









100 



<210> 2044 

<211> 354 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 197 . .352 



Ala Pro Val Val Phe Ser Thr Pro Gin Ala 

30 35 40 

tct cag ccc cgc cas cac ttc tac cc 

Ser Gin Pro Arg Xaa His Phe Tyr 
45 50 



<210> 2045 

<211> 273 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 116 . .271 



<400> 2045 

gataccctca cctcccaacc ccaggccctc ggatgcccag aacctgtagg ccgcaccgtg 
qacttqttct taatcgaggg ggtgctgggg ggaccctgat gtggcaccaa atgaa atg 
^ Met 

1 

aac aaa get cca cag tec aca ggc ccc cca ccc gcc cca tec ccc gga 
Asn Lys Ala Pro Gin Ser Thr Gly Pro Pro Pro Ala Pro Ser Pro Gly 

5 10 15 

etc cea cag cca geg ttt ecc ccg ggg cag aca gcg ceg gtg gtg ttc 
Leu Pro Gin Pro Ala Phe Pro Pro Gly Gin Thr Ala Pro Val Val Phe 
20 25 30 



429 



60 
120 
180 



<400> 2044 

tagcggtggc cgecgagegg gatetgtgcg gggagccgga aatggttgtg gaetacgtet 
gtgcggctgc gtggggetcg gecgcgcgga ctgaaggaga ctgaaggcce tcggatgsce 
agaacctgta ggccgcaccg tggacttgtt etymatcgag ggggtgctgg ggggacetga 
tgtggcacca aatgam atg aay aaa get cca cag tec aca ggc ecc cca esc 232 
Ul Met Asn Lys Ala Pro Gin Ser Thr Gly Pro Pro Xaa 

U 1 5 10 

y gcc cca tec ccc gga etc cca sag cca gcg ttt ccc ccg ggg eag aca 280 
i Ala Pro Ser Pro Gly Leu Pro Xaa Pro Ala Phe Pro Pro Gly Gin Thr 

15 2 0 2 5 

% gcg ccg gtg gtg ttc agt aeg cea caa gcg aca eaa atg aac aeg ect 328 
TvT^ n-^^ Vol ph^^ .qp-r Thr Pro Gin Ala Thr Gin Met Asn Thr Pro 



354 



60 
118 



166 



214 



1352 



agt acg cca caa gcg aca caa atg aac acg cct tct cag ccc cgc cas 
Ser Thr Pro Gin Ala Thr Gin Met Asn Thr Pro Ser Gin Pro Arg Xaa 

35 40 45 

cac ttc tac cc 
His Phe Tyr 
50 

<210> 2046 
<211> 484 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 48 . .482 



<400> 2046 

agatcggctt ccggttccgg tgggctctga accctgaaag gctcgcg atg cct eta 56 

Met Pro Leu 
1 



cac 


aag 


tat 


ccc 


gtg 


tgg 


etc 


tgg 


aag 


egg 


etg 


cag 


etg 


egg 


gag 


gge 


104 


His 


Lys 
5 


Tyr 


Pro 


Val 


Trp 


Leu 
10 


Trp 


Lys 


Arg 


Leu 


Gin 
15 


Leu 


Arg 


Glu 


Gly 




ate 


tgt 


tec 


cgc 


etg 


ccc 


gge 


cac 


tac 


etg 


cgc 


tec 


etg 


gag 


gag 


gag 


152 


lie 


Cys 


Ser 


Arg 


Leu 


Pro 


Gly 


His 


Tyr 


Leu 


Arg 


Ser 


Leu 


Glu 


Glu 


Glu 




20 








25 










30 










35 


200 


egg 


acg 


ccc 


act 


ccc 


gtg 


cac 


tat 


agg 


cct 


cat 


ggg 


gee 


aag 


ttc 


aag 


Arg 


Thr 


Pro 


Thr 


Pro 


Val 


His 


Tyr 


Arg 


Pro 


His 


Gly 


Ala 


Lys 


Phe 


Lys 










40 










45 










50 






ate 


aac 


ccc 


aag 


aac 


ggg 


cag 


egg 


gag 


egt 


gtg 


gag 


gac 


gtg 


ccc 


att 


248 


lie 


Asn 


Pro 


Lys 
55 


Asn 


Gly 


Gin 


Arg 


Glu 
60 


Arg 


Val 


Glu 


Asp 


Val 
65 


Pro 


He 




ccc 


ate 


tac 


ttt 


ccc 


ccc 


gaa 


tec 


cag 


egg 


ggg 


ttg 


tgg 


gge 


gge 


gag 


296 


Pro 


He 


Tyr 


Phe 


Pro 


Pro 


Glu 


Ser 


Gin 


Arg 


Gly 


Leu 


Trp Gly Gly Glu 








70 










75 










80 










gqe 


tgg 


ate 


etg 


gge 


caa 


ata 


tat 


gee 


aac 


aac 


gac 


aag 


etc 


tee 


aag 


344 


Gly Trp 


He 


Leu 


Gly 


Gin 


He 


Tyr 


Ala 


Asn 


Asn 


Asp 


Lys 


Leu 


Ser 


Lys 






85 










90 










95 












agg 


etg 


aag 


aaa 


gtg 


tgg 


aag 


cca 


cag 


etg 


ttt 


gag 


ega 


gag 


ttc 


tac 


392 


Arg 


Leu 


Lys 


Lys 


Val 


Trp 


Lys 


Pro 


Gin 


Leu 


Phe 


Glu 


Arg 


Glu 


Phe 


Tyr 




100 










105 










110 










115 


440 


agt 


gag 


ate 


etg 


gac 


aag 


aag 


ttc 


aea 


gtg 


act 


gtg 


ace 


atg 


egg 


ace 


Ser 


Glu 


He 


Leu 


Asp 
120 


Lys 


Lys 


Phe 


Thr 


Val 
125 


Thr 


Val 


Thr 


Met 


Arg 
130 


Thr 




etg 


gac 


etc 


ate 


gat 


gag 


get 


tat 


ggg 


etc 


gac 


ttt 


tac 


ate 


et 




484 


Leu 


Asp 


Leu 


He 


Asp 


Glu 


Ala 


Tyr Gly 


Leu 


Asp 


Phe 


Tyr 


He 












135 










140 










145 









<210> 2047 

<211> 266 

<212> DNA 

<213> Homo sapiens 



1353 



<220> 
<221> CDS 
<222> 91 . .264 



Ul 



<400> 2047 
gaggacttga cctctggcc 
gaggtgaact gaagccagc 



c aagatggtgg 
a gccccgcatc 



egg ggc etc 
Arg Gly Leu 
10 

aag gag ttc 
Lys Glu Phe 
25 

cct acc aag 
Pro Thr Lys 

gga cag cc 
Gly Gin 



agg aag 
Arg Lys 

aat gag 
Asn Glu 

att tta 
lie Leu 
45 



ccc gag aga 
Pro Glu Arg 
15 

agg aca aag 
Arg Thr Lys 
30 

gtg aag cct 
Val Lys Pro 



cgcccagagc 
atg tea aag 
Met Ser Lys 
1 

ggc gtt tec 
Gly Val Ser 

gac ate aag 
Asp lie Lys 
35 

gac agg aca 
Asp Arg Thr 
50 



ttcgetcttg ctgctcccct 
etc ggc egg gcc gee 
Leu Gly Arg Ala Ala 
5 

ate aac cag ttt tgc 
lie Asn Gin Phe Cys 
20 

gaa ggc att cct ctg 
Glu Gly lie Pro Leu 
40 

ttt gar att aag att 
Phe Glu lie Lys He 
55 



<210> 2048 
<211> 443 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 143 . .442 



60 
114 



162 



210 



258 



266 



.=3(3. 



<400> 2048 

gcggagagct tggaetggga gcccaaagct 
ggagetgeag etctgccagc ttgggccgag 
eagcegeaga cegtggctga gc atg gag 

Met Glu 
1 

atg ctg gag gag teg gat tgc ccg 
Met Leu Glu Glu Ser Asp Cys Pro 
15 

cee age aag aag atg tgg att aag 
Pro Ser Lys Lys Met Trp He Lys 
30 

gtg aag cag ttg gag aat ggg gag 
Val Lys Gin Leu Glu Asn Gly Glu 

45 50 
aat ctg gag tac aca get tct ctg 
Asn Leu Glu Tyr Thr Ala Ser Leu 

60 65 
aca egg caa ate ttg gac acg gag 
Thr Arg Gin He Leu Asp Thr Glu 
75 80 
gat gcc gtg cct teg gag gtg egg 



cggetgggca gcgggagagg aggagcegea 
cetagagaca ceggcetggc tggtccaege 
ctg tec ccc cgc agt cct eeg gag 
Leu Ser Pro Arg Ser Pro Pro Glu 
5 10 
tea ccc ctg gag ctg aag tea gcc 
Ser Pro Leu Glu Leu Lys Ser Ala 

20 25 
ctt egg tct ctg ctg cgc tac atg 
Leu Arg Ser Leu Leu Arg Tyr Met 
35 40 
ata aac att gag gag ctg aag aaa 
He Asn He Glu Glu Leu Lys Lys 
55 

ctg gaa gcc gtc tac ata gat gag 
Leu Glu Ala Val Tyr He Asp Glu 
70 

gac gag ctg cag gag ctg egg tea 
Asp Glu Leu Gin Glu Leu Arg Ser 

85 90 
gac tgg c 



60 
120 
172 



220 



268 



316 



364 



412 



443 



1354 



Asp Ala Val Pro Ser 
95 

<210> 2049 

<211> 261 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 74 . .259 



Glu Val Arg Asp Trp 
100 



aca gmc aw 
Thr Xaa 

<210> 2050 

<211> 413 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 109. .411 



60 
109 



<400> 2049 

atgtgaccgg aagggctcct cacggacgcc gtccctcctc ggcgcggcct gagcgcccgg 
cccgaccccg gcc atg ggg tgc tgc tac age age gag aac gag gac teg 
Met Gly Cys Cys Tyr Ser Ser Glu Asn Glu Asp Ser 
15 10 
_ gae eag gac cga gag gag egg aag etg etg ctg gae eet age age eec 157 
^ Asp Gin Asp Arg Glu Glu Arg Lys Leu Leu Leu Asp Pro Ser Ser Pro 

15 20 25 

in ect aee aaa get ete aat gga gee gag ece aae tae cae age ctg eet 
H Pro Thr Lys Ala Leu Asn Gly Ala Glu Pro Asn Tyr His Ser Leu Pro 
y 30 35 40 

..n tec get cge act gat gag eag gee ctg ete tet tec ate ett gee aag 
Ser Ala Arg Thr Asp Glu Gin Ala Leu Leu Ser Ser lie Leu Ala Lys 
45 50 55 60 



205 



253 



261 



<400> 2050 

agtggatgtt getggaaccc acgeggagga aggaagagac geaggcagge tgcggttace 60 
caaqeggeca eeegggcetc agggaeecet tcceegagag aeggeaee atg ace eag 117 
^ Met Thr Gin 

1 

gga aag etc tec gtg get aac aag gee eet ggg ace gag ggg eag eag 165 
Gly Lys Leu Ser Val Ala Asn Lys Ala Pro Gly Thr Glu Gly Gin Gin 

5 10 15 

cag gtg cat ggc gag aag aag gag get eca gea gtg ece tea gee eca 213 
Gin val His Gly Glu Lys Lys Glu Ala Pro Ala Val Pro Ser Ala Pro 
20 25 30 35 

ccc tec tat gag gaa gee ace tet ggg gag ggg atg aag gca ggg gee 261 
Pro Ser Tyr Glu Glu Ala Thr Ser Gly Glu Gly Met Lys Ala Gly Ala 
40 45 50 



1355 



ttc ccc cca gcc ccc aca 
Phe Pro Pro Ala Pro Thr 
55 

gtg gac ccc age age age 
Val Asp Pro Ser Ser Ser 
70 

gac eat gag etc ttc ace 
Asp His Glu Leu Phe Thr 
85 

cga gtc tt 
Arg Val 
100 



gcg gtg eet etc cae cet 
Ala Val Pro Leu His Pro 
60 

tec age tat tac aae ggt 
Ser Ser Tyr Tyr Asn Gly 
75 

act ttc age tgg gat gac 
Thr Phe Ser Trp Asp Asp 
90 95 



age tgg gee tat 309 
Ser Trp Ala Tyr 
65 

ttc ccc acc gga 357 

Phe Pro Thr Gly 

80 

cag aaa gtt egt 405 
Gin Lys Val Arg 

413 



<210> 2051 

<211> 391 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 151. .390 



<400> 2051 

ataatatgtg ggcegetgtg gagecgtggt cgcgetgtgt gtgtgtgtga gtrgagagtg 60 
agtgegggae etgaggctgt gtgtgtgtga actgtggeea etggcggggt eggggggggg 12 0 
eagcggcgga cckyytegga eggcaaagee atg act aca gta gtg gta cat gtg 174 

Met Thr Thr Val Val Val His Val 

1 5 

gac tec aaa get gag etc act ace ctg ctg gag cag tgg gaa aag gaa 222 
Asp Ser Lys Ala Glu Leu Thr Thr Leu Leu Glu Gin Trp Glu Lys Glu 

10 15 20 

cat ggc agt ggg cag gac atg gta cet ate ett ace agg atg tet eaa 270 
His Gly Ser Gly Gin Asp Met Val Pro He Leu Thr Arg Met Ser Gin 
25 30 35 40 

ttg att gaa aaa gaa act gaa gag tat egt aaa ggg gat eca gac cca 318 
Leu He Glu Lys Glu Thr Glu Glu Tyr Arg Lys Gly Asp Pro Asp Pro 

45 50 55 

ttt gat gat cga eat cnt ggt cga get gat cea gag tgt atg ctg ggc 366 
Phe Asp Asp Arg His Xaa Gly Arg Ala Asp Pro Glu Cys Met Leu Gly 

60 65 70 

cac ttg ctg aga ata etc ttc aag a 
His Leu Leu Arg He Leu Phe Lys 
75 80 



391 



<210> 2052 

<211> 352 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 118 . .351 



1356 



309 



<400> 2052 

acttccggtc gctttcggtc tctcagcggc cggtttctgc gtccgctgcc gcaggttcca 60 
ccgcgctcca ggtatttttt tttctgaagg aaagctgctt cctcatatgt ttcaaga 117 
atg get etc cet ate att gta aaa tgg ggt gga cag gag tat tea gtg 165 
Met Ala Leu Pro He He Val Lys Trp Gly Gly Gin Glu Tyr Ser Val 
15 10 15 

acc aca cky tea gaa gat gat act gtg etc gat etc aaa gag tkt etc 213 
Thr Thr Xaa Ser Glu Asp Asp Thr Val Leu Asp Leu Lys Glu Xaa Leu 

20 25 30 

aag acc ett aca gga gtt ctt cca gaa cgc caa aag tta ctt gga etc 261 
Lys Thr Leu Thr Gly Val Leu Pro Glu Arg Gin Lys Leu Leu Gly Leu 

35 40 45 

ara gtt aaa nny aaa cet gea gar rat gat gtt aag ctt ggr get etc 
Xaa Val Lys Xaa Lys Pro Ala Glu Xaa Asp Val Lys Leu Gly Ala Leu 

50 55 60 

ara ctg ara cen rat rck aaa ate atg atg atg gga act cgt g 352 
Xaa Leu Xaa Pro Xaa Xaa Lys He Met Met Met Gly Thr Arg 
^ 65 70 75 

<210> 2053 
in <211> 460 
M= <212> DNA 
1x1 <213> Homo sapiens 

<220> 
'% <221> CDS 

<222> 258 . .458 

tU <400> 2053 

fy attgggcgga aggttcgctg gcactccgtt ggtcttccag ctggtgggag ttgacgaegc 60 
ggtgetggge gttgggaeec tactttatct agttcgggaa gttgggttgt ggggtcatac 120 
ifH ctgtctgtct gctcecagct ttcttgggtt tcttccgacg gcgtggggcc tegctaagga 180 
S attcceggcc cctcagggce acggctttag cggtgtcttt tgcgagttct tcgtaagtac 240 
atcttaaage tgtcaag atg gtt eta gea gae ctt gga aga aaa ata aca 

Met Val Leu Ala Asp Leu Gly Arg Lys He Thr 
15 10 
tea gea tta cgc teg ttg age aat gee acc att ate aat gaa gag gta 
Ser Ala Leu Arg Ser Leu Ser Asn Ala Thr He He Asn Glu Glu Val 

15 20 25 

ttg aat get atg eta aaa gaa gtc tgt acc get ttg ttg gaa gea gat 
Leu Asn Ala Met Leu Lys Glu Val Cys Thr Ala Leu Leu Glu Ala Asp 

30 35 40 

gtt aat att aaa eta gtg aag caa eta aga gaa aat gtt aag tet get 434 
Val Asn He Lys Leu Val Lys Gin Leu Arg Glu Asn Val Lys Ser Ala 

45 50 55 

att gat ctt gaa gag atg gea tct gg 
He Asp Leu Glu Glu Met Ala Ser 
60 65 



290 



338 



386 



460 



<210> 2054 
<211> 183 
<212> DNA 



1357 



<213> Homo sapiens 

<220> 
<221> CDS 
<222> 23 . . 181 



<400> 2054 

acagttacgc gccgcacgga tc atg gcc gca gcc get ctg ggg cag ctg ttt 52 

Met Ala Ala Ala Ala Leu Gly Gin Leu Phe 
15 10 
gag ggc atg aag gcg ttc aaa ggc aaa gac cag cag gtg cgc etc ttc 100 
Glu Gly Met Lys Ala Phe Lys Gly Lys Asp Gin Gin Val Arg Leu Phe 

15 20 25 

cgc ccc tgg etc aac atg gac egg atg ctg cgc tea gcc atg cgc ctg 148 
Arq Pro Trp Leu Asn Met Asp Arg Met Leu Arg Ser Ala Met Arg Leu 

30 35 40 

tgc ctg ceg agt ttc gac aag ctg gag ttg ctg ga 
Cys Leu Pro Ser Phe Asp Lys Leu Glu Leu Leu 
O 45 50 

iH <210> 2055 

H <211> 665 

III <212> DNA 

fn <213> Homo sapiens 



183 



48 



96 



144 



<220> 
<221> CDS 
<222> 7. .663 

ifU <400> 2055 

£ cggaaa atg gcc gcc gcc gcc gcc gcc gcg ccg age gga gga gga gga 
^ Met Ala Ala Ala Ala Ala Ala Ala Pro Ser Gly Gly Gly Gly 

S 1 5 10 

gga ggc gag gag gag aga ctg grr gaa aag tea gaa gac cag gac etc 
Gly Gly Glu Glu Glu Arg Leu Xaa Glu Lys Ser Glu Asp Gin Asp Leu 
15 20 25 30 

sag ggc etc aag gac raa ccc etc aag ttt aan rwg gtg aag aaa gat 
Xaa Gly Leu Lys Asp Xaa Pro Leu Lys Phe Xaa Xaa Val Lys Lys Asp 

35 40 45 

aag aaa gaa gag aaa gag ggc aag cat gag ccc gtg cag eca tea gcc 192 
Lys Lys Glu Glu Lys Glu Gly Lys His Glu Pro Val Gin Pro Ser Ala 

50 55 60 

cac eac tct get gag ccc gca gag gca ggc aaa gca gag aca tea nna 240 
His His Ser Ala Glu Pro Ala Glu Ala Gly Lys Ala Glu Thr Ser Xaa 

65 70 75 

ggg tea ggc tec gcc ccg get gtg ccg gaa get tct gcc tec ccc aaa 
Gly Ser Gly Ser Ala Pro Ala Val Pro Glu Ala Ser Ala Ser Pro Lys 

80 85 90 

cag egg cgc tec ate ate egt gac egg gga mce atg kat gat gac ccc 336 
Gin Arg Arg Ser He He Arg Asp Arg Gly Xaa Met Xaa Asp Asp Pro 
95 100 105 110 

ace ctg ect gaa ggc tgg aca egg aag ctt aag caa agg aaa tet gge 384 



288 



1358 



IP 




115 



130 

gcc ttt cgc tct aaa gtg gag ttg 
Ala Phe Arg Ser Lys Val Glu Leu 
145 150 
gac aca tec ctg gac cct aat gat 
Asp Thr Ser Leu Asp Pro Asn Asp 

160 165 
ggg age eee tee egg cga gag eag 
Gly Ser Pro Ser Arg Arg Glu Gin 
175 180 
ccc aaa get eea gga aet ggc aga 
Pro Lys Ala Pro Gly Thr Gly Arg 
195 



y 210 215 

HI <210> 2056 
M' <211> 474 
Id <212> DNA 

<213> Homo sapiens 



mi 



Lys 


Leu 

Iz U 


Lys 


Gin 


Arg 


Lys 


Ser 
125 


Gly 




u au 


ttg 


d L. C 


a i" 

Cl Ct L. 


ece 


eag 


aaa 


aaa 


432 


Tyr 


Leu 


lie 


Asn 


Pro 


O J. 11 


nl V 

\j J- y 


Lys 




135 


















acu 


gcg 




f- i- r* 


gaa 


aag 


gta 


QQC 


480 


He 


Ala 


Tyr 


Phe 


m 11 

X U. 
J. D J 


Lys 


Val 


Glv 




ttt 


gae 


ttc 


aeg 


g t a 


act 


aaa 


aga 


528 


Phe 


Asp 


Phe 


Thr 
170 


Val 


Thr 


Gly 


Arg 




aaa 


eea 


cet 


aag 


awg 


ccc 


aaa 


tct 


576 


Lys 


Pro 


Pro 


Lys 


Xaa 


Pro 


Lys 


Ser 






185 










190 




gge 


egg 


gga 


ege 


eee 


aaa 


ggg 


age 


624 


Gly Arg 


Gly Arg 


Pro 


Lys 


Gly 


Ser 






200 










205 






acg 


tea 


gag 


ggt 


gtg 


ca 






665 


Thr 


Ser 


Glu 


Gly 


Val 











<220> 
<221> CDS 
<222> 174 . .473 



f4 <400> 2056 

£ ctgsaagaeg gcagagctgc cgecattttg cgggaagagg aggcketgta cetgeagtge 

n tgcttttctt gcetagaetc taggaactat ecgagctcea etecccaeaa eataetcaaa 

% ggaaeggaga gaaecgggac ececetgegg gnaceeggaa etgatetgae agg atg 



Met 
1 



60 
120 
176 



224 



272 



320 



gca tct gat gac ttt gac ata gtr att gag gee atg ctg gaa get ece 
Ala Ser Asp Asp Phe Asp He Val He Glu Ala Met Leu Glu Ala Pro 

5 10 15 

tat aaa aaa gaa gag gat gag caa eaa agg aaa gaa gtt aaa aag gat 
Tyr Lys Lys Glu Glu Asp Glu Gin Gin Arg Lys Glu Val Lys Lys Asp 

20 25 30 

tat cet age aat ace ace age age ace age aac agt ggc aat gag ace 
Tyr Pro Ser Asn Thr Thr Ser Ser Thr Ser Asn Ser Gly Asn Glu Thr 

35 40 45 

agt gga age age ace ate ggg gag aca age aat egt agt cga gat egg 368 
Ser Gly Ser Ser Thr He Gly Glu Thr Ser Asn Arg Ser Arg Asp Arg 
50 55 60 65 

gat egg tat aga egg aga aat agt egg age cga agt eca ggt egg eag 
ASD Arq Tyr Arg Arg Arg Asn Ser Arg Ser Arg Ser Pro Gly Arg Gin 

70 75 80 

tgt egt cae egt age egt age tgg gat egt cga cat ggt agt gag teg 
Cys Arg His Arg Ser Arg Ser Trp Asp Arg Arg His Gly Ser Glu Ser 



416 



464 



1359 



ft • 



85 

cga agt egg g 
Arg Ser Arg 
100 



<210> 
<211> 
<212> 
<213> 



2057 
454 
DNA 
Homo 



sapiens 



<220> 
<221> CDS 
<222> 34 . .453 



<400> 2057 

gcgcgcggcg agctgagggt ggcggcggtc gac atg ttc cag gtc ccg gat age 

Met Phe Gin Val Pro Asp Ser 
1 5 
gag ggc ggc egc gee gge tec agg gee atg aag eec cea gga gga gaa 
Glu Gly Gly Arg Ala Gly Ser Arg Ala Met Lys Pro Pro Gly Gly Glu 

10 15 20 

teg age aat ett ttt gga agt cea gaa gaa get act cet tec age agg 
Ser Ser Asn Leu Phe Gly Ser Pro Glu Glu Ala Thr Pro Ser Ser Arg 

25 30 35 

cet aat agg atg gca tct aat att ttt gga cea aca gaa gaa eet eag 
Pro Asn Arg Met Ala Ser Asn He Phe Gly Pro Thr Glu Glu Pro Gin 
40 45 50 55 

aac ata eec aag agg aca aat cce eea ggg ggt aaa gga agt ggt ate 
Asn He Pro Lys Arg Thr Asn Pro Pro Gly Gly Lys Gly Ser Gly He 

60 65 70 

ttt gac gaa tea aec eec gtg cag act ega eag cac cwr aac cea cet 
Phe Asp Glu Ser Thr Pro Val Gin Thr Arg Gin His Xaa Asn Pro Pro 

75 80 85 

gga ggg aag ace age gac att ttt ggg tct eeg gte act gee act tea 
Gly Gly Lys Thr Ser Asp He Phe Gly Ser Pro Val Thr Ala Thr Ser 

90 95 100 

ege ttg gea cac cea ann aaa eec aag gat eat gtt ttc tta tgt gaa 
Arg Leu Ala His Pro Xaa Lys Pro Lys Asp His Val Phe Leu Cys Glu 

105 110 115 

gga gaa gaa cea aaa teg gat ctt aaa get gca agg age ate ccg get 
Gly Glu Glu Pro Lys Ser Asp Leu Lys Ala Ala Arg Ser He Pro Ala 
120 125 130 135 

gga gca gag cea ggt g 
Gly Ala Glu Pro Gly 
140 

<210> 2058 

<211> 416 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 



54 



102 



150 



198 



246 



294 



342 



390 



438 



454 



1360 



<222> 8. .415 



;j_-L5 120 125 

Z^. atg cys ggg gta gcc ate acc ate tat tac c 

5 Met Xaa Gly Val Ala He Thr He Tyr Tyr 

130 135 



••'far 



<210> 2059 
<211> 342 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 114 . .341 



49 



97 



<400> 2058 

agcggcc atg ggg gcc ctg acg age egg cag eac gcg ggc gtg gag gag 
Met Gly Ala Leu Thr Ser Arg Gin His Ala Gly Val Glu Glu 
15 10 
gtg gae ate ceg tct aat tec gtg tac cgc tac ccg cec aag tec gga 
Val Asp He Pro Ser Asn Ser Val Tyr Arg Tyr Pro Pro Lys Ser Gly 
15 20 25 30 

age tat ttt gee age cac ttc att atg gga gga gag aag ttt gae tea 145 
Ser Tyr Phe Ala Ser His Phe He Met Gly Gly Glu Lys Phe Asp Ser 

35 40 45 

act cat cet gaa ggt tac ctg ttt gga gag aac age gat ctg aac ttt 193 
Thr His Pro Glu Gly Tyr Leu Phe Gly Glu Asn Ser Asp Leu Asn Phe 

50 55 60 

ctg ggg aac aga cea gtt gtg ttt cet tac gcc gee cea cet ecc caa 241 
Leu Gly Asn Arg Pro Val Val Phe Pro Tyr Ala Ala Pro Pro Pro Gin 

65 70 75 

gaa cec gtg aag act etg aga age ctg gtc aat ate cga aag gae aca 
Glu Pro Val Lys Thr Leu Arg Ser Leu Val Asn He Arg Lys Asp Thr 

80 85 90 

ctg agg etc gtc aaa tgt get gag gaa gtg aag age ect gga gaa gag 
Leu Arg Leu Val Lys Cys Ala Glu Glu Val Lys Ser Pro Gly Glu Glu 
95 100 105 110 

gcc agt aaa get aaa gtc cac tat aat gtt gag ttc act ttg aca cag 385 
Ala Ser Lys Ala Lys Val His Tyr Asn Val Glu Phe Thr Leu Thr Gin 



289 



337 



416 



60 



<400> 2059 

agteggcgcc aeggcegcac gecgeggage aggggctegg aggtcceggg attacggtge 
tcgagcaege tggtgggaaa ggaeceggga cttgaacagt gttgtgcggc gcc atg 116 

Met 
1 

eag gte tec age etc aat gag gtg aag att tae age etc age tgc ggc 164 
Gin Val Ser Ser Leu Asn Glu Val Lys He Tyr Ser Leu Ser Cys Gly 

5 10 15 

aag tec ctt cet gag tgg ctt tct gat agg aag aag aga gcg eta eag 212 
Lys Ser Leu Pro Glu Trp Leu Ser Asp Arg Lys Lys Arg Ala Leu Gin 

20 25 30 

aag aan gat gta gat gtc cgt agg aga att gaa ctt att cag gae ttt 260 



1361 




308 



342 



56 



104 



Lys Xaa Asp Val Asp Val Arg Arg Arg lie Glu Leu He Gin Asp Phe 

35 40 45 

gaa atg cct act gtg tgt acc act att aag gtg tea aaa gat gga cag 
Glu Met Pro Thr Val Cys Thr Thr He Lys Val Ser Lys Asp Gly Gin 
50 55 60 65 

tac att tta gca act gga aca tat aaa cct egg g 
Tyr He Leu Ala Thr Gly Thr Tyr Lys Pro Arg 
70 75 

<210> 2060 
<211> 328 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 39. . 326 



□ <400> 2060 

ataacgggcg ttaataacca taccctgtta gactaagc atg gtc cac ccg cga ate 

Met Val His Pro Arg He 
1 ^ 

n etc tac aga gat ggc caa gcg ctg ggg teg tgg etg egt cct eta ggc 
^ Leu Tyr Arg Asp Gly Gin Ala Leu Gly Ser Trp Leu Arg Pro Leu Gly 

10 15 20 

■fi cag cct tgt gca aag gac ett etc ace aca gat cag cca gac cat ctt 152 

Gin Pro Cys Ala Lys Asp Leu Leu Thr Thr Asp Gin Pro Asp His Leu 
s 25 30 35 

Q cct cct tec aag tea tea aag agt tee aag ctg gtc ace tgt cec ttg 
m Pro Pro Ser Lys Ser Ser Lys Ser Ser Lys Leu Val Thr Cys Pro Leu 
ifJl 40 45 50 

'p atg ttc cca gga aac cag gaa aga gga cec ctg cat ttt ate ttc cca 248 
2: Met Phe Pro Gly Asn Gin Glu Arg Gly Pro Leu His Phe He Phe Pro 
y 55 60 65 70 

O tec aga gtg gca gga tet etg cct ggg aaa cag get tea ttc age aca 
Ser Arg Val Ala Gly Ser Leu Pro Gly Lys Gin Ala Ser Phe Ser Thr 

75 80 85 

get gtg gta gca tta aca aag caa agt ggg ca 
Ala Val Val Ala Leu Thr Lys Gin Ser Gly 
90 95 

<210> 2061 
<211> 439 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 111. .437 



<400> 2061 

gcatgtttye tettttcetg gttteteaag agtgctgctg ctaacgcggt ceccggcaeg 60 



200 



296 



328 



1362 



308 



caccatctgt tgccatcccg gccggccgag gccattgcag attttggaag atg gca 116 

Met Ala 
1 

aag ttc atg aca ccc gtg ate cag gac aac ccc tea ggc tgg ggt ccc 164 
Lys Phe Met Thr Pro Val He Gin Asp Asn Pro Ser Gly Trp Gly Pro 

5 10 15 

tgt gcg gtt ccc gag cag ttt egg gat atg ccc tae cag ecg ttc age 212 
Cys Ala Val Pro Glu Gin Phe Arg Asp Met Pro Tyr Gin Pro Phe Ser 

20 25 30 

aaa gga gat egg eta gga aag gtt gca gac tgg aca gga gee aca tae 260 
Lys Gly Asp Arg Leu Gly Lys Val Ala Asp Trp Thr Gly Ala Thr Tyr 
35 40 45 50 

caa gat aag agg tae aca aat aag tac tec tet cag ttt ggt ggt gga 
Gin Asp Lys Arg Tyr Thr Asn Lys Tyr Ser Ser Gin Phe Gly Gly Gly 

55 60 65 

agt caa tat get tat ttc cat gag gag gat gaa agt age ttc cag ctg 356 
Ser Gin Tyr Ala Tyr Phe His Glu Glu Asp Glu Ser Ser Phe Gin Leu 

70 75 80 

gtg gat aca gcg cge aca cag aag acg gee tac eag egg aat ega atg 404 
val Asp Thr Ala Arg Thr Gin Lys Thr Ala Tyr Gin Arg Asn Arg Met 

85 90 95 

aga ttt gee cag agg aac etc cge aga gac aaa ga 43 9 

Arg Phe Ala Gin Arg Asn Leu Arg Arg Asp Lys 
100 105 

<210> 2062 

<211> 458 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 105 . .458 



<400> 2062 

actacccagg aaggeggact gggtgcgagc gccetacege tttcgctttc eettcgcggt 60 
geccacteca cteettgtgc ggegctagge cecccgtcce ggte atg gee atg etc 116 

Met Ala Met Leu 

1 

agg gte eag ccc gag gee caa gee aag gtg gat gtg ttt egt gaa gac 164 
Arg Val Gin Pro Glu Ala Gin Ala Lys Val Asp Val Phe Arg Glu Asp 
5 



10 15 20 



etc tgt acc aag aca gag aac etg etc ggg age tat ttc ccc aag aag 212 
Leu Cys Thr Lys Thr Glu Asn Leu Leu Gly Ser Tyr Phe Pro Lys Lys 

25 30 35 

att tet gag etg gat gca ttt tta aag gag eca get etc aat gaa gee 260 
He Ser Glu Leu Asp Ala Phe Leu Lys Glu Pro Ala Leu Asn Glu Ala 

40 45 50 

aac ttg age aat ctg aag gee eca ttg gac ate cea gtg ect gat eca 308 
Asn Leu Ser Asn Leu Lys Ala Pro Leu Asp He Pro Val Pro Asp Pro 

55 60 65 

gte aag gag aaa gag aaa gag gag egg aag aaa cag eag gag aag gaa 356 
Val Lys Glu Lys Glu Lys Glu Glu Arg Lys Lys Gin Gin Glu Lys Glu 



1363 



70 75 80 

gac aag gat gaa aag aag aag ggg gag gat gaa gac aaa ggt cct ccc 
Asp Lys Asp Glu Lys Lys Lys Gly Glu Asp Glu Asp Lys Gly Pro Pro 
85 90 95 100 

tgt ggc cca gtg aac tgc aat gaa aag ate gtg gtc ctt ctg cag cgc 
Cys Gly Pro Val Asn Cys Asn Glu Lys He Val Val Leu Leu Gin Arg 
105 110 115 

ttg aag 
Leu Lys 

<210> 2063 

<211> 370 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 150. .368 



_ <400> 2063 

Ul cttcacttcc gttgagttcc gcctcgccgt ttgtcccttg cggtacccgt ccgcatacga 



ccg ga 
Pro 

<210> 2064 

<211> 242 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 72 . . 242 



404 



452 



458 



60 
120 



cgactgcaga cgtcctgcga accggcaag 


atg 


tge 


tct 


ctg 


ggg 


ttg 


ttc 


cct 


173 
















Met 


Cys 


Ser 


Leu 


Gly 
5 


Leu 


Phe 


Pro 




cct 


cca 


ccg cct 


egg 


ggt 


caa 


gte 


1 

ace 


eta 


tat 


gag 


cae 


aat 


aac 


gag 


221 


Pro 


Pro 


Pro Pro 


Arg 


Gly 


Gin 


Val 


Thr 


Leu 


Tyr 


Glu 


His 


Asn 


Asn 


Glu 






10 








15 










20 










269 


ctg 


gtg 


acg ggc 


agt 


age 


tat 


gag 


age 


ceg 


ccc 


ccc 


gac 


ttc 


egg 


ggc 


Leu 


Val 


Thr Gly 


Ser 


Ser 


Tyr 


Glu 


Ser 


Pro 


Pro 


Pro 


Asp 


Phe 


Arg 


Gly 




25 








30 










35 










40 


317 


cag 


tgg 


ate aat 


ctt 


cet 


gte 


eta 


caa 


ctg 


aea 


aag 


gat 


eee 


eta 


aag 


Gin 


Trp 


He Asn 


Leu 


Pro 


Val 


Leu 


Gin 


Leu 


Thr 


Lys 


Asp 


Pro 


Leu 


Lys 








45 










50 










55 






acc 


cct 


gga agg 


ctg 


gac 


cat 


ggc 


aea 


aga 


act 


gee 


tte 


ate 


cat 


eac 


365 


Thr 


Pro 


Gly Arg 


Leu 


Asp 


His 


Gly 


Thr 


Arg 


Thr 


Ala 


Phe 


He 


His 


His 








60 










65 










70 









370 



<400> 2064 

aaeggagaga gaeggcaace tgggttecgg aagccggaga gctggagctt tgaagceace 60 
ecggtcaaag g atg ctg agt ceg gag cgc eta gee eta ceg gac tac gag 110 



1364 



5 !W 

y I 



id 



Met Leu Ser Pro Glu Arg Leu Ala Leu Pro Asp Tyr Glu 
15 10 
tat ctg get cag cga cat gtc etc ace tac atg gag gat gca gtg tgc 
Tyr Leu Ala Gin Arg His Val Leu Thr Tyr Met Glu Asp Ala Val Cys 

15 20 25 

cag ctg eta gaa aac agg gaa gat att age eaa tat gga att gee agg 
Gin Leu Leu Glu Asn Arg Glu Asp He Ser Gin Tyr Gly He Ala Arg 
30 35 40 45 

ttc ttc act gaa tat ttt aaa gtg tat gee agg gaa 
Phe Phe Thr Glu Tyr Phe Lys Val Tyr Ala Arg Glu 
50 55 

<210> 2065 

<211> 356 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 30. .356 



158 



206 



242 



53 



<400> 2065 

agaagecgcc cagtgccctg agcgtctec atg gee tgc ctg age ccc teg cag 
: Met Ala Cys Leu Ser Pro Ser Gin 

I ■ 15 

etc cag aag ttc caa cag gat gga ttc ctg gtg ctg gaa gga ttc ttg 101 
Leu Gin Lys Phe Gin Gin Asp Gly Phe Leu Val Leu Glu Gly Phe Leu 
^ 10 15 20 

O tet gcg gaa gag tgt gtg gee atg eaa caa agg att ggc gag ata gtg 

Ser Ala Glu Glu Cys Val Ala Met Gin Gin Arg He Gly Glu He Val 
m 25 30 35 40 

get gaa atg gat gtt cct etc cac tgc cgc aca gaa ttc tec ace cag 
% Ala Glu Met Asp Val Pro Leu His Cys Arg Thr Glu Phe Ser Thr Gin 
^ 45 50 55 

^ gaa gag gag cag ctt cga gee cag ggc age aca gae tat ttc ttg age 

Glu Glu Glu Gin Leu Arg Ala Gin Gly Ser Thr Asp Tyr Phe Leu Ser 
60 65 70 

agt ggt gae aag att cga ttc ttc ttt gag aaa ggc gtt ttt gat gag 

Ser Gly Asp Lys He Arg Phe Phe Phe Glu Lys Gly Val Phe Asp Glu 
75 80 85 

aaa gga aat ttc ctg gtc cct ccg gag aaa tec ate ans aaa att ggc 

Lys Gly Asn Phe Leu Val Pro Pro Glu Lys Ser He Xaa Lys He Gly 
90 95 100 

cac get ctg cac gee 

His Ala Leu His Ala 

105 

<210> 2066 
<211> 295 
<212> DNA 

<213> Homo sapiens 
<220> 



149 



197 



245 



293 



341 



356 



1365 



<221> CDS 
<222> 66 . .293 



St? 
S3 i: 



<400> 2066 

agaggaggat gaggcaccat tccaggagaa agattccggc agcgatgaag atttcctaat 
ggaag atg atg acg ata gtg act atg gca gtt.cga aaa aga aaa ack aaa 
Met Met Thr He Val Thr Met Ala Val Arg Lys Arg Lys Thr Lys 

10 15 





1 








5 










aga 


tgg 


tta 


agr 


agg 


tea 


aaa 


cct 


gaa 


aga 


Arg 


Trp 


Leu 


Arg 


Arg 


Ser 


Lys 


Pro 


Glu 


Arg 








20 










25 


aaa 


ccc 


aga 


eta 


aag 


get 


aea 


gtg 


aeg 


eea 


Lys 


Pro 


Arg 


Leu 


Lys 


Ala 


Thr 


Val 


Thr 


Pro 






35 










40 




ggg 


aaa 


gtg 


ggt 


cgc 


cce 


aea 


get 


tea 


aag 


Gly 


Lys 


Val 


Gly Arg 


Pro 


Thr 


Ala 


Ser 


Lys 






50 










55 






ctt 


etc 


cca 


aag 


aag 


aag 


atg 


agg 


aac 


egg 


Leu 


Leu 


Pro 


Lys 


Lys 


Lys 


Met 


Arg 


Asn 


Arg 




65 










70 








<210> 2067 
















<211> 226 

















60 

aaa gee cge ea 
Lys Ala Arg 
75 



<212> DNA 

<213> Homo sapiens 



W <220> 

= <221> CDS 

O <222> 2 . .226 



60 
110 



aaa gaa aag aaa atg ece 158 
Lys Glu Lys Lys Met Pro 
30 

agt eca gtg aaa ggc aaa 206 
Ser Pro Val Lys Gly Lys 
45 

gca tea aag gaa aga etc 254 



295 



49 



97 



<400> 2067 

a atg age gag ttg esa ggc gag aea gga act tct tte cec tte tet gtg 
Met Ser Glu Leu Xaa Gly Glu Thr Gly Thr Ser Phe Pro Phe Ser Val 
-L 5 10 15 

tea gga teg eag aaa gta tgt ccc tte tct cae eat gag etg get etc 

Ser Gly Ser Gin Lys Val Cys Pro Phe Ser His His Glu Leu Ala Leu 
20 25 30 

eag tte eca ggg agt ggt act aac age eta cca ccc eag egg caa gga 145 

Gin Phe Pro Gly Ser Gly Thr Asn Ser Leu Pro Pro Gin Arg Gin Gly 
35 40 45 

eca ggc cgt egg gaa eag cca tgc aaa ggc agg gga gga age cac etc 

Pro Gly Arg Arg Glu Gin Pro Cys Lys Gly Arg Gly Gly Ser His Leu 
50 55 60 

gag teg cag ata tgg eag tac act atg aac eag 

Glu Ser Gin He Trp Gin Tyr Thr Met Asn Gin 

65 70 75 

<210> 2068 
<211> 409 
<212> DNA 

<213> Homo sapiens 



193 



226 



1366 



<220> 
<221> CDS 
<222> 127 . .408 



216 



<400> 2068 

ctttttctct gcacggagcc ggcgcttttg cagttgcttc tgcggaaagg tggtagttaa 60 
gaatttgtaa aggccagaga actacctacg attctctcag cggtctctct tctcctcaag 120 
tttgar atg ctt tat etc ate ggg ttg gge etg gga gat gee aag gac 168 
Met Leu Tyr Leu He Gly Leu Gly Leu Gly Asp Ala Lys Asp 
1 5 10 

ate aca gtc aag gge etg gaa gtt gtt aga egc tgc agt cga gtg tat 
He Thr Val Lys Gly Leu Glu Val Val Arg Arg Cys Ser Arg Val Tyr 
15 20 25 30 

etg gaa gee tac ace tea gte eta act gta ggg aag saa gee ttg gaa 264 
Leu Glu Ala Tyr Thr Ser Val Leu Thr Val Gly Lys Xaa Ala Leu Glu 

35 40 45 

gag ttt tat gga aga aaa ttg gtt gtt get gat aga gaa gaa gtg gaa 312 
Glu Phe Tyr Gly Arg Lys Leu Val Val Ala Asp Arg Glu Glu Val Glu 

50 55 60 

eaa gaa gca gat aat att tta aag gat get gat ate agt gat gtt gca 
Gin Glu Ala Asp Asn He Leu Lys Asp Ala Asp He Ser Asp Val Ala 

65 70 75 

ttc ctt gtg gtt ggt gat cca ttt ggg gee aca aca eae agt gat ctt g 
Phe Leu Val Val Gly Asp Pro Phe Gly Ala Thr Thr His Ser Asp Leu 
80 85 90 

<210> 2069 

<211> 427 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 145. .426 



360 



409 



Arg Glu Glu Val Glu Gin Glu Ala Asp Asn He Leu Lys Asp Ala Asp 



60 
120 
171 



<400> 2069 

ctttttctct gcacggagcc ggcgcttttg cagttgcttc tgcggaaagg tggtagttaa 
gaatttgtaa aggccagaga actacctacg attctctcag egggtaattg gctgctecta 
gtctctctte tcctcaagtt tgaa atg ctt tat etc ate ggg ttg gge etg 

Met Leu Tyr Leu He Gly Leu Gly Leu 

1 5 

gga gat gee aag gac ate aca gte aag gge etg gaa gtt gtt aga egc 219 

Gly Asp Ala Lys Asp He Thr Val Lys Gly Leu Glu Val Val Arg Arg 

10 15 20 25 

tge agt cga gtg tat etg gaa gee tac ace tea gtc eta act gta ggg 267 

Cys Ser Arg Val Tyr Leu Glu Ala Tyr Thr Ser Val Leu Thr Val Gly 

30 35 40 

aag saa gee ttg gaa gag ttt tat gga aga aaa ttg gtt gtt get gat 315 
Lys Xaa Ala Leu Glu Glu Phe Tyr Gly Arg Lys Leu Val Val Ala Asp 
45 50 55 

aga 



gaa gaa gtg gaa eaa gaa gca gat aat att tta aag gat get gat 363 



1367 



60 65 70 

ate agt gat gtt gca ttc ctt gtg gtt ggt gat cca ttt ggg gcc aca 411 
He Ser Asp Val Ala Phe Leu Val Val Gly Asp Pro Phe Gly Ala Thr 

75 80 85 

aca cac agt gat ctt g ^^'^ 
Thr His Ser Asp Leu 
90 

<210> 2070 
<211> 320 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 68 . . 319 



y 



60 
109 



<400> 2070 

ccactactcc agacagacgg ctttggaatc caccagctac atccagctcc ctgaggcaga 
gttgaga atg gag aga atg tta cct etc ctg act ctg ggg gcc caw aat 
Met Glu Arg Met Leu Pro Leu Leu Thr Leu Gly Ala Xaa Asn 
15 10 
acc amc ctg mma gag awt cct caa aag gcc tea agt tea acc tea egg 157 
Thr Xaa Leu Xaa Glu Xaa Pro Gin Lys Ala Ser Ser Ser Thr Ser Arg 
^ 15 20 25 30 

aga ctt ctg agg eag aaa ttc acc aga get tec age acc tec tgc gca 205 
Arg Leu Leu Arg Gin Lys Phe Thr Arg Ala Ser Ser Thr Ser Cys Ala 
a 35 40 45 

O cec tea ate agt cca geg atg aag ctg eag ctg rgt atg gga aaa tgc 253 
ftl Pro Ser He Ser Pro Ala Met Lys Leu Gin Leu Xaa Met Gly Lys Cys 
Hj 50 55 60 

'p cat gwy tgt yna aga gca act eag tet get gga eag gtt cac gga gga 
S His Xaa Cys Xaa Arg Ala Thr Gin Ser Ala Gly Gin Val His Gly Gly 
y 65 70 75 

tgc caa gag get gta tgg e 
Cys Gin Glu Ala Val Trp 
80 

<210> 2071 
<211> 254 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 54 . .254 



301 



320 



<400> 2071 

acctctgcag agccgggtgg agcccattga cgtccagega asnaggagca geg atg 

Met 
1 

gac ggt egg gtg eag ctg ata aag gee etc ctg gcc ttg ecg ate egg 



1368 



Asp Gly Arg Val Gin Leu 
5 

cct gcg acg cgt cgc tgg 
Pro Ala Thr Arg Arg Trp 
20 

gac ggc gat acc gac cga 
Asp Gly Asp Thr Asp Arg 
35 

tac atg ttc gtg gac gag 
Tyr Met Phe Val Asp Glu 
50 55 
ccc acc 
Pro Thr 



lie Lys Ala Leu Leu Ala 
10 

agg aac ccg att ccc ttt 
Arg Asn Pro lie Pro Phe 
25 

etc ccg gag ttc ate gtg 
Leu Pro Glu Phe lie Val 
40 45 
aac acg ttc tyc age gag 
Asn Thr Phe Xaa Ser Glu 
60 



Leu Pro lie Arg 
15 

ccc gag acg ttt 152 

Pro Glu Thr Phe 

30 

cag acg ggc tec 200 
Gin Thr Gly Ser 

ace tat ttc etc 248 
Thr Tyr Phe Leu 
65 

254 



<210> 2072 

<211> 227 

<212> DNA 

<213> Homo sapiens 

^5 <220> 

'"S <221> CDS 

Ul <222> 30 . .227 



<400> 2072 

J5 agetaaacte agcggascag cgcggercg atg gam ggt egr gtg cag ctg atg 53 

Met Xaa Gly Arg Val Gin Leu Met 
m I S 

aag gee etc ctg gey sgg ccc etc egg ccc gcg gcg cgt cgc tgg agg 101 
Lys Ala Leu Leu Ala Xaa Pro Leu Arg Pro Ala Ala Arg Arg Trp Arg 

10 15 20 

aac ccg att ccc ttt ccc gag acg ttt gat ggc gat acc gac egg etc 149 
Asn Pro lie Pro Phe Pro Glu Thr Phe Asp Gly Asp Thr Asp Arg Leu 
25 30 35 40 

ccg gag ttc ate gtg cag acg age tec tac atg ttc gtg gac gag aac 197 
Pro Glu Phe He Val Gin Thr Ser Ser Tyr Met Phe Val Asp Glu Asn 

45 50 55 

acg ttc tec aac gac gee ctg aag gtg acg 227 
Thr Phe Ser Asn Asp Ala Leu Lys Val Thr 
60 65 



<210> 2073 

<211> 453 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 82 . . 453 



<400> 2073 

ateegcttcc ggttcccaga ctgaattgte agtgagcgga gtctgaggtc getgtggact 
gcccactggg cettgecega g atg gac age egg att cct tat gat gac tac 



1369 




Met Asp Ser Arg He Pro Tyr Asp Asp Tyr 
15 10 
ccg gtg gtt ttc ttg cct gcc tat gag aat cct cca gca tgg att cct 159 
Pro Val Val Phe Leu Pro Ala Tyr Glu Asn Pro Pro Ala Trp He Pro 

15 20 25 

cct cat gag agg gta cac cac ccg gac tac aac aat gag ttg acc cag 207 
Pro His Glu Arg Val His His Pro Asp Tyr Asn Asn Glu Leu Thr Gin 

30 35 40 

ttt ctg ccc cga acc ate aca ctg aag aag cct cct gga get cag ttg .255 
Phe Leu Pro Arg Thr He Thr Leu Lys Lys Pro Pro Gly Ala Gin Leu 

45 50 55 

gga ttt aac ate cga gga gga aag gcc tec cag eta gge ate ttc ate 303 
Gly Phe Asn He Arg Gly Gly Lys Ala Ser Gin Leu Gly He Phe He 

60 65 70 

tee aag gtg att cct gac tct gat gca cat aga gca gga ctg cag gaa 351 
Ser Lys Val He Pro Asp Ser Asp Ala His Arg Ala Gly Leu Gin Glu 
75 80 85 90 

ggg gac caa gtt eta get gtg aat gat gtg gat ttc caa gat att gag 399 
Gly Asp Gin Val Leu Ala Val Asn Asp Val Asp Phe Gin Asp He Glu 
p 95 100 105 

7n cac age aag get gtt gag ate ctg aag aca get egt gaa ate age atg 447 
r'S His Ser Lys Ala Val Glu He Leu Lys Thr Ala Arg Glu He Ser Met 
f: 110 115 120 



ui cgt gtg 

% Arg Val 

<210> 2074 

^ <211> 323 

s <212> DNA 

□ <213> Homo sapiens 

Cy 

n\ <220> 

'5 <221> CDS 

2 <222> 145. .321 



gaa ttt gt 
Glu Phe 



453 



60 
120 
171 



<400> 2074 

gaaggcgact ttaaaggegc cgggaetgag egaagggegt ttgggtactg eegtcgecge 
cgeceaggcc ggggaggggt gcgttagtgt eaggaagegg gstgcgecga nggtcgtage 
ggaaccaget ggcgaeeccg eaga atg aac cac aag age aag aag cgc ate 

Met Asn His Lys Ser Lys Lys Arg He 

1 5 

cgc gag gee aag egg agt geg egg ccg gag etc aag gac teg ctg gat 219 
Arg Glu Ala Lys Arg Ser Ala Arg Pro Glu Leu Lys Asp Ser Leu Asp 
10 15 20 25 

tgg acc egg cac aac tac tac gag age ttc teg ctg age ccg geg gee 
Trp Thr Arg His Asn Tyr Tyr Glu Ser Phe Ser Leu Ser Pro Ala Ala 

30 35 40 

gtg geg gat aac gtg gaa agg gea gat get tta cag ctg tct gtg gaa 
Val Ala Asp Asn Val Glu Arg Ala Asp Ala Leu Gin Leu Ser Val Glu 
45 50 55 



267 



315 



323 



1370 



<210> 2075 

<211> 793 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 68 . . 793 



60 
109 



157 



205 



253 



<400> 2075 

aagataaggc cgcncgctga cgccgtgttt cctctttcgg ccgcgctggt gaacaggacc 
cgtcgcc atg ggc cgt gtg ate cgt gga cag agg aag ggc gcc ggg tct 
Met Gly Arg Val lie Arg Gly Gin Arg Lys Gly Ala Gly Ser 
15 10 
gtg ttc cgc gcg cac gtg aag cac cgt aaa ggc get gcg cgc ntg cgc 
val Phe Arg Ala His Val Lys His Arg Lys Gly Ala Ala Arg Xaa Arg 
15 20 25 30 

gcc gtg gat ttc get gag egg cac ggc tac ate aag ggc ate gte aag 
Ala Val Asp Phe Ala Glu Arg His Gly Tyr He Lys Gly He Val Lys 

35 40 45 

gac ate ate cac gae ccg ggc cgc ggc gcg ccc etc gcc aag gtg gte 
Asp He He His Asp Pro Gly Arg Gly Ala Pro Leu Ala Lys Val Val 
1,1 50 55 60 

^ ttc egg gat ccg tat egg ttt aag aag egg acg gag ctg ttc att gee 301 
'""^ Phe Arg Asp Pro Tyr Arg Phe Lys Lys Arg Thr Glu Leu Phe He Ala 

65 70 75 

'fl gcc gag ggc att cac acg ggc cag ttt gtg tat tgc ggc aag aag gcc 
- Ala Glu Gly He His Thr Gly Gin Phe Val Tyr Cys Gly Lys Lys Ala 

O 80 85 90 

PJ cag etc aac att ggc aat gtg etc cet gtg ggc ace atg cet gag ggt 
^ Gin Leu Asn He Gly Asn Val Leu Pro Val Gly Thr Met Pro Glu Gly 
''i 95 100 105 110 

J aca ate gtg tgc tgc ctg gag gag aag cet gga gac cgt ggc aag ctg 
2 Thr He Val Cys Cys Leu Glu Glu Lys Pro Gly Asp Arg Gly Lys Leu 
Q 115 120 125 

gee egg gca tea ggg aac tat gcc acc gtt ate tec cac aac cet gag 
Ala Arg Ala Ser Gly Asn Tyr Ala Thr Val He Ser His Asn Pro Glu 

130 135 140 

ace aag aag acc cgt gtg aag ctg ccc tec ggc tec aag aag gtt ate 
Thr Lys Lys Thr Arg Val Lys Leu Pro Ser Gly Ser Lys Lys Val He 

145 150 155 

tec tea gcc aac aga get ctg gtt ggt gtg gtg get gga ggt ggc cga 
Ser Ser Ala Asn Arg Ala Leu Val Gly Val Val Ala Gly Gly Gly Arg 

160 165 170 

att gac aaa ccc ate ttg aag get ggc egg gcg tac cac aaa tat aag 
He Asp Lys Pro He Leu Lys Ala Gly Arg Ala Tyr His Lys Tyr Lys 
175 180 185 190 

gca aag agg aac tgc tgg cea ega gta egg ggt gtg gcc atg aat cet 
Ala Lys Arg Asn Cys Trp Pro Arg Val Arg Gly Val Ala Met Asn Pro 

195 200 205 

gtg gca gca tec ttt tgg agg tgg caa cea cea gca eat egg caa gee 
Val Ala Ala Ser Phe Trp Arg Trp Gin Pro Pro Ala His Arg Gin Ala 
210 215 220 



349 



397 



445 



493 



541 



589 



637 



685 



733 



1371 



etc cac cat cog cag aga tgc ccc tgc tgg ccg caa agt ggg tct cat 
Leu His His Pro Gin Arg Cys Pro Cys Trp Pro Gin Ser Gly Ser His 

225 230 235 

tgc tgc ccg cyg 
Cys Cys Pro Xaa 
240 

<210> 2076 

<211> 721 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 68 . . 721 



60 
109 



i y 



<400> 2076 

aagataaggc cgcncgctga cgccgtgttt cctctttcgg ccgcgctggt gaacaggacc 
cgtcgcc atg ggc cgt gtg ate cgt gga cag agg aag ggc gcc ggg tct 
Met Gly Arg Val lie Arg Gly Gin Arg Lys Gly Ala Gly Ser 
15 10 
gtg ttc cgc gcg cac gtg aag cac cgt aaa ggc get geg cgc ntg cgc 157 
Val Phe Arg Ala His Val Lys His Arg Lys Gly Ala Ala Arg Xaa Arg 
15 20 25 30 

gcc gtg gat ttc get gag egg cac ggc tac ate aag ggc ate gtc aag 2 05 

Ala Val Asp Phe Ala Glu Arg His Gly Tyr lie Lys Gly He Val Lys 

35 40 45 

gac ate ate cac gac ccg ggc cgc ggc geg ccc etc gmm aag gtg gtc 253 
Asp He He His Asp Pro Gly Arg Gly Ala Pro Leu Xaa Lys Val Val 

50 55 60 

ttc egg gat ccg tat egg ttt aag aag egg aeg gag etg ttc att gcc 301 
Phe Arg Asp Pro Tyr Arg Phe Lys Lys Arg Thr Glu Leu Phe He Ala 
65 70 75 

S gcc gag ggc ace atg ect nag ggt aea ate gtg tgc tgc etg gag gas 349 
^ Ala Glu Gly Thr Met Pro Xaa Gly Thr He Val Cys Cys Leu Glu Xaa 
80 85 90 

aag cct gga gac cgt ggc aag etg gee egg gea tea ggg aac tat gee ' 397 
Lys Pro Gly Asp Arg Gly Lys Leu Ala Arg Ala Ser Gly Asn Tyr Ala 
95 100 105 110 

ace gtt ate tee cac aac cct gag aec aag aag acc cgt gtg aag etg 445 
Thr Val He Ser His Asn Pro Glu Thr Lys Lys Thr Arg Val Lys Leu 

115 120 125 

ccc tec ggc tec aag aag gtt ate tec tea gee aac aga get etg gtt 493 
Pro Ser Gly Ser Lys Lys Val He Ser Ser Ala Asn Arg Ala Leu Val 

130 135 140 

ggt gtg gtg get gga ggt ggc cga att gac aaa ecc ate ttg aag get 541 
Gly Val Val Ala Gly Gly Gly Arg He Asp Lys Pro He Leu Lys Ala 

145 150 155 

ggc egg gcg tac cac aaa tat aag gea aag agg aac tgc tgg eca cga 589 
Gly Arg Ala Tyr His Lys Tyr Lys Ala Lys Arg Asn Cys Trp Pro Arg 

160 165 170 

gta egg ggt gtg gee atg aat cct gtg gea gea tec ttt tgg agg tgg 637 
Val Arg Gly Val Ala Met Asn Pro Val Ala Ala Ser Phe Trp Arg Trp 



1372 



175 180 185 190 

caa cca cca gca cat egg caa gcc etc cac cat ccg cag aga tgc ccc 685 

Gin Pro Pro Ala His Arg Gin Ala Leu His His Pro Gin Arg Cys Pro 

195 200 205 

tgc tgg ccg caa agt ggg tct cat tgc tgc ccg cyg 721 
Cys Trp Pro Gin Ser Gly Ser His Cys Cys Pro Xaa 
210 215 

<210> 2077 

<211> 389 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 125 . .388 



<400> 2077 

agtaggtgtt agcagcttgg tcgcgacagg tgcgctaggt agagcgccgg gacctgtgac 60 
.n agggctggta gcagcgcaga ggaaaggcgg cttttagcca ggtatttcag tgtctgtaga 120 
5 caag atg gaa tea tct cca ttt aat aga egg caa tgg ace tea eta tea 169 
f! Met Glu Ser Ser Pro Phe Asn Arg Arg Gin Trp Thr Ser Leu Ser 

n 1 5 10 15 

^ ttg agg gta aca gee aaa gaa ctt tct ctt gtc aac aag aac aag tea 217 
^ Leu Arg Val Thr Ala Lys Glu Leu Ser Leu Val Asn Lys Asn Lys Ser 
^ 20 25 30 

teg get att gtg gaa ata ttc tec aag tac cag aaa gca get gaa gaa 265 
a Ser Ala He Val Glu He Phe Ser Lys Tyr Gin Lys Ala Ala Glu Glu 

iH ■ 35 ■ 4 0 4 5 

Wi aca aac atg gag aag aag aga agt aac ace gaa aat etc tee cag cac 313 
m Thr Asn Met Glu Lys Lys Arg Ser Asn Thr Glu Asn Leu Ser Gin His 

50 55 60 

X ttt aga aag ggg rcc etg act gtg tta aag aag aag tgg gag aac cag 361 
y Phe Arg Lys Gly Xaa Leu Thr Val Leu Lys Lys Lys Trp Glu Asn Gin 
O 65 70 75 

ggc tgg gag cag agt etc aca cag act c 

Gly Trp Glu Gin Ser Leu Thr Gin Thr 

80 85 

<210> 2078 
<211> 301 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 117 . .299 



389 



<400> 2078 

gtaacaggge gtgggctggc acacttactt geaccagtgc ceagagaggg ggtgcagget 
gaggagetgc ccagagcacc getcacactc ceagagtacc tgaagtcggc atttca atg 

Met 



1373 



aca ggt gcc 
Thr Gly Ala 

ggg etc cga 
Gly Leu Arg 
20 

get etc age 
Ala Leu Ser 
35 

agg cag aga 
Arg Gin Arg 
50 



ccg cac cgt 
Pro His Arg 
5 

cat gca gga 
His Ala Gly 

tgg aeg gta 
Trp Thr Val 

aca get get 
Thr Ala Ala 
55 



ect etg get 
Pro Leu Ala 
10 

agt cat egg 
Ser His Arg 
25 

cea ecc cag 
Pro Pro Gin 
40 

get act tee 
Ala Thr Ser 



gae cat cga 
Asp His Arg 

cac ggc cat 
His Gly His 

tgt ace cea 
Cys Thr Pro 
45 

cec ect aac 
Pro Pro Asn 
60 



get age cat 
Ala Ser His 
15 

tgc att caa 
Cys lie Gin 
30 

act ett cag 
Thr Leu Gin 

ea 



tgt 167 
Cys 

tct 215 
Ser 

gee 263 
Ala 

301 



<210> 2079 
<211> 458 
<212> DNA 

<213> Homo sapiens 



U <220> 

<221> CDS 
m <222> 228 . .458 



<400> 2079 

atgggtggag tetcgetttt tctttccagt gttggctgac ttacagctet tataaaetag 60 
tggyaattte tgaacceage cggctccatc teagettctg gtttetaagt ccatgtgcca 120 
aargctgcca ggaaggagac gccttcctga gtcctggatc tttcttcctt ctggaaatet 
ttgactgtgg gtagttattt atttctgaat aagagcgtcc aegcatc atg gac etc 

Met Asp Leu 



1 



gcg 


gga 


etg 


etg 


aag 


tct 


cag 


ttc 


etg 


tgc 


cac 


etg 


Ala 


Gly 
5 


Leu 


Leu 


Lys 


Ser 


Gin 
10 


Phe 


Leu 


Cys 


His 


Leu 
15 


gte 


ttt 


att 


gcc 


tea 


ggg 


eta 


ate 


ate 


aas 


ace 


att 


Val 


Phe 


He 


Ala 


Ser 


Gly 


Leu 


He 


He 


Xaa 


Thr 


He 


20 










25 










30 




etc 


etc 


etc 


tgg 


cec 


att 


aac 


aag 


cag 


etc 


ttc 


egg 


Leu 


Leu 


Leu 


Trp 


Pro 
40 


He 


Asn 


Lys 


Gin 


Leu 
45 


Phe 


Arg 


aga 


etg 


tec 


tat 


tgc 


ate 


tea 


age 


cag 


etg 


gtg 


atg 


Arg 


Leu 


Ser 


Tyr 


Cys 


He 


Ser 


Ser 


Gin 


Leu 


Val 


Met 






55 










60 








tgg 


teg 


ggc 


aeg 


gaa 


tgc 


ace 


ate 


ttc 


aeg 






Trp 


Ser 


Gly 
70 


Thr 


Glu 


Cys 


Thr 


He 
75 


Phe 


Thr 







50 

etg etg gag tgg 
Leu Leu Glu Trp 
65 



180 
236 



284 



cag etc ttc act 332 
Gin Leu Phe Thr 
35 

aag ate aac tgc 380 



428 



458 



<210> 2080 

<211> 363 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 



1374 



<222> 153 . . 362 



60 
120 
173 



u 



<400> 2080 

tttctttaca cacattatgg ctgtaaatac ctggctcctg ccagcagctg agctgggtag 
cctctctgag ctggtttcct gccccaaagg ctggcttcca ccatccaggt gcaccactga 
agtgaggaca caccggagcc aggcgcctgc tc atg ttg aag tgc get gtt cac 

Met Leu Lys Cys Ala Val His 

1 5 

acc cgc tec gga gag cac ccc age age ate eag aag eag etg eag tgt 221 
Thr Arg Ser Gly Glu His Pro Ser Ser He Gin Lys Gin Leu Gin Cys 

10 15 20 

tgc tge eac eae eet cet gte tge etc ttc aaa gte tee tgt gac att 
Cys Cys His His Pro Pro Val Cys Leu Phe Lys Val Ser Cys Asp He 

25 30 35 

ttt tct ttg gte aga age eag gaa etg gtg tea ttc ett aaa aga tae 
Phe Ser Leu Val Arg Ser Gin Glu Leu Val Ser Phe Leu Lys Arg Tyr 
40 45 50 55 

gtg eeg ggg cea ggt gtg gtg get eac gee tgt aat cee age act t 
Val Pro Gly Pro Gly Val Val Ala His Ala Cys Asn Pro Ser Thr 
60 65 70 

<210> 2081 
<211> 372 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 109. .372 



<400> 2081 

atcgctgegc gaegaeagga agtaagatec tggcctgtge agctcgggtt tecgagcttc 
tgectcagge atetcegcga tetcetetcc cctccaatee tateegtg atg gac gat 

Met Asp Asp 
1 

gee cac gag teg cee tec gac aaa ggt gga gag aca ggg gag teg gat 
Ala His Glu Ser Pro Ser Asp Lys Gly Gly Glu Thr Gly Glu Ser Asp 

5 10 15 

gag acg gee get gtg cee ggg gac ecg ggg get acc gac ace gat gga 
Glu Thr Ala Ala Val Pro Gly Asp Pro Gly Ala Thr Asp Thr Asp Gly 
20 25 30 35 

ate eca gag gaa act gae gga gac gca gat gtg gac ttg aaa gaa get 
He Pro Glu Glu Thr Asp Gly Asp Ala Asp Val Asp Leu Lys Glu Ala 

40 45 50 

gca geg gag gaa ggc gag etc gag agt sag gwt gte tea gat tta aca 
Ala Ala Glu Glu Gly Glu Leu Glu Ser Xaa Xaa Val Ser Asp Leu Thr 

55 60 65 

aca gtt gaa agg gaa gac tea tea tta ett aat cet gca gee aaa aaa 
Thr Val Glu Arg Glu Asp Ser Ser Leu Leu Asn Pro Ala Ala Lys Lys 

70 75 80 

act gaa aat aga tae 
Thr Glu Asn Arg Tyr 



269 



317 



363 



60 
117 



165 



213 



261 



309 



357 



372 



1375 



85 

<210> 2082 
<211> 234 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 15 . . 233 



<220> 
<221> CDS 
<222> 186 . .368 



50 



98 



<400> 2082 

ctgattgccc cacc atg gag gcc cag acc aca ctg acc aca aat gac att 
Met Glu Ala Gin Thr Thr Leu Thr Thr Asn Asp He 
15 10 
gtc att age aag ctg acc cag ate ctt tea tac ctg agg cag gga acc 
Val He Ser Lys Leu Thr Gin He Leu Ser Tyr Leu Arg Gin Gly Thr 
_ 15 20 25 

D cgt aac aag aag ctt aag aag aag gat aaa ggg aag ctg gaa gag aag 14 6 

Arg Asn Lys Lys Leu Lys Lys Lys Asp Lys Gly Lys Leu Glu Glu Lys 

30 35 40 

aaa cct cct gag get gac atg aat att ttt gaa gac att ggg gat tac 194 
id Lys Pro Pro Glu Ala Asp Met Asn He Phe Glu Asp He Gly Asp Tyr 

45 50 55 60 

."^ gta cce tec aca ace aag aca cct egg gae aag gag egg g 
^ Val Pro Ser Thr Thr Lys Thr Pro Arg Asp Lys Glu Arg 

65 70 

y <210> 2083 

FU <211> 368 
fy <212> DNA 

<213> Homo sapiens 



234 



1 



5 10 15 



60 
120 



<400> 2083 

gttceccttc eccggcteta geaggecgge ttctetgtec aatgcccacc eggagctggg 
aggaggagtc tgcgtaatgt gcgtgtgaag agactggggg agctggccgg ggctcaeggt 
gtttgaeccg tcggtcgtge gtgagaggaa agggaaggag gaggteecga atagcggtcg 180 
eegaa atg ttc egg tgt gga ggc ctg gcg gcg ggt get tkg aag cag aag 230 
Met Phe Arg Cys Gly Gly Leu Ala Ala Gly Ala Xaa Lys Gin Lys 



ctg gtg ccc ttg gtg egg acc gtg tge gte cga age ccg akg nag agg 278 
Leu Val Pro Leu Val Arg Thr Val Cys Val Arg Ser Pro Xaa Xaa Arg 

20 25 30 

aac egg etc cca ggc aac ttg ttc cag cga tgg cat gtk cct eta gaa 326 
Asn Arg Leu Pro Gly Asn Leu Phe Gin Arg Trp His Val Pro Leu Glu 

35 40 45 

etc cag atg aca aga caa atg get age tct ggt gca tea ggg 368 
Leu Gin Met Thr Arg Gin Met Ala Ser Ser Gly Ala Ser Gly 



1376 



50 55 60 

<210> 2084 

<211> 624 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 307 . . 624 



396 



<400> 2084 

cttttggctt ctgccctcaa ccaaaatggc gctacwcgga agctgccgag gkgctaggag 60 
ttgccgaagc aagtccggaa gctaccgagc gagtccggaa gttgccgaaa gggagcagcg 120 
gggaaggagg atggcggata tcatcgcaag actccgggag gacggatcca aaaacgtgtg 180 
atacaggaag gccgaggaga gctcccggac tttcaagatg ggaccaaggc cacgttccac 240 
taccggacgc tgcacagtga cgacgagggc accgtgctgg acgacagccg ggctcgtggc 300 
aagccc atg gag etc ate att gge aag aag ttc aag ctg ect gtg tgg 348 
Met Glu Leu He He Gly Lys Lys Phe Lys Leu Pro Val Trp 
15 10 
gag acc ate gtg tgc ace atg cga gaa ggg gag att gee cag ttc etc 
Glu Thr He Val Cys Thr Met Arg Glu Gly Glu He Ala Gin Phe Leu 
_ 15 20 25 30 

tgt gac ate aag cat gtg gtc ctg tac ccg ctg gtg gee aag agt etc 444 
Cys Asp He Lys His Val Val Leu Tyr Pro Leu Val Ala Lys Ser Leu 

35 40 45 

cgc aac ate gcg gtg gge aag gac ece ctg gag gge cag egg eac tgc 4 92 

:= Arg Asn He Ala Val Gly Lys Asp Pro Leu Glu Gly Gin Arg His Cys 

p 50 55 60 

n\ tgc ggt gtt gca cag atg cgt gaa eac age tec ctg gge eat get gac 540 
yi Cys Gly Val Ala Gin Met Arg Glu His Ser Ser Leu Gly His Ala Asp 
^£ 65 70 75 

i ctg gac gee ctg cag eag aac ece cag ecc etc ate ttc eac atg gag 
y Leu Asp Ala Leu Gin Gin Asn Pro Gin Pro Leu He Phe His Met Glu 
80 85 90 

atg ctg aag gtg gag age cet gge aeg tac cag cag 
Met Leu Lys Val Glu Ser Pro Gly Thr Tyr Gin Gin 
95 100 105 

<210> 2085 
<211> 466 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 126. .464 



588 



624 



<400> 2085 

atttattggc ttctcccaac ccctgceggt gggtgacaag ccgggaaget tggaggggtc 

tattgegtae geccaaggeg ctgggcetgg ageaggagaa agggagtgga ggegegtegg 

agact atg aag cgc gge att egg egg gat ect ttc egg aag egg aag etc 



1377 



iris 



Met Lys Arg Gly lie Arg Arg Asp Pro Phe Arg Lys Arg Lys Leu 
15 10 15 

ggc ggg egg gcc aag aag gtc egg gag cee aeg geg gtt aat tct ttt 218 
Gly Gly Arg Ala Lys Lys Val Arg Glu Pro Thr Ala Val Asn Ser Phe 

20 25 30 

tae cgt gag get tea ctt cec teg gte tgg get tct etg agg egg cga 266 
Tyr Arg Glu Ala Ser Leu Pro Ser Val Trp Ala Ser Leu Arg Arg Arg 

35 40 45 

gag atg gte agg tct gga get cga ecg ggc cag gtg agg get gag gac 314 
Glu Met Val Arg Ser Gly Ala Arg Pro Gly Gin Val Arg Ala Glu Asp 

50 55 60 

ctg agg agt ecg eng tgg gga tgg aga ggg aca ggg ggg ttt teg ggc 3 62 

Leu Arg Ser Pro Xaa Trp Gly Trp Arg Gly Thr Gly Gly Phe Ser Gly 

65 70 75 

cag gaa ett gta aaa cte tgc teg aaa aaa gae aaa gae aat geg geg 410 
Gin Glu Leu Val Lys Leu Cys Ser Lys Lys Asp Lys Asp Asn Ala Ala 
80 85 90 95 

aca tta aag tgc tgg gac aga ggt gca ggg aac act aat ctt cec gtc 458 
Thr Leu Lys Cys Trp Asp Arg Gly Ala Gly Asn Thr Asn Leu Pro Val 
100 105 110 



'•^Q 9ta aca eg 
Val Thr 

<210> 2086 

^ <211> 250 

<212> DNA 

<213> Homo sapiens 

HE <220> 

Q <221> CDS 

T\i <222> 84 . . 248 



eca 


ecg 


ata 


ace 


tat 


eaa 


agg 


get 


ttg 


caa 


gag 


ctt 


ttg 


act 


aat 


cgt 


Pro 


Pro 


He 


Thr 


Tyr 


Gin 


Arg 


Ala 


Leu 


Gin 


Glu 


Leu 


Leu 


Thr 


Asn 


Arg 










15 










20 










25 




ctg 


tna 


atg 


gtt 


ctt 


cat 


tea 


cgt 


att 


aat 


tgc 


aca 


tea 


gta 


tgt 


gee 


Leu 


Xaa 


Met 


Val 


Leu 


His 


Ser 


Arg 


He 


Asn 


Cys 


Thr 


Ser 


Val 


Cys 


Ala 








30 










35 










40 






aaa 


tct 


act 


aga 


cat 


tgg 


aga 


aac 


agt 


agg 


aac 


aac 


aca 


tg 






Lys 


Ser 


Thr 


Arg 


His 


Trp 


Arg 


Asn 


Ser 


Arg 


Asn 


Asn 


Thr 









45 50 55 



<210> 2087 

<211> 444 

<212> DNA 

<213> Homo sapiens 

<220> 



466 



<400> 2086 

cccateccta atttgcaaaa taggaaetga ggctcaggag agetagaeta gtttgtgcae 60 
agecgagaag tggtcaagct aga atg gga cec cag gtt tgc get cec tae tct 113 

Met Gly Pro Gin Val Cys Ala Pro Tyr Ser 
1 R 10 



161 



209 



250 



1378 



<221> CDS 
<222> 72 . .443 



<400> 2087 

ctaagtgttt ccggtggatt cccagggact gtcggaggtg tggactctgc ctgcctacct 60 
ggtctgggaa g atg ttc tac cat ate tec eta gag cac gaa ate ctg etg 110 
Met Phe Tyr His lie Ser Leu Glu His Glu lie Leu Leu 
15 10 
cac ccg cgc tac ttc ggc ccc aac ttg etc aac aeg gtg aag cag aag 
His Pro Arg Tyr Phe Gly Pro Asn Leu Leu Asn Thr Val Lys Gin Lys 

15 20 25 

etc ttc aec gag gtg gag ggg ace tgc aca ggg aag tat ggc ttt gta 
Leu Phe Thr Glu Val Glu Gly Thr Cys Thr Gly Lys Tyr Gly Phe Val 
30 35 40 45 

att get gtc ace ace att gae aat att ggt get ggt gtg ate cag cea 
He Ala Val Thr Thr He Asp Asn He Gly Ala Gly Val He Gin Pro 

50 55 60 

ggc ega ggc ttt gtc ett tat cca gtt aag tac aag gee att gtt ttc 
Gly Arg Gly Phe Val Leu Tyr Pro Val Lys Tyr Lys Ala He Val Phe 

65 70 75 

egg cea ttt aaa ggg gag gtc gtg gat get gtt gtc act cag gtc aac 
Arg Pro Phe Lys Gly Glu Val Val Asp Ala Val Val Thr Gin Val Asn 
: , 80 85 90 

^: aag gtt gga etc ttc aca gaa att ggg ccc atg tet tgc ttc ate tet 
Lys Val Gly Leu Phe Thr Glu He Gly Pro Met Ser Cys Phe He Ser 
^ 95 100 105 

ega cat tec ate cct tea gag agg agt ttg ate eta act cca ace c 444 
B Arg His Ser He Pro Ser Glu Arg Ser Leu He Leu Thr Pro Thr 

Q 110 115 120 

<210> 2088 

<211> 367 
"X. <212> DNA 
^ <213> Homo sapiens 

<220> 
<221> CDS 
<222> 189. .365 



158 



206 



254 



302 



350 



398 



60 
120 
180 
230 



<400> 2088 

cgegceggaa gtggaagacc aggeagecca getgaaggca gtaagetegg etcacagtcg 
caggagagtt ctggggtaca egggeaaagg ggcttgagaa ggceeggagg egaanegcaa 
gagaagcaac tgtgcceegg agaagagaag etegceeatt ccagactggg aaccagcttt 
cagtgaag atg gea ggg cca gaa ctg ttg etc gae tec aac ate cgc etc 

Met Ala Gly Pro Glu Leu Leu Leu Asp Ser Asn He Arg Leu 

1 5 10 

tgg gtg gtc eta ccc ate gtt ate ate act ttc ttc gta ggc atg ate 278 
Trp Val Val Leu Pro He Val He He Thr Phe Phe Val Gly Met He 
15 20 25 30 

cgc cac tac gtg tec ate ctg etg cag age gae aag aag etc ace cag 326 
Arg His Tyr Val Ser He Leu Leu Gin Ser Asp Lys Lys Leu Thr Gin 
35 40 45 



1379 



gaa caa gta tct gac agt caa gtc eta att cga age aga gt 367 
Glu Gin Val Ser Asp Ser Gin Val Leu He Arg Ser Arg 
50 55 

<210> 2089 

<211> 568 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 412 - . 567 



m 



caa gac c 
Gin Asp 

<210> 2090 
<211> 502 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 97. .501 



<400> 2089 

gtttacaaac ttgacgtaca cacgcagtcc tatccctacg gtcctggaat tgggggttac 60 
tatcttggaa tctaggggca ctccaggctc tgggctcaga cggctggctt ctgcctaccc 120 
gagccttaac ctttcaagga ccagaaggat tccagagctc ttgccctagg tcctggggca 180 
gcgatgactc actgcagcac cccctcccac ttcgccaagc tgccgtctcc gcccaccccc 240 
g aaacaatctc gacagcgcat ttcgggagcc acggctccgg gcgctttgct gggggctaaa 3 00 
S ggggtttatc cctttccttg aatcccagca ggctagaact accccctccc agtcttcagg 360 
ctttgcnacg ctctccaccc gatccttcca ttgaaaggca gagaaggaag g atg tgc 417 

Met Cys 

ttg gga act tta aga ccc acg aac gac age gea ctg atg gag cag cce 465 
Leu Gly Thr Leu Arg Pro Thr Asn Asp Ser Ala Leu Met Glu Gin Pro 
a 5 10 15 

m agt gtc tgg ggc aaa gtc etc gag gtt cat tea ttc agg aag ect ctg 513 
•3- Ser Val Trp Gly Lys Val Leu Glu Val His Ser Phe Arg Lys Pro Leu 
n 20 25 30 

acc age ctt tac cat geg ctg agt gag aag ctg agg ata agg aaa gag 561 
Thr Ser Leu Tyr His Ala Leu Ser Glu Lys Leu Arg He Arg Lys Glu 
35 40 45 50 



568 



<400> 2090 

agacgectcg ctcaatttct cacagggctg cgcaggttte ccccgtctgc gaatggacea 
ctggaggggt tcaaaggttc gegteccagt acggga atg age etc ttt gat etc 

Met Ser Leu Phe Asp Leu 
1 5 
ttc egg ggc ttt ttc ggc ttt cet gga ect egg age cac aga gat cec 
Phe Arg Gly Phe Phe Gly Phe Pro Gly Pro Arg Ser His Arg Asp Pro 
10 15 20 



1380 



ttt ttt gga ggg atg act cga gat gaa gat gat gat gag gaa gaa gaa 210 
Phe Phe Gly Gly Met Thr Arg Asp Glu Asp Asp Asp Glu Glu Glu Glu 

25 30 35 

gaa gaa ggg ggc tea tgg ggc cgt ggg aac cca agg ttc cat agt cct 258 
Glu Glu Gly Gly Ser Trp Gly Arg Gly Asn Pro Arg Phe His Ser Pro 

40 45 50 

cag cac ccc cct gag gaa ttt ggc ttc ggc ttc age ttc age cca gga 306 
Gin His Pro Pro Glu Glu Phe Gly Phe Gly Phe Ser Phe Ser Pro Gly 
55 60 65 70 

gga ggg ata cgt ttc cac gat aac ttc ggc ttt gat gac eta gta cga 354 
Gly Gly lie Arg Phe His Asp Asn Phe Gly Phe Asp Asp Leu Val Arg 

75 80 85 

gat ttc aat age ate ttc age gat atg ggg gcc tgg acc ttg cct tec 402 
Asp Phe Asn Ser lie Phe Ser Asp Met Gly Ala Trp Thr Leu Pro Ser 

90 95 100 

eat cct cct gaa ett cca ggt cct gag tea gag aca cct ggt gag aga 450 
His Pro Pro Glu Leu Pro Gly Pro Glu Ser Glu Thr Pro Gly Glu Arg 

105 110 115 

eta mgg gag gga cag aca ett egg gac tea atg ett aag tat cca gat 498 
p Leu Arg Glu Gly Gin Thr Leu Arg Asp Ser Met Leu Lys Tyr Pro Asp 
120 125 130 

agt c 502 



Ser 
135 

<210> 2091 



<211> 314 
^ <212> DNA 

<213> Homo sapiens 



<220> 



fll <221> CDS 

'2 <222> 29. .313 



<400> 2091 

aacctacttg gtetectgct ttcgcgac atg gee ttc aat ttt ggg get ccc 52 

Met Ala Phe Asn Phe Gly Ala Pro 
1 5 

teg ggc acc tec ggt acc get gea gee acc gcg gcc ccc gcg gnt ggg 100 
Ser Gly Thr Ser Gly Thr Ala Ala Ala Thr Ala Ala Pro Ala Xaa Gly 

10 15 20 

ttt gga gga ttt ggg aca aca tet aca act gea ggt tet gea ttc age 148 
Phe Gly Gly Phe Gly Thr Thr Ser Thr Thr Ala Gly Ser Ala Phe Ser 
25 30 35 40 

ttt tet gcc cca act aac aca ggc act act gga etc ttt ggt ggt act 196 
Phe Ser Ala Pro Thr Asn Thr Gly Thr Thr Gly Leu Phe Gly Gly Thr 

45 50 55 

eag aac aaa ggt ttt gga ttt ggt act ggt ttt ggc aca aca aeg gga 244 
Gin Asn Lys Gly Phe Gly Phe Gly Thr Gly Phe Gly Thr Thr Thr Gly 

60 65 70 

act agt act ggt tta ggt act ggt ttg gga act gga ctg gga ttt gga 292 
Thr Ser Thr Gly Leu Gly Thr Gly Leu Gly Thr Gly Leu Gly Phe Gly 
75 80 85 



1381 



gga ttt aat aca cag cag cag c 
Gly Phe Asn Thr Gin Gin Gin 
90 95 

<210> 2092 

<211> 291 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 24 . .290 



<400> 2092 

acaatccttt gcggtggttc aag atg gcg gcg ccc agt ggc act gtg age gat 53 

Met Ala Ala Pro Ser Gly Thr Val Ser Asp 
15 10 
teg gaa agt agt aac age agt age gat geg gag gag ctg gag egg tge 101 
O Ser Glu Ser Ser Asn Ser Ser Ser Asp Ala Glu Glu Leu Glu Arg Cys 
=^ 15 20 25 

IJI cge gag geg gca atg ccg get tgg ggc ttg gag caa cgc ceg cac gtg 14 9 

Arg Glu Ala Ala Met Pro Ala Trp Gly Leu Glu Gin Arg Pro His Val 

30 35 40 

gca ggg aag eca aga gee ggt get gea aat age cag ttg tea ace tec 197 
Ala Gly Lys Pro Arg Ala Gly, Ala Ala Asn Ser Gin Leu Ser Thr Ser 
45 50 55 

'"--^ caa ccg age etc agg cat aag gtg aat gag cat gaa caa gat ggc aac 245 
Gin Pro Ser Leu Arg His Lys Val Asn Glu His Glu Gin Asp Gly Asn 

60 65 70 

gag ctt cag ace acc cet gaa ttc ega gee cac gta gcc aag aag c 291 
rf| Glu Leu Gin Thr Thr Pro Glu Phe Arg Ala His Val Ala Lys Lys 
'J 75 80 85 

<210> 2093 
<211> 378 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 145 . . 378 



'^1 



<400> 2093 

agtataaaca aggaaccega ctggttagac agattttgtt tttcttcttc ccgcgegctt 60 
tagetccctg tcctttggtc geatttgtgg gegcgcggea cgcagccggg aggccgagga 120 
ctcggagttc acctgcagga aagt atg cct cag act cet ccc ttt tea gca 171 

Met Pro Gin Thr Pro Pro Phe Ser Ala 

1 5 

atg ttt gac age agt ggt tac aat cga aac etc tat cag tct gca gag 219 

Met Phe Asp Ser Ser Gly Tyr Asn Arg Asn Leu Tyr Gin Ser Ala Glu 

10 15 20 25 

gac age tgt gga ggg ttg tat tac cat gac aac aac etc etc tct gga 267 



1382 



Asp Ser Cys 

tec ctg gaa 
Ser Leu Glu 

cca gat aga 
Pro Asp Arg 
60 

atg cat ccg 
Met His Pro 
75 



Gly Gly Leu 
30 

gca etc ate 
Ala Leu lie 
45 

aca tac ata 
Thr Tyr lie 

tat gag 
Tyr Glu 



Tyr Tyr His 

cag cac tta 
Gin His Leu 
50 

ttt ace tte 
Phe Thr Phe 
65 



Asp Asn Asn 
35 

gta cet aat 
Val Pro Asn 

eta etc agt 
Leu Leu Ser 



Leu Leu Ser 
40 

gtg gat tac 
Val Asp Tyr 
55 

tet egg tta 
Ser Arg Leu 
70 



Gly 

tat 315 
Tyr 

ttt 363 
Phe 

378 



<210> 2094 

<211> 305 

<212> DNA 

<213> Homo sapiens 



49 



<220> 
<221> CDS 
p <222> 5 . .304 

yi 

=^ <400> 2094 

atat atg ggg gcg ggg acg get ggg gag etc cca gee aac tct gtg tet 
^ Met Gly Ala Gly Thr Ala Gly Glu Leu Pro Ala Asn Ser Val Ser 

X 5 10 15 

'"S 999 ^^9 ^99 ^'^ 

Gly Phe Phe Lys Arg Met Val Lys Ser Glu Ala Ser Asn Ala Ala Thr 

3 20 25 30 

Q gee tat ttc cgt cca gca aga cce ttg ecc tct etg gtc aca gte ctg 145 

pj Ala Tyr Phe Arg Pro Ala Arg Pro Leu Pro Ser Leu Val Thr Val Leu 

m 35 40 45 

ggg ctg ggc tac ttc gcg tgg gtt gtc ttc tgg ect cag agt ate ect 

'% Gly Leu Gly Tyr Phe Ala Trp Val Val Phe Trp Pro Gin Ser He Pro 

y 50 55 60 

™ kat cag aac ett ggg cce ctg ggc ecc ttc act eag tac ttg gtg gac 241 
Xaa Gin Asn Leu Gly Pro Leu Gly Pro Phe Thr Gin Tyr Leu Val Asp 

65 70 75 

cae cat cae ace etc etg tgc aat ggg tat tgg ett gee tgg ctg att 289 
His His His Thr Leu Leu Cys Asn Gly Tyr Trp Leu Ala Trp Leu He 
80 85 90 95 

cat gtg gga gag tec t 
His Val Gly Glu Ser 
100 



193 



305 



<210> 2095 

<211> 272 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 113 . . 271 



1383 



166 



214 



<400> 2095 

ctctgcctga cctcctgtgc tcccagggaa cccagctgag ttcgtcgtga acacgagcaa 60 
tgcgggagct ggtgccctgt cggtgaccat tgacggcccc tccaaggtga ag atg gat 118 

Met Asp 
1 

tgc cag gag tgc cct gag ggc tac cgc gtc acc tat acc ccc atg gca 
Cys Gin Glu Cys Pro Glu Gly Tyr Arg Val Thr Tyr Thr Pro Met Ala 

5 10 15 

cct ggc age tac etc ate tec ate aag tac ggc ggc ccc tac cac att 
Pro Gly Ser Tyr Leu He Ser He Lys Tyr Gly Gly Pro Tyr His He 

20 25 30 

ggg ggc age ccc ttc aag gee aaa gtc aca ggc ccc cgt etc gtc age 262 
Gly Gly Ser Pro Phe Lys Ala Lys Val Thr Gly Pro Arg Leu Val Ser 
35 40 45 50 

711 

aac cac age c ^ 
Asn His Ser 

<210> 2096 

Q <211> 429 

1^ <212> DNA 

Ul <213> Homo sapiens 

\a <220> 

<221> CDS 
'"J" <222> 175 . -429 

<400> 20 96 

O agaacatctc gctcctcgcg cgtttccgtt tecgetagsa ctctggcagt tacagccaca 
PJ accaaagtcc eggagatccg tgatgtaaca aggattgagc gaateggtgc ceactcccac 12 0 
atccggggac tggggctgga cgatgccttg gagcetcggc aggcttcgca aggc atg 177 

Met 

% 1 
% gtg ggt cag ctg gcg gca egg egg gcg get ggc gtg gtg ctg gag atg 225 
^ Val Gly Gin Leu Ala Ala Arg Arg Ala Ala Gly Val Val Leu Glu Met 
5 10 15 

ate egg gaa ggg aag att gee ggt egg gca gtc ctt att get ggc cag 273 
He Arg Glu Gly Lys He Ala Gly Arg Ala Val Leu He Ala Gly Gin 

20 25 30 

eeg ggc aeg ggg aag aeg gee ate gee atg ggc atg gcg cag gee ctg 321 
Pro Gly Thr Gly Lys Thr Ala He Ala Met Gly Met Ala Gin Ala Leu 

35 40 45 

ggc cct gae aeg cea ttc acr gee ate gee ggc agt gaa ate ttc tec 
Gly Pro Asp Thr Pro Phe Thr Ala He Ala Gly Ser Glu He Phe Ser 
50 55 60 65 

ctg gag atg age aag acc gag gcg ctg aeg cag gee ttc egg egg tec 417 
Leu Glu Met Ser Lys Thr Glu Ala Leu Thr Gin Ala Phe Arg Arg Ser 
70 75 80 

ate ggc gtt cgc 
He Gly Val Arg 
85 

<210> 2097 



60 



369 



429 
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<211> 373 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 67 . .372 



<400> 2097 

gaggaagtct aacctttggg agactccaag acagcagctc cgaggtcggc gggggtctgg 60 
gtggcc atg gag gag ccc cmt gtg cga gaa gag gaa gag gag gag gga 108 
Met Glu Glu Pro Xaa Val Arg Glu Glu Glu Glu Glu Glu Gly 
15 10 
gag gag gac gag gag agg gac gag gtt ggg ccc gag ggg gcg ctg ggc 156 
Glu Glu Asp Glu Glu Arg Asp Glu Val Gly Pro Glu Gly Ala Leu Gly 
15 20 25 30 

aag age ccc ttc cag ctg acc gcc gag gac gtg tat gac ate tec tac 204 
Lys Ser Pro Phe Gin Leu Thr Ala Glu Asp Val Tyr Asp lie Ser Tyr 
O 35 40 45 

C= ctg ttg ggc cgc gag ctt atg gcc ctg ggc age gac ccc egg gtg acg 252 
Ul Leu Leu Gly Arg Glu Leu Met Ala Leu Gly Ser Asp Pro Arg Val Thr 
%^ 50 55 60 

\A cag ctg cag tnc aaa gtc gtc cgc gtc ctg gag atg ctg gag gcg ctg 300 
r£ Gin Leu Gin Xaa Lys Val Val Arg Val Leu Glu Met Leu Glu Ala Leu 
"% 65 70 75 

'% gtg aat gag ggc age ctg gcg ctg gag gag ctg aag atg gag agg gac 34 8 

Val Asn Glu Gly Ser Leu Ala Leu Glu Glu Leu Lys Met Glii Arg Asp 
L so 85 90 

O cac etc agg aag gag gtg gag ggg c 373 
fU His Leu Arg Lys Glu Val Glu Gly 
95 100 



<210> 2098 

<211> 502 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 151 . . 501 



<400> 2098 

cacttceggc gtgcctaege etcctcttgc getgteetgt taatggeggg cagtagcegc 60 
tgaggggatt gcagataace gettcccgca cggggaaagt etaccetgcc tgccactttc 120 
tgctcgccgt cagcgccgga gctcgccagc atg tct gtg gta ccg ccc aat cgc 174 

Met Ser Val Val Pro Pro Asn Arg 

1 5 

teg cag ace ggc tgg cee egg ggg gtc act cag ttc ggc aac aag tac 222 
Ser Gin Thr Gly Trp Pro Arg Gly Val Thr Gin Phe Gly Asn Lys Tyr 

10 15 20 

ate cag cag acg aag cee etc acc ctg gag enc acc ate aac ctg wac 270 
lie Gin Gin Thr Lys Pro Leu Thr Leu Glu Xaa Thr lie Asn Leu Xaa 
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Z D 




















35 










40 




cct 




aec 


aau 


i- a 1- 


Pint 


h f t 

U L. U 




ae a 


aaa 


gag 


ccc 


etc 


tac 


QaQ 


aag 


318 


Pro 


Leu 


Thir 


Asn 


Tyr 








Thr 


Lys 
50 


Glu 


Pro 


Leu 


Tvr 


Glu 
55 


Lys 






a^c 


C L. 


rtf- f- 

gi^t 


gc a 


y 


aga 


t tt 


eag 


cgc 


atg 


agg 


gaa 


gaa 


ttt 


qat 


366 


Asp 


C >- 


Q o V" 


V dX 
dU 


i-i-L ct 


Ala 


Arg 


Phe 


Gin 

D D 


Arg 


Met 


Arg 


Glu 


Glu 
70 


Phe 


Asp 




aaa 


att 


gga 


atg 


agg 


agg 


act 


gta 


gaa 


ggg 


gtt 


etg 


att 


gta 


cat 


gag 


414 


Lys 


He 


Gly 


Met 


Arg 


Arg 


Thr 


Val 


Glu 


Gly Val 


Leu 


He 


Val 


His 


Glu 








75 










80 










85 










cac 


egg 


eta 


see 


cat 


gtg 


tta 


ctg 


etg 


eag 


ctg 


gga 


aea 


act 


ttc 


ttc 


462 


His 


Arg 


Leu 


Xaa 


His 


Val 


Leu 


Leu 


Leu 


Gin 


Leu Gly 


Thr 


Thr 


Phe 


Phe 






90 










95 










100 












aaa 


eta 


eet 


ggt 


ggt 


gaa 


ctt 


aae 


cca 


gga 


gaa 


gat 


gaa 


g 






502 


Lys 


Leu 


Pro 


Gly 


Gly 


Glu 


Leu 


Asn 


Pro 


Gly 


Glu 


Asp 


Glu 










105 










110 










115 















<210> 2099 
<211> 377 
S <212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 193 . .375 



<400> 2099 

gcagttgccg eattcgeegc attegctgea ggegegaggt tgggtgcagg cagctgtttg 60 
O agcctegagg eatcgaegga cggacagacg gacggactga ctgaegatge egcgctetca 120 
fU eaggeetccg eetaccgege agggcntgec actgeegcag eagcegagcc eaagtetgag 180 
ggcgttgtgg et atg act ttc aag att ttt etc ctt ttt gca ggg ctt atg 231 
Met Thr Phe Lys lie Phe Leu Leu Phe Ala Gly Leu Met 
15 10 
gtt aaa gtt cct gtg ggg tta tat ttt tec tgc aaa tta ctt ctt tte 279 
Val Lys Val Pro Val Gly Leu Tyr Phe Ser Cys Lys Leu Leu Leu Phe 

15 20 25 

caa agt ctg atg ttg atg tee cct gaa gae age ggc ttt tat geg ace 327 
Gin Ser Leu Met Leu Met Ser Pro Glu Asp Ser Gly Phe Tyr Ala Thr 
30 35 40 45 

att gtt gca gtg gtc ggg ctt cat gtg gtg ctg gca att ttc gtc ttc 375 
He Val Ala Val Val Gly Leu His Val Val Leu Ala He Phe Val Phe 

50 55 60 

at 377 



<210> 2100 

<211> 384 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 196 . .384 
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<400> 2100 

gcgmggttcg ggctggttgt tccgttgcga gctgcagctg cgatctctgt ggtaggccca 60 
gaagtgtatg ctgacttgta aagtgaagaa gccagtggtg ctgcgggtgt tcttttgggg 120 
tagtgtctgg gatccagtac gagttgaatc attgttcaaa taaggtgtaa ttgaaaagtg 180 
atcctctctt cagag atg tea aaa aca aac aaa tec aag tct gga tct ego 231 
Met Ser Lys Thr Asn Lys Ser Lys Ser Gly Ser Arg 
15 10 
tea aga tct gca tea aga tct egt tct cgt tea ttt teg 279 
Ser Arg Ser Ala Ser Arg Ser Arg Ser Arg Ser Phe Ser 

20 25 
tee ega age ega tct etc tct cgt tea agg aag egc agg 327 
Ser Arg Ser Arg Ser Leu Ser Arg Ser Arg Lys Arg Arg 

35 40 
agg tct cgt tec aga tea tat tct eca get eat aac aga 375 
Arg Ser Arg Ser Arg Ser Tyr Ser Pro Ala His Asn Arg 
50 55 60 

384 





tet 


tct 


egc 




Ser 


Ser 


Arg 








15 




aag 


tct 


egg 




Lys 


Ser 


Arg 






30 






ctg 


agt 


tct 




Leu 


Ser 


Ser 




45 








gaa 


aga 


aac 




Glu 


Arg 


Asn 












<210> 2101 


y I 


<211> 281 




<212> DNA 




<213> Homo 




<220> 






<221> CDS 




<222> 11. .2 



fy <400> 2101 

ft! aaeatgcaag atg gcg gee cat eac egg cag aac aca gca ggg egg agg 4 9 

Met Ala Ala His His Arg Gin Asn Thr Ala Gly Arg Arg 







1 








5 










10 








aaa 


gtg 


cag 


gtt 


tee 


tat 


gtt 


att 


ega 


gat 


gaa 


gtg 


gag 


aag 


tac 


aac 


Lys 


Val 


Gin 


Val 


Ser 


Tyr 


Val 


He 


Arg 


Asp 


Glu 


Val 


Glu 


Lys 


Tyr 


Asn 


15 










20 










25 










ega 


aat 


gga 


gtc 


aat 


get 


ctg 


eak 


stg 


gay 


cca 


gca 


eta 


mat 


agr 


ett 


Arg 


Asn 


Gly 


Val 


Asn 


Ala 


Leu 


Xaa 


Xaa 


Asp 


Pro 


Ala 


Leu 


Xaa 


Arg 


Leu 


30 








35 










40 










45 


ttc 


asa 


gen 


kgt 


cgn 


gac 


tct 


ate 


rta 


agr 


ata 


tgg 


agt 


gtc 


aat 


cag 


Phe 


Xaa 


Ala 


Xaa 


Arg 


Asp 


Ser 


He 


Xaa 


Arg 


He 


Trp 


Ser 


Val 


Asn 


Gin 










50 










55 










60 




eac 


aag 


caa 


gat 


cca 


tak 


atw 


gca 


tct 


rtg 


kar 


eac 


cat 


act 


gat 


tgg 


His 


Lys 


Gin 


Asp 


Pro 


Xaa 


He 


Ala 


Ser 


Xaa 


Xaa 


His 


His 


Thr 


Asp 


Trp 






65 










70 










75 






gta 


aac 


gac 


att 


gta 


etc 


tgt 


tgt 


aat 


ggg 


gaa 


aca 


tta 


a 






Val 


Asn 


Asp 


He 


Val 


Leu 


Cys 


Cys 


Asn Gly 


Glu 


Thr 


Leu 









97 



145 



193 



241 



281 



80 85 90 



<210> 2102 

<211> 324 

<212> DNA 

<213> Homo sapiens 
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<220> 
<221> CDS 
<222> 152 . . 322 



<400> 2102 

actcgtgcgc ctaccagaca gtggcggagg 
acacggcgag aacgggcggg gcggtctcgg 
gtcatatccc tctccacgac ctcggtcgag 





aga 


egg 


att 


ctg 


cag 




Arg 


Arg 


He 
10 


Leu 


Gin 




egg 


ttc 


etg 


eec 


tte 




Arg 


Phe 
25 


Leu 


Pro 


Phe 




atg 


att 


aaa 


gtg 


cgc 




Met 


He 


Lys 


Val 


Arg 




40 










m 


aga 
Arg 


aaa 
Lys 


ge 






yj 


<210> 2103 








<211> 298 
<212> DNA 








<213> Homo 


sapiens 


■=5Kr 


<220> 








HI 


<221> CDS 






Hi 


<222> 72 . .296 





acggcgctcg etagtcteee aggtegcggt 
ctgcgtccgg gcgatccagt gcttagttcc 
e atg ttc ace agg gee cag gtg 
Met Phe Thr Arg Ala Gin Val 
1 5 
egg gtg eee ggg aag eag ega ttt ggc ate tae 
Arg Val Pro Gly Lys Gin Arg Phe Gly He Tyr 

15 20 
ttt ttt gte ctg gga gga acg atg gag tgg ate 
Phe Phe Val Leu Gly Gly Thr Met Glu Trp He 

30 35 
gtg ggc cag gag ace tte tat gat gtc tae cgt 
Val Gly Gin Glu Thr Phe Tyr Asp Val Tyr Arg 
45 50 55 



60 
120 
172 



220 



268 



316 



324 



<400> 2103 

ggagtgaggg tagcaegetg agctgaaggc tgtgcggasg gegcggcaca gagcctgttg 
ttgagctcag t atg teg tgg gaa tee ggg gee ggg eca ggt eta ggt tee 
Met Ser Trp Glu Ser Gly Ala Gly Pro Gly Leu Gly Ser 
15 10 
eag ggg atg gat etc gtg tgg agt geg tgg tae gga aag tgc gtt aaa 
Gin Gly Met Asp Leu Val Trp Ser Ala Trp Tyr Gly Lys Cys Val Lys 



15 



20 



25 



ggg aaa ggg teg ttg eca etc teg gee eac ggc ate gtg gtc gcc tgg 

Ala His Gly He Val Val Ala Trp 



Gly Lys Gly Ser Leu Pro Leu Ser 
30 35 



40 



45 



etc age agg gcc gag tgg gae cag gtg acg gtt tat etg tte tgt gae 
Leu Ser Arg Ala Glu Trp Asp Gin Val Thr Val Tyr Leu Phe Cys Asp 



50 



55 



60 



gae eat aag ttg cag egg tae sgc tta acc gca tea egg tgt gg 
Asp His Lys Leu Gin Arg Tyr Xaa Leu Thr Ala Ser Arg Cys 
65 70 75 



60 
110 



158 



206 



254 



298 



<210> 2104 
<211> 416 



1388 



<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 246 . .416 



<400> 2104 

agttggaggg aactccaagt cccacagtgc cacggggtgg ggtgcgtcac tttcgctgcg 60 
ttggaggctg aggagaattg agcctgggag gcgggtccgg agagggctat ggaaagccgc 12 0 
cggcggggaa tcccggccgt agagggacag tggataggtg cccgaggcct acagctggcc 180 
tggggctcgt gtctgggctt cggacgttgg ggcccggtgg cccacccttt ccgtagttgt 240 
cccaa atg gag ctg gaa ttg gat get ggt gac caa gac ctg ctg gcc ttc 290 
Met Glu Leu Glu Leu Asp Ala Gly Asp Gin Asp Leu Leu Ala Phe 
1 5 10 15 

ctg eta gag gaa agt gga gat ttg ggg acg gca ccc gat gag gcc gtg 338 
Leu Leu Glu Glu Ser Gly Asp Leu Gly Thr Ala Pro Asp Glu Ala Val 
20 25 30 

O agg gcc cca ctg gac tgg gcg ctg ccg ctt tct gag gta ccg age gae 386 
^ Arg Ala Pro Leu Asp Trp Ala Leu Pro Leu Ser Glu Val Pro Ser Asp 
yi 35 40 45 

M= tgg gaa gta gat gat ttg ctg tgc tec ctg 416 
Trp Glu Val Asp Asp Leu Leu Cys Ser Leu 
50 55 



<210> 2105 

<211> 470 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 101 . .469 



<400> 2105 

cggctaggtg aaggtgagtg tctcctccag tcgcaacggc eagacctgac ctgccagctc 60 
cgggcgtggg gtgaaatctc ttgattccta gtctctegat atg gca cct ccg tea 115 

Met Ala Pro Pro Ser 
1 5 

gtc ttt gcc gag gtt ccg cag gee eag cct gtc ctg gtc ttc aag etc 163 
Val Phe Ala Glu Val Pro Gin Ala Gin Pro Val Leu Val Phe Lys Leu 

10 15 20 

act gee gae ttc agg gag gat ccg gae eec cge aag gtc aac ctg gga 211 
Thr Ala Asp Phe Arg Glu Asp Pro Asp Pro Arg Lys Val Asn Leu Gly 

25 30 35 

gtg gga gca tat cge acg gat gae tgc cat ccc tgg gtt ttg eea gta 259 
Val Gly Ala Tyr Arg Thr Asp Asp Cys His Pro Trp Val Leu Pro Val 

40 45 50 

gtg aag aaa gtg gag cag aag att get aat gac aat age eta aat eac 307 
Val Lys Lys Val Glu Gin Lys lie Ala Asn Asp Asn Ser Leu Asn His 

55 60 65 

gag tat ctg cca ate ctg ggc ctg get gag ttc egg age tgt get tct 355 
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Glu 


Tyr 


Leu 


Pro 


He 


Leu 


Gly 


Leu Ala 


Glu 


Phe 


Arg 


Ser 


Cys 


Ala Ser 


70 










75 








80 








85 


cgt 


ctt 


gcc 


ctt 


ggg 


gat 


gac 


age cca 


gca 


etc 


aag 


gag 


rag 


egg gta 


Arg 


Leu 


Ala 


Leu 


Gly 


Asp 


Asp 


Ser Pro 


Ala 


Leu 


Lys 


Glu 


Xaa 


Arg Val 










90 








95 










100 


gga 


ggt 


gtg 


caa 


tct 


ttg 


ggg 


gga aca 


ggt 


gca 


ctt 


cga 


att 


gga get 


Gly Gly Val 


Gin 


Ser 


Leu 


Gly 


Gly Thr 


Gly Ala 


Leu 


Arg 


He 


Gly Ala 








105 








110 










115 




gat 


ttc 


tta 


gcg 


cgt 


tgg 


t 
















Asp 


Phe 


Leu 


Ala 


Arg 


Trp 



















120 



<210> 2106 

<211> 392 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
O <222> 116 . .391 

m 

IL^ <400> 2106 

^,1 aasagtcggt tgccgtagea gagecctcta getgtgtgtg tctgaggetc ggccgcctga 60 
^ gccgcggaeg gtttgctgag cccgttagtg cgcecggeeg agacacgccg eegce atg 118 

Met 
1 

tec cgc tac ctg cgt cec cec aac aeg tct ctg ttc gte agg aac gtg 166 
Ser Arg Tyr Leu Arg Pro Pro Asn Thr Ser Leu Phe Val Arg Asn Val 
P 5 10 15 

PJ gee gac gac ace agg tct gaa gac ttg egg cgt gaa ttt ggt cgt tat 214 
fy Ala Asp Asp Thr Arg Ser Glu Asp Leu Arg Arg Glu Phe Gly Arg Tyr 
£ 20 25 30 

^ ggt cet ata gtt gat gtg tat gtt cca ctt gat ttc tac act cgc cgt 262 
2 Gly Pro He Val Asp Val Tyr Val Pro Leu Asp Phe Tyr Thr Arg Arg 
%J 35 40 45 

cca aga gga ttt get tat gtt caa ttt gag gat gtt cgt gat get gaa 310 

Pro Arg Gly Phe Ala Tyr Val Gin Phe Glu Asp Val Arg Asp Ala Glu 

50 55 60 65 

gac get tta eat aat ttg gac aga aag tgg att tgt gga egg cag att 358 

Asp Ala Leu His Asn Leu Asp Arg Lys Trp He Cys Gly Arg Gin He 

70 75 80 

gaa ata cag ttt gcc eag ggg gat cga aag aca c 3 92 

Glu He Gin Phe Ala Gin Gly Asp Arg Lys Thr 
85 90 



<210> 2107 

<211> 433 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 77 . .433 
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160 



208 



256 



304 



<400> 2107 

atatacactt cttggctgtg tgcgctcagc aggacgtggg aggctccggc ttcaagacac 60 
tcatccaaga ggaagg atg gcc agt ate ttt tct aag ttg eta aet ggc cgc 112 
Met Ala Ser lie Phe Ser Lys Leu Leu Thr Gly Arg 
15 10 
aat get tct ctg ctg ttt get ace atg ggc ace agt gtc ctg ace ace 
Asn Ala Ser Leu Leu Phe Ala Thr Met Gly Thr Ser Val Leu Thr Thr 

15 20 25 

ggg tac ctg ctg aae egg eag aaa gtg tgt gee gag gte egg gag cag 
Gly Tyr Leu Leu Asn Arg Gin Lys Val Cys Ala Glu Val Arg Glu Gin 

30 35 40 

eet agg eta ttt cet cca age gca gac tae cea gae ctg cge aag eac 
Pro Arg Leu Phe Pro Pro Ser Ala Asp Tyr Pro Asp Leu Arg Lys His 
45 50 55 60 

aae aac tgc atg gcc gag tgc etc ace cce gee att tat gcc aag ett 
Asn Asn Cys Met Ala Glu Cys Leu Thr Pro Ala lie Tyr Ala Lys Leu 
65 70 75 

O cge aae aag gtg aca cce aac ggc tac aeg ctg gac cag tgc ate cag 352 
=^ Arg Asn Lys Val Thr Pro Asn Gly Tyr Thr Leu Asp Gin Cys lie Gin 
5 80 85 90 

i".' aet gga gtg gac aac cet gge cae cce ttc ata aag aet gtg ggc atg 
n Thr Gly Val Asp Asn Pro Gly His Pro Phe He Lys Thr Val Gly Met 
^ 95 100 105 

gtg get ggt gac gag gag tee tat gag gtg ttt 433 
Val Ala Gly Asp Glu Glu Ser Tyr Glu Val Phe 
^ 110 115 

p <210> 2108 

m <211> 513 

m <212> DNA 

"f^ <213> Homo sapiens 

y <220> 

^ <221> CDS 

<222> 101 . . 511 



400 



<400> 2108 

tgggeggaga tattegccge cggegettgc geetggaagg tgtgeegeac eaeaeggggg 
aggaaggaag gagcteccaa ctcgecggee tggecaeggg atg gee cce aaa ttc 

Met Ala Pro Lys Phe 
1 5 



cca 


gae 


tct 


gtg 


gag 


gag 


etc 


cgc 


gee 


gcc 


gge 


aat 


gag 


agt 


ttc 


cge 


Pro 


Asp 


Ser 


Val 


Glu 


Glu 


Leu 


Arg 


Ala 


Ala 


Gly 


Asn 


Glu 


Ser 


Phe 


Arg 








10 










15 










20 




aae 


ggc 


cag 


tae 


gcc 


gag 


gcc 


tec 


gcg 


etc 


tae 


ggc 


cgc 


gcg 


ctg 


egg 


Asn 


Gly Gin 


Tyr 


Ala 


Glu 


Ala 


Ser 


Ala 


Leu 


Tyr 


Gly 


Arg 


Ala 


Leu 


Arg 








25 










30 










35 






gtg 


ctg 


eag 


gcg 


caa 


ggt 


tct 


tea 


gac 


cca 


gaa 


gaa 


gaa 


agt 


gtt 


etc 


Val 


Leu 


Gin 


Ala 


Gin 


Gly 


Ser 


Ser 


Asp 


Pro 


Glu 


Glu 


Glu 


Ser 


Val 


Leu 






40 










45 










50 








tac 


tec 


aac 


cga 


gca 


gca 


tgt 


eac 


ttg 


aag 


gat 


gga 


aac 


tgc 


aga 


gac 
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Tyr 


Ser 


Asn 


Arg 


Ala 


Ala 


Cys 


His 


Leu 


Lys 


Asp 


Gly 


Asn 


Cys 


Arg 


Asp 




55 










b U 










65 












tgc 


ate 


aaa 


gau 


tgc 


ac u 




gca 


i~ n 
^ y 


gcc 




att 


e ec 


tkc 


rrc 


att 


355 


Cys 


lie 


Lys 


Asp 


Cys 


inr 


Ser 




Leu 






Val 


Pro 


Xaa 


Xaa 


He 




7 0 










/ D 










80 










85 






c c c 


c t g 






ega 


gca 


tct 


act 


tat 


gag 


get 


ctg 


g^g 


aag 


tac 


403 


Lys 


Pro 


Leu 


Leu 


Arg 


Arg 


Ala 


Ser 


Ala 


Tyr 


Glu 


Ala 


Leu 


Glu 


Lys 


Tyr 










90 










95 










100 






cct 


asn 


gcc 


tat 


gtt 


gae 


tat 


aag 


act 


gtg 


ctg 


cag 


att 


gat 


gat 


aat 


451 


Pro 


Xaa 


Ala 


Tyr 
105 


Val 


Asp 


Tyr 


Lys 


Thr 
110 


Val 


Leu 


Gin 


He 


Asp 
115 


Asp 


Asn 




gtg 


acg 


tea 


gee 


gta 


gaa 


gre 


ate 


aac 


aga 


atg 


ace 


asc 


set 


etc 


atg 


499 


Val 


Thr 


Ser 


Ala 


Val 


Glu 


Xaa 


lie 


Asn 


Arg 


Met 


Thr 


Xaa 


Xaa 


Leu 


Met 








120 










125 










130 








513 


gac 


teg 


ctt 


ggg 


ec 

























Asp Ser Leu Gly 



135 



<210> 2109 
O <211> 497 

<212> DNA 
lifE <213> Homo sapiens 

<220> 
^ <221> CDS 

<222> 123 . .497 

.3 <400> 2109 

p gaagateecc agcgctgcgg gctyggagag agteetaaeg gegcctcgta egctagtgtc 60 
PJ cteecttttc agtccgegte cctecctggg eegggctgge actcttgect tccecgteec 120 
f\\ tc atg gcg ctg etc cga cgc ccg acg gtg tec agt gat ttg gag aat 167 
'% Met Ala Leu Leu Arg Arg Pro Thr Val Ser Ser Asp Leu Glu Asn 

£ 1 5 10 15 

y att gae aca gga gtt aat tct aaa gtt aag agt eat gtg act att agg 215 
3 He Asp Thr Gly Val Asn Ser Lys Val Lys Ser His Val Thr He Arg 

20 25 30 

cga act gtt tta gaa gaa att gga aat aga gtt aca ace aga gca gca 263 
Arg Thr Val Leu Glu Glu He Gly Asn Arg Val Thr Thr Arg Ala Ala 

35 40 45 

caa gta get aag aaa get cag aac ace aaa gtt cca gtt caa cec ace 311 
Gin Val Ala Lys Lys Ala Gin Asn Thr Lys Val Pro Val Gin Pro Thr 

50 55 60 

aaa aca aca aat gtc aac aaa caa ctg aaa cct act get tct gte aaa 359 
Lys Thr Thr Asn Val Asn Lys Gin Leu Lys Pro Thr Ala Ser Val Lys 

65 70 75 

cca gta cag atg gaa aag ttg get cca aag ggt cct tct ecc aca cct 407 
Pro Val Gin Met Glu Lys Leu Ala Pro Lys Gly Pro Ser Pro Thr Pro 
80 85 90 95 

gag gat gtc tec atg aag gaa gag aat etc tgc caa get ttt tct gat 455 
Glu Asp Val Ser Met Lys Glu Glu Asn Leu Cys Gin Ala Phe Ser Asp 

100 105 110 

gcc ttg etc tgc aaa ate gag gae att gat aac gaa gat tgg 497 
Ala Leu Leu Cys Lys He Glu Asp He Asp Asn Glu Asp Trp 
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115 120 125 

<210> 2110 

<211> 268 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 22 . . 267 



<400> 2110 

aggcgcttac agtgcaccaa g atg gcc gcc ccc gtg gat eta gag ctg aag 51 

Met Ala Ala Pro Val Asp Leu Glu Leu Lys 
15 10 
aag gcc ttc aca gag ctt caa gcc aaa gtt att gac act caa cag aag 99 
Lys Ala Phe Thr Glu Leu Gin Ala Lys Val lie Asp Thr Gin Gin Lys 
15 20 25 

p gtg aag etc gca gac ata cag att gaa cag eta aac aga acg aaa aag 147 
J) Val Lys Leu Ala Asp lie Gin lie Glu Gin Leu Asn Arg Thr Lys Lys 
m 30 35 40 

cat gca cat ctt aca gat aca gag ate atg act ttg gta gat gag act 195 
\\ His Ala His Leu Thr Asp Thr Glu lie Met Thr Leu Val Asp Glu Thr 
45 50 55 

aac atg tat gaa ggt gta gga aga atg ttt att ctt cag tec aag gaa 243 
^ Asn Met Tyr Glu Gly Val Gly Arg Met Phe lie Leu Gin Ser Lys Glu 
60 65 70 

gca att cac agt cag ccc aac aca g 
Ala lie His Ser Gin Pro Asn Thr 
ry 75 80 

hU 

<210> 2111 
'% <211> 260 
y <212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 89. .259 



268 



<400> 2111 

attcctegcg agtgtatggc gtgggctcce ttccccctct gtgggtcccg egaggagact 60 
ctcgggettt gagecaattg caggtagc atg gee cag ggc ttg att gag gtg 112 

Met Ala Gin Gly Leu lie Glu Val 

1 5 

gag ega aag ttc ctt eca ggg cet ggc aca gag gag egg ctg cag gag 160 
Glu Arg Lys Phe Leu Pro Gly Pro Gly Thr Glu Glu Arg Leu Gin Glu 

10 15 20 

ttg ggg ggc ace ctg gag tac egg gtc ace ttc cga gac acc tac tat 208 
Leu Gly Gly Thr Leu Glu Tyr Arg Val Thr Phe Arg Asp Thr Tyr Tyr 
25 30 35 40 

gac ann cet gag ctg age etc atg cag get gac cac tgg ctg cga cga 256 



1393 



Asp Xaa Pro Glu Leu Ser Leu Met Gin Ala Asp His Trp Leu Arg Arg 

45 50 55 

cga g 260 
Arg 



<210> 2112 

<211> 399 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 149 . .397 



<400> 2112 

agaagctcta ggacccagca gcggttgtcg ggtttggggc tggaggtgaa gccctgtgtg 60 
aatggggttg attgtccggc rccacttccc cgcgctgccc ggcagccgtc ttccccagcc 120 
gagggactga actagccatg atcgcctc atg tgg agg gca aag ttg cgc egg 172 

Met Trp Arg Ala Lys Leu Arg Arg 
1 5 

y1 99^ 9^9 9^9 9^9 9^^ 9^^ 9^^ ^9^ 

Gly Thr Cys Glu Pro Ala Val Lys Val Glu Asp Pro Leu Cys Asn Phe 

5,; 10 15 20 

^ cac tec eea aae ttc etg agg ate tea gag gtg gaa atg aga ggt tec 268 

His Ser Pro Asn Phe Leu Arg lie Ser Glu Val Glu Met Arg Gly Ser 

'^^ 25 30 35 40 

gag gat geg gca get gga aca gta ttg cag egg etg ate eag gaa caa 316 

s Glu Asp Ala Ala Ala Gly Thr Val Leu Gin Arg Leu lie Gin Glu Gin 
O 45 50 55 

ry etg egg tat gge ace eca ace gag aae atg aae ttg etg nns att cag 364 

fy Leu Arg Tyr Gly Thr Pro Thr Glu Asn Met Asn Leu Leu Xaa lie Gin 
% 60 65 70 

i. cac eag gca cag gga gtg cag gee age cat ect ae 3 99 

2 His Gin Ala Gin Gly Val Gin Ala Ser His Pro 
^ 75 80 



<210> 2113 

<211> 411 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 109. .411 



<400> 2113 

aaaaaagccg ggcgtgasgg ecgeagttte tggagggagc cgctgcgggt etttccctca 60 
etcgtcctec gcgcgtcgcc gctettcggt tetgetctgt ccgccgcc atg gee caa 117 

Met Ala Gin 

1 

get gac ate geg etg ate gga ttg gee gtc atg ggc cag aac tta att 165 
Ala Asp lie Ala Leu lie Gly Leu Ala Val Met Gly Gin Asn Leu lie 
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Ul 



5 10 15 

ctg aac atg aat gac cac ggc ttt gtg gtc tgt get ttt aat agg act 213 
Leu Asn Met Asn Asp His Gly Phe Val Val Cys Ala Phe Asn Arg Thr 
20 25 30 35 

gtc tec aaa gtt gac gat ttc ttg gcc aat gag gca aag gga acc aaa 261 
Val Ser Lys Val Asp Asp Phe Leu Ala Asn Glu Ala Lys Gly Thr Lys 

40 45 50 

gtg gtg ggt gcc cag tec ctg aaa gag atg gtc tee aag ctg aag aag 309 
Val Val Gly Ala Gin Ser Leu Lys Glu Met Val Ser Lys Leu Lys Lys 

55 60 65 

ccc egg egg ate ate etc ctg gtg aag get ggg caa get gtg gat gat 357 
Pro Arg Arg He He Leu Leu Val Lys Ala Gly Gin Ala Val Asp Asp 

70 75 80 

ttc ate gag aaa ttg gta eca ttg ttg gat act ggt gac ate ate att 405 
Phe He Glu Lys Leu Val Pro Leu Leu Asp Thr Gly Asp He He He 

85 90 95 

gac gga 411 
Asp Gly 
100 

<210> 2114 
<211> 317 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
•il <222> 88 . .315 



HI <400> 2114 



fy acagggtate cacgtgggtt ctgagcgtgt ttctacgtee ctggaagceg gtcatttaag 60 
V cteattcetc gecaeggctt agteaac atg ggt cgc teg gga aag ttg ccc tct 114 

Met Gly Arg Ser Gly Lys Leu Pro Ser 
1 5 

ggt gtc tea get aag ttg aag cgc tgg aag aaa ggc cac age age gac 162 
Gly Val Ser Ala Lys Leu Lys Arg Trp Lys Lys Gly His Ser Ser Asp 
10 15 20 25 

age aac ccc gcc ate tge cgc cac cgt cag gee gcc cgc age cgc ttc 210 
Ser Asn Pro Ala He Cys Arg His Arg Gin Ala Ala Arg Ser Arg Phe 

30 35 40 

ttc age egg ccg tea gga agg agt gac ctg aca gtc gat get gtg aag 258 
Phe Ser Arg Pro Ser Gly Arg Ser Asp Leu Thr Val Asp Ala Val Lys 

45 50 55 

tta cat aat gag ctg cag tea ggg tec ttg cgc ttg ggc aaa age gaa 3 06 

Leu His Asn Glu Leu Gin Ser Gly Ser Leu Arg Leu Gly Lys Ser Glu 

60 65 70 

ccc egg aga eg 317 
Pro Arg Arg 
75 



<210> 2115 
<211> 272 
<212> DNA 
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<213> Homo sapiens 

<220> 

<221> CDS 

<222> 87 , .272 



:'^=? 




60 


L.rk 


<210> 


2116 




<211> 


426 




<212> 


DNA 




<213> 
<220> 


Homo 


ry 


<221> 


CDS 




<222> 


171 . 









60 
113 



<400> 2115 

akcgggggac cggaagtngc tckcggakgc tcagaagcta gtcccggagc ccggcgtgtg 
gcgcctcgga kcrcggtgac ggcgcc atg tec eta ate tgc tec ate tct aac 

Met Ser Leu lie Cys Ser lie Ser Asn 

1 5 

gaa gtg eeg gag eac eea tgt gta tee eet gtc tct aat cat gtt tat 161 

Glu Val Pro Glu His Pro Cys Val Ser Pro Val Ser Asn His Val Tyr 

10 15 20 25 

gag egg egg etc ate gag aag tae att geg gag aat ggt ace gac ecc 209 

Glu Arg Arg Leu He Glu Lys Tyr He Ala Glu Asn Gly Thr Asp Pro 

30 35 40 

ate aac aac cag cct etc tec gag gag eag etc ate gac ate aaa gtt 257 
p He Asn Asn Gin Pro Leu Ser Glu Glu Gin Leu He Asp He Lys Val 
,n 45 50 55 

U1 9^^ 

[2 Ala His Pro He Arg 



<400> 2116 

aatcgcgaaa gtgtegtgaa cgtgctgccg ccgatcagtc aceeagtegg ctggagtegg 60 
aggegatatt tetaggggtg tacttgttgg ggtcagggta ageaccagee acaaaaaect 120 
acaaaagaag ggaaattact gtetttaaat attaaaaaaa aacaagatee atg agt 176 

Met Ser 
1 

ggg eat cga tea aca agg aaa aga tgt gga gat tct eac eeg gag tec 
Gly His Arg Ser Thr Arg Lys Arg Cys Gly Asp Ser His Pro Glu Ser 

5 10 15 

cea gtg ggc tte ggg cat atg agt act aca gga tgt gta tta aat aaa 
Pro Val Gly Phe Gly His Met Ser Thr Thr Gly Cys Val Leu Asn Lys 

20 25 30 

ttg ttt eag tta cca aca cea cca ttg tea aga cac caa eta aag egg 
Leu Phe Gin Leu Pro Thr Pro Pro Leu Ser Arg His Gin Leu Lys Arg 
35 40 45 50 

eta gaa gaa cac aga tat caa agt get gga egg tec ctg ett gag ecc 368 
Leu Glu Glu His Arg Tyr Gin Ser Ala Gly Arg Ser Leu Leu Glu Pro 

55 60 65 

tta atg caa ggg tat tgg gaa tng etc gtt aga gag tte cct cct gga 



224 



272 



320 



416 
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Leu Met Gin Gly Tyr Trp Glu Xaa Leu Val Arg Glu Phe Pro Pro Gly 

70 75 80 

ttg ccc aaa t 
Leu Pro Lys 
85 

<210> 2117 
<211> 415 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 13 . .414 



m 



m 



<400> 2117 

gaccgcgcta ag atg gcg act ccc atg cat egg eta ata gcc egg aga caa 51 
Met Ala Thr Pro Met His Arg Leu lie Ala Arg Arg Gin 
15 10 
gca ttc gac aca gag ttg cag act gtc aag ace ttt tgg ate ctg att 99 
Ala Phe Asp Thr Glu Leu Gin Pro Val Lys Thr Phe Trp He Leu He 

15 20 25 

cag cca tec ate gtt att agt gaa gca aat aag caa cat gta aga tgt 147 
^ Gin Pro Ser He Val He Ser Glu Ala Asn Lys Gin His Val Arg Cys 

30 35 40 45 

^ cag aaa tgc ttg gaa ttt gga cat tgg act tat gaa tgc aca gga aaa 195 
=lO Gin Lys Cys Leu Glu Phe Gly His Trp Thr Tyr Glu Cys Thr Gly Lys 
s 50 55 60 

Q aga aaa tac eta cat agg ccc tea agg aca gca gaa eta aag aaa get 243 
Arg Lys Tyr Leu His Arg Pro Ser Arg Thr Ala Glu Leu Lys Lys Ala 

65 70 75 

tta aaa gaa aaa gaa aac aga tta tta ttg caa caa age att gga gaa 291 
Leu Lys Glu Lys Glu Asn Arg Leu Leu Leu Gin Gin Ser He Gly Glu 

80 85 90 

ace aat gta gaa aga aag gee aag aaa aaa agg tet aag agt gta ace 339 
Thr Asn Val Glu Arg Lys Ala Lys Lys Lys Arg Ser Lys Ser Val Thr 

95 100 105 

agt tec agt age agt age agt gac agt tet gee agt gat tet tea tea 
Ser Ser Ser Ser Ser Ser Ser Asp Ser Ser Ala Ser Asp Ser Ser Ser 
110 115 • 120 125 

gag agt gaa gaa aca tet ace tet tee t 415 
Glu Ser Glu Glu Thr Ser Thr Ser Ser 
130 

<210> 2118 
<211> 289 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 53 . .289 



387 



1397 



n V 



202 



<400> 2118 

actctgtcac ctccgctgga aggagtggaa cccagacttg ctggtctgat cc atg cas 58 

Met Xaa 
1 

awg gcs rgg ctg eta ggc etc tgt gee egg get tgg aat teg gtg egg 106 
Xaa Ala Xaa Leu Leu Gly Leu Cys Ala Arg Ala Trp Asn Ser Val Arg 

5 10 15 

atg gcc age tec ggg atg aec cge egg gac ccg etc gca aat aag gtg 154 
Met Ala Ser Ser Gly Met Thr Arg Arg Asp Pro Leu Ala Asn Lys Val 

20 25 30 

gee ctg gta aeg gee tec aec gac ggg ate ggc tte gcc ate gee egg 
Ala Leu Val Thr Ala Ser Thr Asp Gly lie Gly Phe Ala lie Ala Arg 
35 40 45 50 

egt ttg gee cag gac ggg gcc cat gtg gte gtc age age egg aag eag 250 
Arg Leu Ala Gin Asp Gly Ala His Val Val Val Ser Ser Arg Lys Gin 

55 60 65 

cag aat gtg gac cag gcg gtg gcc acg ctg cag ggg gag 289 
Gin Asn Val Asp Gin Ala Val Ala Thr Leu Gin Gly Glu 
70 75 

<210> 2119 
<211> 439 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 264 . ,437 



<400> 2119 

getcagctga cagctcccga gaacggaaga ggcggegcge egknttgagc agggcgtytc 60 
taggcctggt cggetggegg egatggcagg atttteataa tatatgtagt atgagttcca 120 
eatcttggec tcttaegcca gettcageag tctcagetee accagttaga gaataaatgg 180 
gatttgeatg aacteeactc tgagctgaaa tacagactgc ggtgttaata tccttttctt 240 
ctgattgtta ttaacaggtc ctt atg teg tea gaa gat ega gaa get cag gag 293 

Met Ser Ser Glu Asp Arg Glu Ala Gin Glu 
15 10 
gat gaa ttg ctg gcc ctg gca agt att tac gat gga gat gaa ttt aga 341 
Asp Glu Leu Leu Ala Leu Ala Ser lie Tyr Asp Gly Asp Glu Phe Arg 

15 20 25 

aaa gca gag tct gte caa ggt gga gaa ace agg ate tat ttg gat ttg 389 
Lys Ala Glu Ser Val Gin Gly Gly Glu Thr Arg lie Tyr Leu Asp Leu 

30 35 40 

cca cag aat tte aag ata ttt gtg rrc gcw ate tgc tct atg caa gca 437 
Pro Gin Asn Phe Lys He Phe Val Xaa Ala He Cys Ser Met Gin Ala 

45 50 55 

ct 439 



<210> 2120 

<211> 494 

<212> DNA 

<213> Homo sapiens 



1398 



<220> 
<221> CDS 
<222> 264 . .494 



=3 I 



<400> 2120 

gctcagctga cagctcccga gaacggaaga ggcggcgcgc cgknttgagc agggcgtttc 60 
taggcctggt cggctggcgg cgatggcagg attttcataa tatatgtagt atgagttcca 120 
catcttggcc tcttacgcca gcttcagcag tctcagctcc accagttaga gaataaatgg 180 
gatttgcatg aactccactc tgagctgaaa tacagactgc ggtgttaata tccttttctt 240 
ctgattgtta ttaacaggtc ctt atg teg tea gaa gat cga gaa get cag gag 293 

Met Ser Ser Glu Asp Arg Glu Ala Gin Glu 
15 10 
gat gaa ttg etg gee etg gca agt att tae gat gga gat gaa ttt aga 341 
Asp Glu Leu Leu Ala Leu Ala Ser lie Tyr Asp Gly Asp Glu Phe Arg 

15 20 25 

aaa gca gag tct gtc caa ggt gga gaa aee agg ate tat ttg gat ttg 389 
Lys Ala Glu Ser Val Gin Gly Gly Glu Thr Arg lie Tyr Leu Asp Leu 

30 35 40 

eea eag aat ttc aag ata ttt gtg age gge aat tea aat gag tgt etc 437 
Pro Gin Asn Phe Lys lie Phe Val Ser Gly Asn Ser Asn Glu Cys Leu 

45 50 55 

eag aat agt gge ttt gaa tac acc att tge ttt etg cet eea ctt gtg 485 
Gin Asn Ser Gly Phe Glu Tyr Thr lie Cys Phe Leu Pro Pro Leu Val 

60 65 70 

etg aac ttt 494 
Leu Asn Phe 
75 

<210> 2121 

<211> 262 

<212> DNA 

<213> Homo sapiens 



iJ <220> 

<221> CDS 
<222> 101 . . 262 



<400> 2121 

agaacagaca gaeetaetga eacaggggag gtgagaaggg aggtgaeeae eaggactgge 60 



tctgtgagta eeaeaeagtg gggagggggt 


gggggecaec 


atg 


tea 


tea 


tat 


cag 
























Met 
1 


Ser 


Ser 


Tyr 


Gin 
5 


aag 


gaa 


etg 


gag 


aaa 


tac 


aga 


gac 


ata 


gat 


gaa 


gat 


gag 


ate 


eta 


agg 


Lys 


Glu 


Leu 


Glu 


Lys 


Tyr 


Arg 


Asp 


He 


Asp 


Glu 


Asp 


Glu 


He 


Leu 


Arg 










10 










15 










20 




ace 


ttg 


age 


ccc 


gag 


gag 


eta 


gag 


cag 


etg 


gac 


tge 


gaa 


eta 


eag 


gag 


Thr 


Leu 


Ser 


Pro 


Glu 


Glu 


Leu 


Glu 


Gin 


Leu 


Asp 


Cys 


Glu 


Leu 


Gin 


Glu 








25 










30 










35 






atg 


gat 


cet 


gag 


aac 


atg 


etc 


etg 


eea 


get 


gga 


eta 


aga 


caa 


egt 


gac 


Met 


Asp 


Pro 


Glu 


Asn 


Met 


Leu 


Leu 


Pro 


Ala 


Gly 


Leu 


Arg 


Gin 


Arg 


Asp 






40 










45 










50 
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cag 
Gin 

<210> 2122 

<211> 325 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 104 . . 325 



<400> 2122 

ctctgtctgc cagggtctcc gactgtccca gacgggctgg tgtgggcttg ggatcctcct 60 
ggtgacctct cccgctaagg tccctcagcc actctgcccc aag atg ggc cgt ggg 115 

Met Gly Arg Gly 
1 

get ggc cgt gag tac tea cct gee gcc aee acg gca gag aat ggg gge 163 
Ala Gly Arg Glu Tyr Ser Pro Ala Ala Thr Thr Ala Glu Asn Gly Gly 
5 10 15 20 

ggc aag aag aaa eag aag gag aag gaa ctg gat gag etg aag aag gag 211 
Gly Lys Lys Lys Gin Lys Glu Lys Glu Leu Asp Glu Leu Lys Lys Glu 
25 30 35 

^ gtg gca atg gat gac cae aag ctg tec ttg gat gag etg ggc cge aaa 259 
Val Ala Met Asp Asp His Lys Leu Ser Leu Asp Glu Leu Gly Arg Lys 

40 45 50 

tac caa gtg gae ctg tee aag ggc etc ace aac cag egg get cag gac 307 
Tyr Gin Val Asp Leu Ser Lys Gly Leu Thr Asn Gin Arg Ala Gin Asp 

55 60 65 

gtt ctg get cga sat ggg 325 
Val Leu Ala Arg Xaa Gly 



m 



70 



U <210> 2123 
Q <211> 199 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 24 . . 197 



<400> 2123 

attgtttcct actaaatacc caa atg tgt cac aca ggc ate acc agt ggg aat 53 

Met Cys His Thr Gly lie Thr Ser Gly Asn 
15 10 
ttt gtt ttt aaa cat tta gaa ata aaa cag ttt ttg acc cat aag cca 101 
Phe Val Phe Lys His Leu Glu lie Lys Gin Phe Leu Thr His Lys Pro 

15 20 25 

gte eta acg cat agg gta atg ggg ate gag get aaa cae aca cac aac 149 
Val Leu Thr His Arg Val Met Gly He Glu Ala Lys His Thr His Asn 
30 35 40 



1400 



tac aaa tat tec eta gaa aaa tgc aae ate cte aga aaa tea aga tct 197 

Tyr Lys Tyr Ser Leu Glu Lys Cys Asn He Leu Arg Lys Ser Arg Ser 

45 50 55 

cc 199 



<210> 2124 
<211> 393 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 53 . .391 



<400> 2124 

araaaecggg tgceggcags gccagtcgca ggtgtgctgc tgaggegtga ga atg geg 58 

Met Ala 

^ 1 

M tec egc gge egg egt eeg gag eat gge gga ccc eea gag etg ttt tat 106 

^•y3 Ser Arg Gly Arg Arg Pro Glu His Gly Gly Pro Pro Glu Leu Phe Tyr 

m 5 10 15 

m gac gag aca gaa gee egg aaa tac gtt egc aac tea egg atg att gat 154 
U Asp Glu Thr Glu Ala Arg Lys Tyr Val Arg Asn Ser Arg Met He Asp 
r,Q 20 25 30 

Ji ate cag acc agg atg get ggg cga gca ttg gag ctt ett tat ctg eca 202 
He Gin Thr Arg Met Ala Gly Arg Ala Leu Glu Leu Leu Tyr Leu Pro 
35 40 45 50 

^ gag aat aag ccc tgt tac etg ctg gat att gge tgt gge act ggg etg 250 
y Glu Asn Lys Pro Cys Tyr Leu Leu Asp He Gly Cys Gly Thr Gly Leu 
rU 55 60 65 

ry agt gga agt tat ctg tea gat gaa ggg cac tat tgg gtg gge ctg gat 2 98 

^ Ser Gly Ser Tyr Leu Ser Asp Glu Gly His Tyr Trp Val Gly Leu Asp 
O 70 75 80 

Q ate age eet gee atg etg gat gag get gtg gac cga gag ata gag gga 346 
He Ser Pro Ala Met Leu Asp Glu Ala Val Asp Arg Glu He Glu Gly 

85 90 95 

gac ctg etg etg ggg gat atg gge cag gge ate eca tte aag eca gg 393 
Asp Leu Leu Leu Gly Asp Met Gly Gin Gly He Pro Phe Lys Pro 
100 105 110 



<210> 2125 
<211> 316 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 74 . .316 



<400> 2125 

ctgaagtact aceagctett cttagactee ctgagagace eaaataaagt attccetgag 60 
catatagggg aag atg tte ytc sgc cck gee atg tta get aag ttt ega 109 



1401 



Met Phe Xaa Xaa Pro Ala Met Leu Ala Lys Phe Arg 
15 10 
gtt gcc cgt etc tat ggc aaa ate att act gca gat ccc aag aaa gag 157 
Val Ala Arg Leu Tyr Gly Lys lie lie Thr Ala Asp Pro Lys Lys Glu 

15 20 25 

ctg gaa aat ttg gca aca tea ttg gaa cat tac aaa ttt att gtt gat 205 
Leu Glu Asn Leu Ala Thr Ser Leu Glu His Tyr Lys Phe lie Val Asp 

30 35 40 

tae tgt gaa aag cat cey gag gcc gcc cag gaa ata gaa gtt gag eta 253 
Tyr Cys Glu Lys His Pro Glu Ala Ala Gin Glu lie Glu Val Glu Leu 
45 50 55 60 

gaa ctt agt aaa gag atg gtt agt ctt etc cca aca aaa atg gag aga 301 
Glu Leu Ser Lys Glu Met Val Ser Leu Leu Pro Thr Lys Met Glu Arg 

65 " 70 75 

tte aga ace aag acg 316 
Phe Arg Thr Lys Thr 
80 



<210> 2126 
<211> 434 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 249 . ,434 



3^ 



<400> 2126 

agttgtcgng tcttattggc cgctgattag accagccggg gtccactagc cctgggctgc 
agggaggctg etgcgtccag tgaacacttc agcacctgta gcacagaagg gccaaggagc 
tgcagtcctc gaccagcagg aggtttgctc ctcagcccac tcgctgcatc cagatcagct 
cacccctctc ccttccctgc ccaccaggac tctgatagcc cctggcagcc acagcccatt 
ttgccaag atg tct aga gta gcc aaa tat cgc egg cag gtg agt gaa gac 

Met Ser Arg Val Ala Lys Tyr Arg Arg Gin Val Ser Glu Asp 

15 10 
ccc gac ate gae age ctg ctg gag acc ctg tct ccc gag gag atg gag 
Pro Asp lie Asp Ser Leu Leu Glu Thr Leu Ser Pro Glu Glu Met Glu 
15 20 25 30 

gag ctg gag aag gag ctg gae gtg gtg gac cca gac ggg agt gtt ccc 
Glu Leu Glu Lys Glu Leu Asp Val Val Asp Pro Asp Gly Ser Val Pro 

35 40 45 

gtg ggg etg egg cag aga aac cag acg gag aaa eag tec acg ggt gtg 
Val Gly Leu Arg Gin Arg Asn Gin Thr Glu Lys Gin Ser Thr Gly Val 
50 55 60 



60 
120 
180 
240 
290 



338 



386 



434 



<210> 2127 
<211> 430 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 202. 



.429 



1402 



<400> 2127 

agtgcgcatg ttcactgggc gtcttctgcc nkgccccttc gcccacgtga agaacgccag 60 
ggagctgtga ggcagtgctg tgtggttcct gccgtccgga ctctttttcc tctactgaga 120 
ttcatctgtg tgaaatatga gttggcgagg aagatcgacc tatnayggcc tagaccaagr 180 
cgctatgtac agcctcctga a atg att ggg cct atg egg ccc gag cag ttc 231 

Met lie Gly Pro Met Arg Pro Glu Gin Phe 
15 10 
agt gat gaa gtg gaa cca gca aca cct gaa gaa ggg gaa cca gca act 279 
Ser Asp Glu Val Glu Pro Ala Thr Pro Glu Glu Gly Glu Pro Ala Thr 

15 20 25 

caa ygt cag gat cct gca get get cag rag gga gag gat gag gga gca 327 
Gin Xaa Gin Asp Pro Ala Ala Ala Gin Xaa Gly Glu Asp Glu Gly Ala 

30 35 40 

tet gca ggt caa ggg ccg aag cct gaa get eat age eag gaa cag ggt 375 
Ser Ala Gly Gin Gly Pro Lys Pro Glu Ala His Ser Gin Glu Gin Gly 

45 50 55 

cac cca cag act ggg tgt gag tgt gaa gat ggt cct gat ggg eag gag 423 
His Pro Gin Thr Gly Cys Glu Cys Glu Asp Gly Pro Asp Gly Gin Glu 

60 65 70 

atg gam c ^30 
Met Xaa 



75 



<210> 2128 
<211> 404 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 217 . .402 



<400> 2128 

gagtcggcgc ggccacatcc tttaaatatg gtetttcttg ggegcgcgeg acaatgtgag 60 
gagtggggtg gagcgtgtgt ggtgtgtggc tgeggcctgg geaagagecg ccgeggacca 120 
tgagctgagt aagttctgga gggatcctge ctcttggagc ettegcagee aggcagetgt 180 
gaactgtgag ctagagtgaa gcagaaatct aggaag atg age tec aag atg gte 234 

Met Ser Ser Lys Met Val 
1 5 
cca gga ctg aat tgg gat att tee ccc aaa aat gge ett 282 
Pro Gly Leu Asn Trp Asp lie Ser Pro Lys Asn Gly Leu 
10 15 20 

ttc tct ega gaa aat tat aaa gat eat tec atg get cca 330 
Phe Ser Arg Glu Asn Tyr Lys Asp His Ser Met Ala Pro 

30 35 
gaa eta cgt gtt tta tec aac aga gag age aga gga gtt 378 
Glu Leu Arg Val Leu Ser Asn Arg Glu Ser Arg Gly Val 

45 50 
tgt tgg tta aat aeg ca 404 
Cys Trp Leu Asn Thr 
60 



ata 


agt 


gaa 


He 


Ser 


Glu 


aag 


aca 


ttt 


Lys 


Thr 


Phe 






25 


agt 


tta 


aaa 


Ser 


Leu 


Lys 




40 




atg 


tgg 


act 


Met 


Trp 


Thr 


55 
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0^ • 



<210> 2129 

<211> 211 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 40 . .210 



<400> 2129 

accgggagct gagcaaggcc cagaaccagt tcacagtat atg agg ttc tta acc 54 

Met Arg Phe Leu Thr 
1 5 

etc gga aga aat gta aga aga aga aat atg tea aet eag gaa ctg aca 102 
Leu Gly Arg Asn Val Arg Arg Arg Asn Met Ser Thr Gin Glu Leu Thr 
10 15 20 

^ cag ctg aac ttc aca gta gee att gae ttc aeg get tec aat ggg aat 150 
S Gin Leu Asn Phe Thr Val Ala lie Asp Phe Thr Ala Ser Asn Gly Asn 
25 30 35 

cct ctg cag cct acc tec ctg cac tac atg agt cce tac cag etc age 198 
Pro Leu Gin Pro Thr Ser Leu His Tyr Met Ser Pro Tyr Gin Leu Ser 
W 40 45 50 

gee tat gee atg g 211 
Ala Tyr Ala Met 

55 

r=*- <210> 2130 
^ <211> 363 
<212> DNA 

<213> Homo sapiens 

O <220> 

O <221> CDS 

<222> 74. .361 



<400> 2130 

gacggcagtt ccgagtccag tgggggeggt gggagcgatg agggtctgag rcggtgggag 6 0 

eggttgtgtg aag atg gag ttt ccc gga gga aat gae aat tac ctg aeg 109 

Met Glu Phe Pro Gly Gly Asn Asp Asn Tyr Leu Thr 

15 10 
ate aca ggg cct teg cac ccc ttc ctg tea ggg gee gag aca ttc cat 157 
lie Thr Gly Pro Ser His Pro Phe Leu Ser Gly Ala Glu Thr Phe His 

15 20 25 

aca eca age ttg ggt gat gag gaa ttt gaa ate eca cct ate tec ttg 205 
Thr Pro Ser Leu Gly Asp Glu Glu Phe Glu lie Pro Pro lie Ser Leu 

30 35 40 

gat tct gat ccc tea ttg get gtc tea gat gtg gtt gge cac ttt gat 253 
Asp Ser Asp Pro Ser Leu Ala Val Ser Asp Val Val Gly His Phe Asp 
45 50 55 60 

gae ctg gca gae cct tec tct tea cag gat ggc agt ttt tea gcc eag 301 
Asp Leu Ala Asp Pro Ser Ser Ser Gin Asp Gly Ser Phe Ser Ala Gin 



1404 



65 70 75 

tat ggg gtc cag aca ttg gac atg cct gtg ggc atg acc cat ggc ttg 349 
Tyr Gly Val Gin Thr Leu Asp Met Pro Val Gly Met Thr His Gly Leu 

80 85 90 

atg gaa gca ggg eg 363 
Met Glu Ala Gly 
95 

<210> 2131 

<211> 597 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 267 . .596 



p <400> 2131 

actacagagc tgcaasccct gacaatggga tccgggaaag gcagaggtgg ccggcacgcc 60 
i|1 tgggaactgg gaaatccctt tcctggattc actgggagca ccgggaggtg gctgagaacc 120 
ctacttctgt gaggggagca gtgaggcagg gaaaccctag gtttggggat ggataagcag 180 
1,1 gggcaggaga gcagagcttg caggcaggag cccaggttct agtcttggga aggchnggtt 240 
ctgagcaggc ccatctgtcc ggcagg atg teg gag gag ate ate aeg ccg gtg 293 

Met Ser Glu Glu lie lie Thr Pro Val 
1 5 

tac tgc act ggg gtg tea gee caa gtg cag aag cag egg gee agg gag 341 
Tyr Cys Thr Gly Val Ser Ala Gin Val Gin Lys Gin Arg Ala Arg Glu 
10 15 20 25 

ctg ggc ctg ggc cgc cat gag aat gee ate aag tac ctg ggc cag gat 389 
Leu Gly Leu Gly Arg His Glu Asn Ala lie Lys Tyr Leu Gly Gin Asp 

30 35 40 

tat gag cag ctg egg gtg ega tgc ctg cag agt ggg acc etc tte cgt 437 
Tyr Glu Gin Leu Arg Val Arg Cys Leu Gin Ser Gly Thr Leu Phe Arg 

45 50 55 

gat gag gcc tte ccc ccg gta ccc cag age ctg ggt tac aag gac ctg 485 
Asp Glu Ala Phe Pro Pro Val Pro Gin Ser Leu Gly Tyr Lys Asp Leu 

60 65 70 

ggt ccc aat tec tec aag acc tat ggc ate aag tgg aag cgt ccc aeg 533 
Gly Pro Asn Ser Ser Lys Thr Tyr Gly lie Lys Trp Lys Arg Pro Thr 

75 80 85 

gaa ctg ctg tea aac ccc cag tte att gtg gat gga get acc cgc aca 581 
Glu Leu Leu Ser Asn Pro Gin Phe lie Val Asp Gly Ala Thr Arg Thr 
90 95 100 105 

gac ate tgc cag gga g 597 
Asp lie Cys Gin Gly 
110 

<210> 2132 
<211> 438 
<212> DNA 
<213> Homo sapiens 

<220> 



1405 



<221> CDS 
<222> 108 . .437 



<400> 2132 

actacagagc tgcaasccct gacaatggga tccgggaaag gagaggtggc cggcacgcct 60 
gggaactggg aaatcccttt cctggattca ctgggagcac cgggagg atg teg gag 116 

Met Ser Glu 
1 

gag ate ate aeg ecg gtg tac tgc aet ggg gtg tea gee eaa gtg cag 164 
Glu lie He Thr Pro Val Tyr Cys Thr Gly Val Ser Ala Gin Val Gin 

5 10 15 

aag cag egg gee agg gag ctg gge etg ggc cge eat gag aat gee ate 212 
Lys Gin Arg Ala Arg Glu Leu Gly Leu Gly Arg His Glu Asn Ala He 
20 25 30 35 

aag tae etg gge eag gat tat gag eag etg egg gtg ega tgc ctg eag 260 
Lys Tyr Leu Gly Gin Asp Tyr Glu Gin Leu Arg Val Arg Cys Leu Gin 
40 45 50 

ggg ace etc ttc cgt gat gag gee tte eee eeg gta ccc cag age 308 
Ser Gly Thr Leu Phe Arg Asp Glu Ala Phe Pro Pro Val Pro Gin Ser 

55 60 65 

ctg ggt tac aag gac etg ggt ccc aat tee tec aag ace tat ggc ate 356 
Leu Gly Tyr Lys Asp Leu Gly Pro Asn Ser Ser Lys Thr Tyr Gly He 
7 0 7 5 80 

^ aag tgg aag cgt eee aeg gaa ctg etg tea aac eee eag ttc att gtg 404 
■^D Lys Trp Lys Arg Pro Thr Glu Leu Leu Ser Asn Pro Gin Phe He Val 
=fi 85 90 95 

■s gat gga get ace cge aea gac ate tge eag gga g . 43 8 

Q Asp Gly Ala Thr Arg Thr Asp He Cys Gin Gly 
^ 100 105 110 

<210> 2133 

+ <211> 465 

y <212> DNA 

Q <213> Homo sapiens 

<220> 
<221> CDS 
<222> 57 . . 464 



yj 



<400> 2133 

gattttaggg gtagggagaa gtgtcagctt eaggcatcge gaggcgtggc ggecce atg 59 

Met 
1 

gee eeg ctg gga ggc gee ceg egg etg gta ctg etg tte age grc aag 107 
Ala Pro Leu Gly Gly Ala Pro Arg Leu Val Leu Leu Phe Ser Xaa Lys 

5 10 15 

agg aaa tec ggg aag gac ttc gtg acc sag geg ctg eag age aga ctt 155 
Arg Lys Ser Gly Lys Asp Phe Val Thr Xaa Ala Leu Gin Ser Arg Leu 

20 25 30 

gga get gat gtc tgt get gtc etc egg etc tet ggt cca etc aag gaa 203 
Gly Ala Asp Val Cys Ala Val Leu Arg Leu Ser Gly Pro Leu Lys Glu 
35 40 45 
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C3g 


tat 


act 


cag 


aaa 


cat 


QQC 


ttQ 


aac 


ttc 


cag 


aga 


etc 


ctg 


gac 


ace 


Gin 


J- y i. 


Ala 


Gin 


Glu 


His 


Glv 


Leu 


Asn 


Phe 


Gin 


Arg 


Leu 


Leu 


Asp 


Thr 


50 










55 










60 










65 




acc 


tac 


aag 


aaa 
yciy 


gcc 


ttt 


coo 


aag 


gac 


ata 


ate 


cgc 


taa 
*-y y 


gga 


gag 




Thr 


1 y j- 


g 


Glu 


Ala 


Phe 


Arg 


Ly s 


Asp 


Met 


He 


Arg 


Tro 


Gly Glu 










70 










75 










80 






aaa 


ege 


cag 


get 


gnn 


nca 


aac 
y y ^ 


ttc 


ttt 


tQC 


aoQ 
*^y y 


aag 


att 


gtg 


gag 


Glu 


Ly s 


Airg 


Gin 


Ala 


Xaa 


Xaa 


Gly 


Phe 


Phe 


Cys 


Arg 


Ly s 


He 


Val 


Glu 








8 5 










y u 










Q cr 






ggc 


ate 


tec 


cag 


ccc 


ate 


tgg 


ctg 


gtg 


agt 


gac 


aca 


egg 


aga 


gtg 


tet 


Gly 


He 


Ser 


Gin 


Pro 


He 


Trp 


Leu 


Val 


Ser 


Asp 


Thr 


Arg 


Arg 


Val 


Ser 






100 










105 










110 








gac 


ate 


cag 


tgg 


ttt 


egg 


gar 


gee 


tat 


ggg 


gcc 


gtg 


aeg 


cag 


aeg 


gtc 


Asp 


He 


Gin 


Trp 


Phe 


Arg 


Glu 


Ala 


Tyr 


Gly 


Ala 


Val 


Thr 


Gin 


Thr 


Val 




115 










120 










125 










cgc 


gtt 


gta 


gcg 


ttg 


gag 


egg 


a 


















Arg 


Val 


Val 


Ala 


Leu 


Glu 


Arg 




















130 










135 























<210> 2134 
<211> 313 
<212> DNA 

<213> Homo sapiens 



251 



299 



347 



395 



443 



465 



<220> 
m <221> CDS 

^ <222> 5 . .313 



<400> 2134 

gg^g atg gac gtg ace aag ccc gac ett tec gee gcg etc aag gac ate 49 
Met Asp Val Thr Lys Pro Asp Leu Ser Ala Ala Leu Lys Asp He 
15 10 15 

cgc gcg cag tac gag aag ctg gee gcc aag aac atg cag aac get gag 97 
Arg Ala Gin Tyr Glu Lys Leu Ala Ala Lys Asn Met Gin Asn Ala Glu 

20 25 30 

gaa tgg ttc aag age cgc ttc ace gtg ctg ace gag age gee gee aag 145 
Glu Trp Phe Lys Ser Arg Phe Thr Val Leu Thr Glu Ser Ala Ala Lys 

35 40 45 

aac ace gac gcc gtg cgc gee gee aag gac gag gtg tec gag age cgt 193 
Asn Thr Asp Ala Val Arg Ala Ala Lys Asp Glu Val Ser Glu Ser Arg 

50 55 60 

cgt ctg etc aag gee aag ace ctg gaa ate gaa gca tge egg ggc atg 241 
Arg Leu Leu Lys Ala Lys Thr Leu Glu He Glu Ala Cys Arg Gly Met 

65 70 75 

aat gaa gcg ctg gag aag cag ctg cag gag stg gag gac aag cag aac 289 
Asn Glu Ala Leu Glu Lys Gin Leu Gin Glu Xaa Glu Asp Lys Gin Asn 
80 85 90 95 

gee gac ate age get atg cag gac 313 
Ala Asp He Ser Ala Met Gin Asp 
100 



<210> 2135 
<211> 349 



1407 



<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 154 . .348 



<400> 2135 

gagactgctt ccacttcggg cgggggagcc ccggaccgaa tcggctctct aggccgtgga 60 
gcttgccgtc ccacctccgt ccaaatcgac ctttcctttc tatccccaac cacccctcaa 120 
cccctgtttt cccctgcctt ccttgcagag gcc atg gag gac gag gag aga cag 174 

Met Glu Asp Glu Glu Arg Gin 
1 5 

aag aag ctg gag gcc ggc aaa gcc aag ctt gcc cag ttt cga caa aga 222 
Lys Lys Leu Glu Ala Gly Lys Ala Lys Leu Ala Gin Phe Arg Gin Arg 

10 15 20 

aaa get cag teg gat ggg cag agt cct tec aag aag cag aaa aar aag 270 
Lys Ala Gin Ser Asp Gly Gin Ser Pro Ser Lys Lys Gin Lys Lys Lys 

25 30 35 

aga aaa acg tea age agt aaa cat gat gtg tea gca cac eat gat ttg 318 
Arg Lys Thr Ser Ser Ser Lys His Asp Val Ser Ala His His Asp Leu 
40 45 50 55 

aat att gat caa tea cag tgt aat gaa atg t 349 
Asn He Asp Gin Ser Gin Cys Asn Glu Met 
60 65 

r" <210> 2136 

<211> 342 
<212> DNA 
<213> Homo sapiens 



ru 



■•^ <220> 

g <221> CDS 

G <222> 78. .341 



<400> 2136 

gtggtttccg gaacttcgcc cgcgtctctg ggcttttgct ctgtcaggct ggtggcgttt 60 
tggtgtcttc gtttgtt atg gcc get get gtc get atg gag aca gat gat 110 

Met Ala Ala Ala Val Ala Met Glu Thr Asp Asp 
15 10 



get 


gga 


aat 


cga 


ctt 


egg 


ttt 


cag 


ttg 


gag 


ttg 


gaa 


ttt 


gtg 


caa 


tgt 


Ala 


Gly Asn 


Arg 


Leu 


Arg 


Phe 


Gin 


Leu 


Glu 


Leu 


Glu 


Phe 


Val 


Gin 


Cys 








15 










20 










25 






tta 


gee 


aac 


cca 


aat 


tac 


ctk 


aat 


ttt 


ctt 


gcc 


caa 


aga 


ggt 


tac 


ttc 


Leu 


Ala 


Asn 


Pro 


Asn 


Tyr 


Leu 


Asn 


Phe 


Leu 


Ala 


Gin 


Arg 


Gly Tyr 


Phe 






30 










35 










40 








aaa 


gac 


aaa 


get 


ttt 


gtt 


aat 


kat 


ctk 


aaa 


tac 


ttg 


ctt 


tac 


tgg 


gaa 


Lys 


Asp 


Lys 


Ala 


Phe 


Val 


Asn 


Xaa 


Leu 


Lys 


Tyr 


Leu 


Leu 


Tyr 


Trp 


Glu 




45 










50 










55 










gac 


cea 


gaa 


tat 


gcc 


aag 


tat 


eta 


aag 


tarn 


cct 


cag 


tgt 


tta 


cac 


atg 


Asp 


Pro 


Glu 


Tyr 


Ala 


Lys 


Tyr 


Leu 


Lys 


Xaa 


Pro 


Gin 


Cys 


Leu 


His 


Met 


60 










65 










70 










75 



1408 



tta gag ctg etc caa tat gaa cac ttc cga aag gag ctg g 342 
Leu Glu Leu Leu Gin Tyr Glu His Phe Arg Lys Glu Leu 
80 85 

<210> 2137 
<211> 405 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 119. .403 



<400> 2137 

gagtcctact cagccccagc ggaggtgaag gacgtccttc cccaggagcc gactggccaa 60 
tcacaggcag gaagatgaag gttctgtggg ctgcgttgct ggtcacattc ctggcagg 118 

atg cca ggc caa ggt gga gca age ggt gga gac aga gee gga gee cga 166 

Met Pro Gly Gin Gly Gly Ala Ser Gly Gly Asp Arg Ala Gly Ala Arg 

15 10 15 

get gcg cca sag ace gag tgg cag age ggc cag egc tgg gaa ctg gca 214 

Ala Ala Pro Xaa Thr Glu Trp Gin Ser Gly Gin Arg Trp Glu Leu Ala 
20 25 30 

^ ctg ggt cgc ttt tgg gat tac ctg ege tgg gtg cag aca ctg tct gag 262 

■%D Leu Gly Arg Phe Trp Asp Tyr Leu Arg Trp Val Gin Thr Leu Ser Glu 

^ 35 40 45 

^0 cag gtg cag gag gag ctg etc age tec cag gtc ace cag gaa ctg agg 310 

:= Gin Val Gin Glu Glu Leu Leu Ser Ser Gin Val Thr Gin Glu Leu Arg 

P 50 55 60 

f|j 9cg ctg atg gac gag ace atg aag gag ttg aag gee tac aaa teg gaa 358 

L": Ala Leu Met Asp Glu Thr Met Lys Glu Leu Lys Ala Tyr Lys Ser Glu 

65 70 75 80 

*J ctg gag gaa caa ctg ace egg tgg egg agg aga cgc ggg cac ggc tg 4 05 

^ Leu Glu Glu Gin Leu Thr Arg Trp Arg Arg Arg Arg Gly His Gly 

O 85 90 95 

<210> 2138 

<211> 271 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 39. .269 



<400> 2138 

ctegctcace ctggttcctc tcggagcgga gacggcaa atg gcg gac ttc gac ace 56 

Met Ala Asp Phe Asp Thr 
1 5 

tac gac gat egg gee tac age age ttc ggc ggc ggc aga ggg tec cgc 104 
Tyr Asp Asp Arg Ala Tyr Ser Ser Phe Gly Gly Gly Arg Gly Ser Arg 

10 15 20 

ggc agt get ggt ggc eat ggt tec cgt age cag aag gag ttg cce aca 152 



1409 



Gly Ser Ala Gly Gly His Gly Ser Arg Ser Gin Lys Glu Leu Pro Thr 

25 30 35 

gag ccc ccc tac aca gca tac gta gga aat eta cct ttc aat acg gtt 200 
Glu Pro Pro Tyr Thr Ala Tyr Val Gly Asn Leu Pro Phe Asn Thr Val 

40 45 50 

cag ggc gac ata gat get ate ttt aag gat ete age ata agg agt gta 248 
Gin Gly Asp lie Asp Ala lie Phe Lys Asp Leu Ser lie Arg Ser Val 
55 60 65 70 

egg eta gtc aga rac aaa gac ac 271 
Arg Leu Val Arg Xaa Lys Asp 
75 

<210> 2139 
<211> 479 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 185 . .478 



<400> 2139 

gactggttgt taccgaggaa gatggeggeg ccagaeeega ggcgctaggg aagatcgeae 60, 
cgcggaegee cgetgagett ggegeaeggg ccgaeeagga getggtgaet gccctcatgt 12 0 
gtgatttgeg gcggeeageg gcaggtggga tgatggaett ggcctaegte tgtgagtggg 180 
agaa atg gte caa gag cac cca ctg ccc ate ggt gee cct ggc ctg cge 229 
Met Val Gin Glu His Pro Leu Pro lie Gly Ala Pro Gly Leu Arg 
15 10 15 

ctg gtc ctg eeg aaa tct cat cge ett cac cat gga cct gcg cas gat 277 
Leu Val Leu Pro Lys Ser His Arg Leu His His Gly Pro Ala Xaa Asp 

20 25 30 

gac cag gac ctg acc cge atg ate cac ate ctg gac acg gag cac ccc 325 
Asp Gin Asp Leu Thr Arg Met lie His lie Leu Asp Thr Glu His Pro 

35 40 45 

tgg gac ctg cac teg mss ccc tea gag cac cac gag gee ate ace tgc 373 
Trp Asp Leu His Ser Xaa Pro Ser Glu His His Glu Ala lie Thr Cys 

50 55 60 

ctg gag tgg gae cag tea ggc tec egg etc ctg tea gea gat gee gac 421 
Leu Glu Trp Asp Gin Ser Gly Ser Arg Leu Leu Ser Ala Asp Ala Asp 

65 70 75 

ggg cag ate aag tgc tgg age atn gcg ace ame tgg eta ata get ggg 469 
Gly Gin lie Lys Cys Trp Ser Xaa Ala Thr Xaa Trp Leu He Ala Gly 
80 85 90 95 

aga get eag t 479 
Arg Ala Gin 

<210> 2140 

<211> 387 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
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<222> 35 . . 385 



<400> 2140 

aaaaatctct ctgccggtct tctgggaagg gaga atg gcg gcg ccc ggg ctg egg 55 

Met Ala Ala Pro Gly Leu Arg 

103 



151 



c tcr 






yy<^ 


aga 


etc 


1 1 1 


gaa 


atg 


e e t 


y '-y 


y Lg 




gsg 


cga 


ctg 


Leu. 


Glv 


Ala 


Gly 




Leu 


Phe 


O J. u. 




iri, tj 


n± ct 


V d X 


Leu 


mil 


Arg 


Leu 






10 










X 3 


















age 


cge 


tat 


aa t 


age 


acg 


\- 

\^\^\^ 


c aa 


ge u 


t- 1- i- 
U L U 


ge c 


g^g 


gtg 


ctg 


egg 


ctg 


C O "K- 


Arg 


Tyr 


Asn 


Ser 


inr 


Ser 


(jrin 


Ala 


Phe 


Ala 


CjIU 


Val 


Leu 


Arg 


Leu 




25 










30 










35 










ccg 


aag 


eag 


eag 


ctg 


agg 


aag 


ctg 


ctg 


tac 


ccg 


ctg 


eag 


gaa 


gta 


gag 


Pro 


Lys 


Gin 


Gin 


Leu 


Arg 


Lys 


Leu 


Leu 


Tyr 


Pro 


Leu 


Gin 


Glu 


Val 


Glu 


40 










45 










50 










55 


egg 


ttc 


etc 


gee 


ccc 


tac 


ggg 


agg 


caa 


gac 


ett 


eae 


ctg 


egt 


ate 


ttt 


Arg 


Phe 


Leu 


Ala 


Pro 


Tyr 


Gly 


Arg 


Gin 


Asp 


Leu 


His 


Leu 


Arg 


He 


Phe 










60 










65 










70 




gac 


eca 


age 


ceg 


rag 


gac 


ata 


gcc 


agg 


gcg 


gac 


aac 


ate 


ttc 


acg 


gcc 


Asp 


Pro 


Ser 


Pro 


Xaa 


Asp 


He 


Ala 


Arg 


Ala 


Asp 


Asn 


He 


Phe 


Thr 


Ala 








75 










80 










85 






aet 


gaa 


egg 


aac 


cge 


ate 


gac 


tac 


gtc 


age 


tec 


gcc 


gtc 


egt 


ate 


gam 


Thr 


Glu 


Arg 


Asn 


Arg 


He 


Asp 


Tyr 


Val 


Ser 


■Ser 


Ala 


Val 


Arg 


He 


Xaa 






90 










95 










100 








eae 


gcc 


ceg 


gac 


ett 


ceg 


egg 


eca 


gag 


gtg 


tgt 


ttt 


ata 


ggc 


ag 




His 


Ala 


Pro 


Asp 


Leu 


Pro 


Arg 


Pro 


Glu 


Val 


Cys 


Phe 


He 


Gly 








105 










110 










115 











199 



247 



-4J 9^c eca age ccg rag gac ata gcc agg gcg gac aac ate ttc acg gee 295 



343 



387 



<210> 2141 

<211> 383 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 42 . .383 



<400> 2141 

agttgcgaca gagtgtgggg ctgetgacaa atgaactggc c atg gag aag gag gcc 56 

Met Glu Lys Glu Ala 
1 5 

aca gag aag ctg egg aag etc ctg gee tec eag age age ggt etc cga 104 
Thr Glu Lys Leu Arg Lys Leu Leu Ala Ser Gin Ser Ser Gly Leu Arg 

10 15 20 

ggg ctg tgg gac tgc ctg ccc gca gac eta gtg ggc gag agg agt gea 152 
Gly Leu Trp Asp Cys Leu Pro Ala Asp Leu Val Gly Glu Arg Ser Ala 

25 30 35 

caa age aaa gca gcg gag tec ctg gag gag ctg egg gcc tgc ate age 200 
Gin Ser Lys Ala Ala Glu Ser Leu Glu Glu Leu Arg Ala Cys He Ser 

40 45 50 

ace ctg gtg gat egg eae egg gag gcc eag cag gtg ctg get egg ctg 24 8 

Thr Leu Val Asp Arg His Arg Glu Ala Gin Gin Val Leu Ala Arg Leu 
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55 60 65 

caa gaa gaa aac cag cag ttg egg ggg tec ttg tec ecg tgt agg gag 2 96 

Gin Glu Glu Asn Gin Gin Leu Arg Gly Ser Leu Ser Pro Cys Arg Glu 
70 75 80 85 

cca ggc aec tec tta aag gee cea gca tec ccc caa gtg gee gyn nkg 344 
Pro Gly Thr Ser Leu Lys Ala Pro Ala Ser Pro Gin Val Ala Xaa Xaa 

90 95 100 

gag caa gac etg ggg aag etg gag gaa gag etg egg gca 383 
Glu Gin Asp Leu Gly Lys Leu Glu Glu Glu Leu Arg Ala 
105 110 

<210> 2142 
<211> 248 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
■n <222> 55 . .246 

i; M 

<400> 2142 

I , aaccactgag tccagaagca agacctgtga gagtgeacag tgccaettcg cccc atg 57 
4f Met 

m 1 

^ get gaa gat ggt ttg eee aaa att tat tet cat cet cca aca gaa age 105 

^ip Ala Glu Asp Gly Leu Pro Lys lie Tyr Ser His Pro Pro Thr Glu Ser 
. 5 10 15 

g agt aaa aca cea amt gca gca acc att ttc ttt ggg get gac aat get 153 

^ Ser Lys Thr Pro Xaa Ala Ala Thr lie Phe Phe Gly Ala Asp Asn Ala 
i=h 20 25 30 

=: Li 

"i; att ecc aaa tea gaa aca act att act tea gaa gga gac cac gtc act 201 

lie Pro Lys Ser Glu Thr Thr lie Thr Ser Glu Gly Asp His Val Thr 
O 35 40 45 

4J tea gta aat gaa tat atg eta gaa age gat ttt tea aca act aca ga 248 
Ser Val Asn Glu Tyr Met Leu Glu Ser Asp Phe Ser Thr Thr Thr 
50 55 60 

<210> 2143 

<211> 227 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 55. .225 



<400> 2143 

attcgaggcg acgggctccg ggccctgata gatggggtgc ggggacggag acaa atg 57 

Met 
1 

aeg gcc ttt ggg etc gga ata ccc ace ttt etg gta atg cag ccc age 105 
Thr Ala Phe Gly Leu Gly lie Pro Thr Phe Leu Val Met Gin Pro Ser 
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5 10 15 

999 tec cag cct cgt ttt cca rcc etc act caa aat gga gtc get ctg 153 
Gly Ser Gin Pro Arg Phe Pro Xaa Leu Thr Gin Asn Gly Val Ala Leu 

20 25 30 

gtt cga acg cct ctg aca agt gtg tac eta cgt gtc agg cee ate ett 201 
Val Arg Thr Pro Leu Thr Ser Val Tyr Leu Arg Val Arg Pro lie Leu 

35 40 45 

cct gea ggc ett tgt ett ggt gtc ae 227 
Pro Ala Gly Leu Cys Leu Gly Val 
50 55 

<210> 2144 

<211> 267 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
Q <222> 55. . 267 

f: <400> 2144 

attttttect teggctteeg ttettggtcc atgtgagaga agctggetge tgaa atg 57 
yj Met 

1 

act gcg aac egg ett gea gag age ett ctg get ttg age eaa eag gaa 105 
Thr Ala Asn Arg Leu Ala Glu Ser Leu Leu Ala Leu Ser Gin Gin Glu 

5 10 15 

gaa eta gcg gat ttg cca aaa gae tac etc ttg agt gag agt gaa gat 153 
Glu Leu Ala Asp Leu Pro Lys Asp Tyr Leu Leu Ser Glu Ser Glu Asp 

20 25 30 

9^9 999 9^c aat gat gga gag aga aag eat eaa aag ett ctg gaa gea 201 
Glu Gly Asp Asn Asp Gly Glu Arg Lys His Gin Lys Leu Leu Glu Ala 

35 40 45 

ate agt tee ett gat gga aag aat agg egg aaa ttg get gag agg tet 249 
lie Ser Ser Leu Asp Gly Lys Asn Arg Arg Lys Leu Ala Glu Arg Ser 
50 55 60 65 

gag get agt ctg aag gtg 267 
Glu Ala Ser Leu Lys Val 
70 

<210> 2145 
<211> 282 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 127. .282 



<400> 2145 

agtgggaccc gaccctgtct ecagtgggcg tcttgggccc cggctetatt ctgggctgcg 60 
ggectgggaa gggctcgccg ggtgccaaat gagetgtect aaetetgcgg ggetgeagct 120 
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tcctgc atg atg ctg ggg age ttg gcg cct gac cca gga tct aga agg 168 
Met Met Leu Gly Ser Leu Ala Pro Asp Pro Gly Ser Arg Arg 
15 10 
cac tct ggg cag gcc gcg etc cge cca cga agg tac cea ace etc tgg 216 
His Ser Gly Gin Ala Ala Leu Arg Pro Arg Arg Tyr Pro Thr Leu Trp 
15 20 25 30 

gat aga tge agg aag cga tgg tta aga ccc att ttc ace caa ett etc 264 
Asp Arg Cys Arg Lys Arg Trp Leu Arg Pro lie Phe Thr Gin Leu Leu 

35 40 45 

gen gca gtc tgg ett ace 282 
Ala Ala Val Trp Leu Thr 
50 

<210> 2146 
<211> 317 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 127 . . 315 



'^^ <400> 2146 

*^ ttccatttag cgtgcetaac atcetacctt gccttctatg agtctttctt ctaatactac 60 
acctctgeet tattttagtt cagggtttca ctaagtaacc cetaeattaa taaatgagta 120 
'■=0 tggata atg eta ata ttt gag caa tac aga gga tta aga gat caa gat 168 
s Met Leu lie Phe Glu Gin Tyr Arg Gly Leu Arg Asp Gin Asp 

Q 1 5 ; 10 

PI act tea ctg cct att age eta ata ggg ata cct act ttc ttt caa atg 216 
^"1 Thr Ser Leu Pro lie Ser Leu lie Gly lie Pro Thr Phe Phe Gin Met 

15 20 25 30 

!J cca aaa att cac att aga aac ata ate cag ata tgt gtk att tta tat 264 
y Pro Lys lie His lie Arg Asn lie lie Gin lie Cys Val lie Leu Tyr 
y 35 40 45 

ata tat ata caa aac agt aaa tgg ttt ett aaa att att get att ttt 312 

lie Tyr lie Gin Asn Ser Lys Trp Phe Leu Lys lie lie Ala lie Phe 
50 55 60 

caa ce 317 

Gin 

<210> 2147 
<211> 407 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 98 . . 406 



<400> 2147 

attetcgcga gaagtecagg ggtggccgtg atggcggegg caggagcagg aeetggceag 60 
gaagcgggtg ccgggcctgg cccaggagcg gtegcaa atg caa cag ggg cag aag 115 



1414 



m 



Met Gin Gin Gly Gin Lys 
1 5 

^99 999 9^9 atg aag ccg gtg gca gcg gga gca gcc get cct cct gga 163 
Arg Gly Glu Met Lys Pro Val Ala Ala Gly Ala Ala Ala Pro Pro Gly 

10 15 20 

9^9 999 ate tct get get eeg aca gtt gag cce agt tee ggg gag get 211 
Glu Gly lie Ser Ala Ala Pro Thr Val Glu Pro Ser Ser Gly Glu Ala 

25 30 35 

gaa ggc ggg gag gca aac ntg gtc gat gta age ggt ggc ttg gag aca 259 
Glu Gly Gly Glu Ala Asn Xaa Val Asp Val Ser Gly Gly Leu Glu Thr 

40 45 50 

gaa tea tct aat gga aaa gat aca eta gaa ggt get ggg gat aca tea 307 
Glu Ser Ser Asn Gly Lys Asp Thr Leu Glu Gly Ala Gly Asp Thr Ser 
55 60 65 70 

gag gtg atg gat act cag geg ggc tee gtg gat gaa gag aat ggc ega 3 55 

Glu Val Met Asp Thr Gin Ala Gly Ser Val Asp Glu Glu Asn Gly Arg 

75 80 85 

cag ttg ggt gag gta gag ctg caa tgt ggg att tgt aca aat ggt tea 4 03 

Gin Leu Gly Glu Val Glu Leu Gin Cys Gly lie Cys Thr Asn Gly Ser 

90 95 100 

egg e 407 
Arg 



<210> 2148 
^ <211> 363 
^ <212> DNA 

^0 <213> Homo sapiens 



<220> 
<221> CDS 
<222> 103 . .363 



<400> 2148 

atttctgtge gccgagetcc gceeeacgag eaectgtttc cgageggaga gegcgggeeg 60 
ttttctttcc tggtgtcccg tcgcggcttg ggacccggca ag atg ggc aag aag 114 

Met Gly Lys Lys 

1 

ggc aag aag gag aag aag ggc ege ggc gcg gag aag aeg gcc gee aag 162 

Gly Lys Lys Glu Lys Lys Gly Arg Gly Ala Glu Lys Thr Ala Ala Lys 

5 10 15 20 

atg gag aag aag gtg tet aag ege teg egg aag gag gag gaa gac ctg 210 

Met Glu Lys Lys Val Ser Lys Arg Ser Arg Lys Glu Glu Glu Asp Leu 

25 30 35 

gaa gcg etc ata gcc cat ttc cag aca etc gat gee aag agg act eag 258 
Glu Ala Leu lie Ala His Phe Gin Thr Leu Asp Ala Lys Arg Thr Gin 

40 45 50 

act gtg gaa ctt ccg tgc cce cca cce tea cca agg tta aat gee tec 306 
Thr Val Glu Leu Pro Cys Pro Pro Pro Ser Pro Arg Leu Asn Ala Ser 

55 60 65 

etc teg gtt cat cct gag aaa gat gag tta ate ctt ttt gga gtg aat 354 
Leu Ser Val His Pro Glu Lys Asp Glu Leu lie Leu Phe Gly Val Asn 

70 75 80 

att tea aeg 363 
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0^ ^ 



lie Ser Thr 
85 

<210> 2149 

<211> 480 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 201 . .479 



<400> 2149 

aagttggtgg gaagcgtgcg gtgccgcagc aatggcggcg ctcacaattg ccacgggtac 60 
tggcaattgg ttttcggctt tggcgctcgg ggtgmntctt ctcaaatgcc ttctcatccc 120 
cacataccat tccacagatt ttgaagtaca ccgaaactgg cttgctatna ctcacagttt 180 
gccaatatca cagtggtatt atg agg sea met tea gak tng aeg ttg gat tae 233 

Q Met Arg Xaa Xaa Ser Xaa Xaa Thr Leu Asp Tyr 

15 10 

m ccc cet tte ttt gea tgg ttt gag tat ate etg tea eat gtt gee aaa 281 
Pro Pro Phe Phe Ala Trp Phe Glu Tyr lie Leu Ser His Val Ala Lys 

I . 15 20 25 

San 

tat ttt gat caa gaa atg etg aat gte cat aat ttg aat tac tec age 32 9 

Tyr Phe Asp Gin Glu Met Leu Asn Val His Asn Leu Asn Tyr Ser Ser 

^ 30 35 40 

tea agg aee tta ctt ttc cag aga ttt tec gte ate ttt atg gat gta 377 

;s Ser Arg Thr Leu Leu Phe Gin Arg Phe Ser Val lie Phe Met Asp Val 

O 45 50 55 

fy etc ttt gtg tat get gte cgt gag tgc tgt aaa tge att gat gga aaa 425 
m Leu Phe Val Tyr Ala Val Arg Glu Cys Cys Lys Cys lie Asp Gly Lys 

60 65 70 75 

.pLT aaa gtg ggt aaa rga act tac aga aaa rgc eaa aat tta tte tgt egg 473 

^ Lys Val Gly Lys Xaa Thr Tyr Arg Lys Xaa Gin Asn Leu Phe Cys Arg 

^ 80 85 90 

tat tae t 480 

Tyr Tyr 

<210> 2150 

<211> 621 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 207 . . 620 



<400> 2150 

aattccmmca gcgcgtccaa aaegtggtee ctgaetgaga cttattttae geeaetagag 60 

tgagggtggg tagegtcaga aagagcgggg cacggggcgg geeagcttcg ccgcgggaaa 12 0 

agaacgggag geggagtgte egeagegege aegecaacga aagteaatgg eggtetggag 180 

agactggcgg aagctagctt tgeaat atg gcg gee gag gcg gac gga ccg ett 233 

Met Ala Ala Glu Ala Asp Gly Pro Leu 



1416 



1 5 

aaa egg ctg etc gtg ccg att ctt tta cct gag aaa tgc tac gac caa 281 
Lys Arg Leu Leu Val Pro lie Leu Leu Pro Glu Lys Cys Tyr Asp Gin 
10 15 20 25 

ctt ttc gtt cag tgg gac ttg ctt cac gtc ccc tgc etc aag att etc 329 
Leu Phe Val Gin Trp Asp Leu Leu His Val Pro Cys Leu Lys lie Leu 

30 35 40 

etc age aaa ggc ctg ggg ctg gge att gtg get ggc tea ctt eta gta 377 
Leu Ser Lys Gly Leu Gly Leu Gly lie Val Ala Gly Ser Leu Leu Val 

45 50 55 

aag ctg ccc cag gtg ttt aaa ate ctg gga gee aag agt get gaa ggg 425 
Lys Leu Pro Gin Val Phe Lys lie Leu Gly Ala Lys Ser Ala Glu Gly 

60 65 70 

ttg agt etc cag tet gta atg ctg gag eta gtg gca ttg act ggg ace 473 
Leu Ser Leu Gin Ser Val Met Leu Glu Leu Val Ala Leu Thr Gly Thr 

75 80 85 

atg gtc tac age ate act aac aac ttc cca ttc age tet tgg ggt gaa 521 
Met Val Tyr Ser lie Thr Asn Asn Phe Pro Phe Ser Ser Trp Gly Glu 
90 95 100 105 

gee tta ttc ctg atg etc cag aeg ate acc ate tgc ttc ctg gtc atg 569 
Ala Leu Phe Leu Met Leu Gin Thr lie Thr lie Cys Phe Leu Val Met 

110 115 120 

cac tac aga gga cag act gtg aaa ggt gtc get ttc etc get tgc tac 617 
His Tyr Arg Gly Gin Thr Val Lys Gly Val Ala Phe Leu Ala Cys Tyr 

125 130 135 

gge e ' 621 

Gly 

<210> 2151 
<211> 473 
<212> DNA 
<213> Homo sapiens 

<220> 
^ <221> CDS 

<222> 147 . .473 



<400> 2151 

attttagetg ttggtteegg eegeaeegtg tgggctgtag tagegggagg rgtgggggtc 60 
ctecagagtt aagtggctgt cetegactgt gcecataeag cagecagctt tcttectkaa 120 
taactgeccg ttegaagagt gegagg atg tee aag egg cac egg ttg gac eta 173 

Met Ser Lys Arg His Arg Leu Asp Leu 



ggg 


gag 


gat 


tac 


ccc 


tet 


ggc 


1 

aag 


aag 


cgt 


gcg 


5 

ggg 


acc 


gat 


ggg 


aag 


Gly Glu 


Asp 


Tyr 


Pro 


Ser 


Gly 


Lys 


Lys 


Arg 


Ala 


Gly 


Thr 


Asp 


Gly 


Lys 


10 










15 










20 










25 


gat 


ega 


gat 


ega 


gac 


egg 


gat 


cgt 


gaa 


gat 


egg 


tet 


aaa 


gat 


ega 


gac 


Asp 


Arg 


Asp 


Arg 


Asp 


Arg 


Asp 


Arg 


Glu 


Asp 


Arg 


Ser 


Lys 


Asp 


Arg 


Asp 










30 










35 










40 




ega 


gaa 


cgt 


gat 


aga 


gga 


gat 


aga 


gag 


ega 


gag 


agg 


gag 


aaa 


gaa 


aag 


Arg 


Glu 


Arg 


Asp 


Arg 


Gly 


Asp 


Arg 


Glu 


Arg 


Glu 


Arg 


Glu 


Lys 


Glu 


Lys 








45 










50 










55 






gag 


aag 


gag 


ttg 


ega 


get 


tea 


aca 


aat 


get 


atg 


ctt 


ate 


agt 


get 


gga 
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o 

H 

04, 



'to 



CM 



o 



Glu Lys Glu Leu Arg Ala Ser Thr Asn Ala Met Leu lie Ser Ala Gly 

60 65 70 

tta cca cct ttg aaa get tec cat tea get cac tea ace cae tea gea 413 
Leu Pro Pro Leu Lys Ala Ser His Ser Ala His Ser Thr His Ser Ala 

75 80 85 

cat tea aeg cat tea aea cat tct get eat tea acg eat gee gga eat 461 
His Ser Thr His Ser Thr His Ser Ala His Ser Thr His Ala Gly His 
90 95 100 105 

gca ggt cac aca 473 
Ala Gly His Thr 

<210> 2152 

<211> 340 

<212> DNA 

<213> Homo sapiens 



in 



fU 



<220> 
<221> CDS 
<222> 133 . . 339 



<400> 2152 

gettctcctt tywgtgttee ggcegatecc acctctcctc ganectggae gtetacctte 
eggaggccca catcttgeee actecgegcg cggggctage gegggtttea gegaegggag 
ecctcaaggg ae atg gea act aea gcg gcg ceg gcg gge gge gee ega aat 
Met Ala Thr Thr Ala Ala Pro Ala Gly Gly Ala Arg Asn 
15 10 
gga get gge ceg gaa tgg gga ggg ttc gaa gaa aae ate eag gge gga 
Gly Ala Gly Pro Glu Trp Gly Gly Phe Glu Glu Asn lie Gin Gly Gly 

15 20 25 

gge tea get gtg att gac atg gag aae atg gat gat aee tea gge tet 
Gly Ser Ala Val lie Asp Met Glu Asn Met Asp Asp Thr Ser Gly Ser 
30 35 40 45 

age ttc gag gat atg ggt gag ctg cat srg cgc ctg ege gag gaa gaa 
Ser Phe Glu Asp Met Gly Glu Leu His Xaa Arg Leu Arg Glu Glu Glu 

50 55 60 

gta gae get gat gca get gat gca g 
Val Asp Ala Asp Ala Ala Asp Ala 
65 



60 
120 
171 



219 



267 



315 



340 



<210> 2153 

<211> 416 

<212> DNA 

< 2 1 3 > Homo s ap i ens 



<220> 
<221> CDS 
<222> 155. .415 



<400> 2153 

^9^99tgt9a egteatcgce gcggggcgga ggegaeagtg tctagcggga geteegegtg 60 

tagetacgec ggecgcctgg ctttgagaca acgtgattet ecgcagctgg tcgcctacec 120 

gtgatgttct gcccacgtcg agacctgagc tgaa atg gca gae gat etc gga gac 175 



1418 



gag tgg tgg gag aac cag 
Glu Trp Trp Glu Asn Gin 
10 

tea gat ggt gaa gga gaa 
Ser Asp Gly Glu Gly Glu 
25 

gtt cca gtt cct gta cct 
Val Pro Val Pro Val Pro 
40 45 
ttt ttg ata caa cca aag 
Phe Leu lie Gin Pro Lys 
60 

aaa aga aga aag aag aaa 
Lys Arg Arg Lys Lys Lys 
75 



Met Ala A 
1 

ccg act gga gca ggc age 
Pro Thr Gly Ala Gly Ser 
15 

gga gac aca gaa gtg atg 
Gly Asp Thr Glu Val Met 
30 35 
tea gag aaa ace aaa cag 
Ser Glu Lys Thr Lys Gin 
50 

gaa aga aaa gag aat ace 
Glu Arg Lys Glu Asn Thr 
65 

att act gak gtt ctt gca 
lie Thr Xaa Val Leu Ala 
80 



;p Asp Leu Gly Asp 
5 

age cca gaa gca 223 

Ser Pro Glu Ala 

20 

cag cag gag aca 271 

Gin Gin Glu Thr 

cct aaa gaa tgt 319 
Pro Lys Glu Cys 
55 

ace aag acc agg 367 
Thr Lys Thr Arg 
70 

aaa tea gar cca a 416 
Lys Ser Glu Pro 
85 



<210> 2154 

<211> 355 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 133 . .354 



Q <400> 2154 

fj aaasccttec cgncttccag eccasacace agccagccag tggcgttcct ggctcctegg 60 
fy gattttcctt ttcctccgaa gctgctgatt catecccagg etggagtcag getcagctgt 120 
ggggctggga gc atg ggc tct cag get get get gag tgg agg aac tgg gee 171 
2 Met Gly Ser Gin Ala Ala .Ala Glu Trp Arg Asn Trp Ala 

tec tgg gag gtg tec tec age etc tct gga tgc tec atg ggg tgc tts 219 
Ser Trp Glu Val Ser Ser Ser Leu Ser Gly Cys Ser Met Gly Cys Xaa 

15 20 25 

aag gat gac cge ate gtc ttc tgg act tgg atg tte tec ace tac ttc 267 
Lys Asp Asp Arg He Val Phe Trp Thr Trp Met Phe Ser Thr Tyr Phe 
30 35 40 45 

atg gag aaa tgg get ecc egg cag gac gac atg ctt ttc tat gtg cge 315 
Met Glu Lys Trp Ala Pro Arg Gin Asp Asp Met Leu Phe Tyr Val Arg 

50 55 60 

egg aag etg gcg tarn tee ggc age gaa age gnt gca gac g 355 
Arg Lys Leu Ala Xaa Ser Gly Ser Glu Ser Xaa Ala Asp 
65 70 



<210> 2155 

<211> 438 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
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<222> 112 . ,438 



<400> 2155 

aagcgcacgc tgaggaggat cggcggccgg tgagggggaa gcaagtctgg tctctgtgat 6 0 

tgaagaagtc ggctctgggc tccagtgcgg gaatcacaca catacctcag a atg ccg 117 

Met Pro 
1 

ggt eta agt tgt aga ttt tat caa cac aaa ttt cct gag gtg gaa gat 165 
Gly Leu Ser Cys Arg Phe Tyr Gin His Lys Phe Pro Glu Val Glu Asp 

5 10 15 

gta gtg atg gtg aat gtc aga tec att get gaa atg ggg get tat gte 213 
Val Val Met Val Asn Val Arg Ser He Ala Glu Met Gly Ala Tyr Val 

20 25 30 

age ttg etg gaa tae aae aae att gaa gge atg att ctt ett agt gaa 261 
Ser Leu Leu Glu Tyr Asn Asn He Glu Gly Met He Leu Leu Ser Glu 
35 40 45 50 

tta tec aga agg cgt ate egt tet ate aae aaa etc ate ega att gge 309 
Q Leu Ser Arg Arg Arg He Arg Ser He Asn Lys Leu He Arg He Gly 
^ 55 60 65 

yi agg aat gag tgt gtg gtt gte att agg gtg gac aaa gaa aaa gga tat 357 
r^' Arg Asn Glu Cys Val Val Val He Arg Val Asp Lys Glu Lys Gly Tyr 
hi . 80 ■ 

att gat ttg tea 'aaa aga aga gtt tet eea gag gaa gea ate aaa tgt 405 
He Asp Leu Ser Lys Arg Arg Val Ser Pro Glu Glu Ala He Lys Cys 

85 90 95 

gaa gae aaa ttc aca aaa tee aaa act gtt tat 438 
Glu Asp Lys Phe Thr Lys Ser Lys Thr Val Tyr 
100 105 



<210> 2156 
<211> 179 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 20 . . 178 



<400> 2156 

atggaeetaa tcaggeaaa atg tta ana eat ttt aaa tgg tta aaa tea gge 52 

Met Leu Xaa His Phe Lys Trp Leu Lys Ser Gly 
15 10 
ttt aag gat ttg gat tea ttg ttt tat ttg aaa tat tta gea ttc tea 100 
Phe Lys Asp Leu Asp Ser Leu Phe Tyr Leu Lys Tyr Leu Ala Phe Ser 

15 20 25 

tgg cat caa gta tgt ata eat gta tac tgt atg aag ega tat att tat 148 
Trp His Gin Val Cys He His Val Tyr Cys Met Lys Arg Tyr He Tyr 

30 35 40 

tat ata ttg eta aat gta tat tea aaa age t 179 
Tyr He Leu Leu Asn Val Tyr Ser Lys Ser 
45 50 



1420 



<210> 2157 
<211> 432 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 196 . .432 



<400> 2157 

ataaagggca cagcncanng gtacgtggat cgcggtgcsn agactgaggt tagaaggcac 60 
a^gtggcgag atgagccggg taccagcgtt cctgagcgcg gccgaggtgg aggaacacct 12 0 
ccgcagctcc agcctcctca tcccgcctct agagacggcc ctggccaact tctccagcgg 180 
tcccgaagag gggtc atg cag ccc gtg cgc acc gtg gtg ccg gtg acc aag 231 
Met Gin Pro Val Arg Thr Val Val Pro Val Thr Lys 
15 10 
cac agg ggc tac ctg ggg gtc atg ccc gcc tac agt get gca gag gat 279 
p His Arg Gly Tyr Leu Gly Val Met Pro Ala Tyr Ser Ala Ala Glu Asp 
m 15 2 0 25 

-J gca ctg acc acc aag ttg gtc acc ttc tac gag gac cgc ggc ate acc 327 
^ Ala Leu Thr Thr Lys Leu Val Thr Phe Tyr Glu Asp Arg Gly lie Thr 

30 35 . 40 

^ teg gtc gtc cct tec cac cag get act gtg eta etc ttt gag ccc age 375 

Ser Val Val Pro Ser His Gin Ala Thr Val Leu Leu Phe Glu Pro Ser 
"ti 45 50 55 60 

aat ggc acc ctg ctg gcg gtc atg gat gga aat gtc ata act gca aag 423 
s Asn Gly Thr Leu Leu Ala Val Met Asp Gly Asn Val He Thr Ala Lys 

O 65 70 75 

m aga aca get 432 

Arg Thr Ala 

+ <210> 2158 

^ <211> 472 

O <212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 207 . .470 



<400> 2158 

aatcaggate cggagacgga aatgtccgaa gccgcagtac ttgaccctgt attttgggag 60 
tcgaacggag aatggaaact gaaagtggaa atcaggaaaa ggtaatggaa gaagaaagea 120 
ctgaaaagaa aaaagaagnt tgaaaaaaag aaacggtcac gagttaaaca gatgttgata 180 
tatcaetact tgtgtctttt aacaaa atg aaa aaa ttg act act gat ggg aag 233 

Met Lys Lys Leu Thr Thr Asp Gly Lys 

1 5 

tta att gcc aga gca ttg aga agt tea get gtt gta gag ctt gat ttg 281 

Leu He Ala Arg Ala Leu Arg Ser Ser Ala Val Val Glu Leu Asp Leu 

10 15 20 25 

gaa ggc acc aga ate egg agg aaa aaa cct ctg ggg gaa aga cea aag 32 9 

Glu Gly Thr Arg He Arg Arg Lys Lys Pro Leu Gly Glu Arg Pro Lys 
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30 35 40 

gat gag gat gaa cgc aca gtg tat gtg gag tta ctt ccc aaa aat gtt 377 
Asp Glu Asp Glu Arg Thr Val Tyr Val Glu Leu Leu Pro Lys Asn Val 

45 50 55 

aat cac age tgg att gaa aga gta ttt ggg aaa tgt ggc aat gtt gtt 425 
Asn His Ser Trp lie Glu Arg Val Phe Gly Lys Cys Gly Asn Val Val 

60 65 70 

tat ata agt ata cca cat tat aag tct act gga gat cca aag gga tt 472 
Tyr lie Ser lie Pro His Tyr Lys Ser Thr Gly Asp Pro Lys Gly 
75 80 85 



<210> 2159 

<211> 274 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 105 . . 272 



<400> 2159 

gaacgtgatc tcgggtttgt cgggctgaaa tgtggcgggt ctcggaaggt tccgacctca 60 
gtaaagagag ctaacgtgta ttcttctttt tcttagatgc tgag atg aat cgt cac 116 

Met Asn Arg His 

1 

etg tgt gtt tgg ctt ttt aga cat cca tct ctt aat ggt tac etc cag 164 

Leu Cys Val Trp Leu Phe Arg His Pro Ser Leu Asn Gly Tyr Leu Gin 

5 10 15 20 

tgt cac ate cag etc cat tct cat caa ttt aga cag ata cat ctt gat 212 

Cys His lie Gin Leu His Ser His Gin Phe Arg Gin -lie His Leu Asp 

25 30 35 

aca agg etg caa gtt ttt aga caa aac agg aat tge att ctt cat etg 260 
Thr Arg Leu Gin Val Phe Arg Gin Asn Arg Asn Cys lie Leu His Leu 

40 45 50 

tta agt aag aat eg 274 
Leu Ser Lys Asn 
55 



<210> 2160 

<211> 434 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 88 . .432 



<400> 2160 

getccggggt ctcgggctte cgecttcttg ctgccctcgt tettgceagg gccgcggtta 60 
gtccctgctg gecaccccac tgcgace atg ttc gtt ccc tgc ggg gag teg gee 114 

Met Phe Val Pro Cys Gly Glu Ser Ala 

1 5 
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ccc gac ctt gcc ggc ttc acc etc eta atg eea gea gta tet gtt gga 162 

Pro Asp Leu Ala Gly Phe Thr Leu Leu Met Pro Ala Val Ser Val Gly 

10 15 20 25 

aat gtt ggc cag ctt gea atg gat ctg att att tet aca ctg aat atg 210 

Asn Val Gly Gin Leu Ala Met Asp Leu lie lie Ser Thr Leu Asn Met 

30 35 40 

tet aag att ggt tae ttc tat ace gat tgt ctt gtg cca atg gtt gga 258 
Ser Lys lie Gly Tyr Phe Tyr Thr Asp Cys Leu Val Pro Met Val Gly 

45 50 55 

aac aat cca tat gcg acc aca gaa gga aat tea aca gaa ctt age ata 306 
Asn Asn Pro Tyr Ala Thr Thr Glu Gly Asn Ser Thr Glu Leu Ser lie 

60 65 70 

aat get gaa gtg tat kea ttg eet tea aga aag ctg gtg get eta eag 354 
Asn Ala Glu Val Tyr Xaa Leu Pro Ser Arg Lys Leu Val Ala Leu Gin 

75 80 85 

tta aga tec att ktt att aag tat aaa tew nag eea ttc tgt gaa aaa 402 
Leu Arg Ser lie Xaa lie Lys Tyr Lys Ser Xaa Pro Phe Cys Glu Lys 
90 95 100 105 

ctg ctt tec tgg gtg aaa gea gtn get gtg ea 434 
Leu Leu Ser Trp Val Lys Ala Val Ala Val 

110 115 



<210> 2161 
U <211> 367 
^-0 <212> DNA 

<213> Homo sapiens 

.3 <220> 

,fn <221> CDS 

21 <222> 96 . .365 



<400> 2161 

agagaageeg ggagegggcg aggeggeggc ggeagagega tggcaggaat agagttggag 60 
cggtgeeagc agcaggegaa cgagggacgg aaatt atg egt aac aac ttc gge 113 

Met Arg Asn Asn Phe Gly 
1 5 

aag gte ctg gag egt ggt gtg aag etg gee gaa ctg cag cag egt tea 161 
Lys Val Leu Glu Arg Gly Val Lys Leu Ala Glu Leu Gin Gin Arg Ser 

10 15 20 

gac eaa etc ctg gat atg age tea ace ttc aac aag act aea eag aac 209 
Asp Gin Leu Leu Asp Met Ser Ser Thr Phe Asn Lys Thr Thr Gin Asn 

25 30 35 

ctg gee cag aag aag tgc tgg gag aac ate egt tac egg ate tgc gtg 257 
Leu Ala Gin Lys Lys Cys Trp Glu Asn lie Arg Tyr Arg lie Cys Val 

40 45 50 

ggg ctg gtg gtg gtt ggt gte etg etc ate ate ctg att gtg ctg ctg 305 
Gly Leu Val Val Val Gly Val Leu Leu He He Leu He Val Leu Leu 
55 60 65 70 

gte gte ttt etc cct cag age agt gac age agt agt gee cac gga ccc 353 
Val Val Phe Leu Pro Gin Ser Ser Asp Ser Ser Ser Ala His Gly Pro 

75 80 85 

agg atg cag gea tt 367 
Arg Met Gin Ala 



1423 




90 

<210> 2162 

<211> 303 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 67 . .303 



<400> 2162 

catggaatac aatgacatag ctgtggttga tgaactatat tttatctatt gcaatgatat 
tttgaa atg cag tgc tac tea ttg agt ttc cyt tgt gag grg att gtg 

Met Gin Cys Tyr Ser Leu Ser Phe Xaa Cys Glu Xaa lie Val 

15 10 
tgg cga gga ccc age aag aea age tac tat ccc aaa aaa get act tat 
Trp Arg Gly Pro Ser Lys Thr Ser Tyr Tyr Pro Lys Lys Ala Thr Tyr 
15 20 25 30 

atg aac ttc att tct ggt ttc ttt caa att gaa ggt aaa ttc caa gat 
Met Asn Phe He Ser Gly Phe Phe Gin He Glu Gly Lys Phe Gin Asp 

35 40 45 

gaa get ttt att eta ttc tet gae caa agt gtt ggg aaa aga aag gaa 
Glu Ala Phe He Leu Phe Ser Asp Gin Ser Val Gly Lys Arg Lys Glu 

50 55 60 

ttt gtt acc att ttc att tet aac ata eta aaa cag aaa aea aaa aac 
Phe Val Thr He Phe He Ser Asn He Leu Lys Gin Lys Thr Lys Asn 
65 70 75 

ccc 
Pro 

<210> 2163 

<211> 566 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 361 . .564 



60 
108 



156 



204 



252 



300 



303 



<400> 2163 

taccagtgag eagggkggat gaggtectca eccgtgaget 
etacagcaag eaaggagata aataaataca teaaatagag 
araaeggget gagragatag tgtgagactg taaggagttt 
tcataattag atakgcaagt ttetgaaatt cgcatagtgc 
tgacarccgt agmaagtggg agaagtggtt gcggggagat 
gageaagttg gagagatgca gggagagtca ggtgaeaagm 
^tg gcg gac aga cag gee get gee ccc aat ttt 
Met Ala Asp Arg Gin Ala Ala Ala Pro Asn Phe 
15 10 
cct gea etc agg cac gag gca gae agg aaa gae 
Pro Ala Leu Arg His Glu Ala Asp Arg Lys Asp 



eatatgctga tgggggagae 
gtaaatgakg tgaagaaaac 
taaattttaa aaettgckac 
attteagatg atgagagagg 
gggtgagcga tggaggtggc 
agaragtgtg etgaggamag 
tgg tgc tct ttc att 
Trp Cys Ser Phe He 
15 

agg cag tgc tgc tte 
Arg Gin Cys Cys Phe 



60 
120 
180 
240 
300 
360 
408 



456 
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20 25 30 

gta aca ggc ate ttt ctt gcc eta agt ata cat ctt aga atg tgt gga 504 
Val Thr Gly lie Phe Leu Ala Leu Ser lie His Leu Arg Met Cys Gly 

35 40 45 

gaa agt cac get atg gga gea ctt ggg eag get eag gtg ttc act gta 552 
Glu Ser His Ala Met Gly Ala Leu Gly Gin Ala Gin Val Phe Thr Val 

50 55 60 

gta gaa gga gra at 566 
Val Glu Gly Xaa 
65 

<210> 2164 

<211> 279 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 109. .279 



<400> 2164 

K.5 tcctctctca geteeegett gagategagg actgatgggg cacgcttcct tcetcggege 6 0 

catgctggtt teattteaee tgeatteetg aaagaggcgc tttcctaa atg ttt tte 117 

Met Phe Phe 

^ 1 

^ eaa gta ttc ttc ctt etc caa ttg eag gat aac tgc ecc cat ctg cca 165 
i= Gin Val Phe Phe Leu Leu Gin Leu Gin Asp Asn Cys Pro His Leu Pro 

Q 5 10 15 

fy aat tct ggg cag gaa gae ttt gac aag gac ggg att ggc gat gcc tgt 213 
■pj Asn Ser Gly Gin Glu Asp Phe Asp Lys Asp Gly lie Gly Asp Ala Cys 
'% 20 25 30 35 

gat gat gac gat gac aat gac ggt gtg ace gat gag aag gac aac tgc 261 
^ Asp Asp Asp Asp Asp Asn Asp Gly Val Thr Asp Glu Lys Asp Asn Cys 

40 45 50 

cag etc etc ttc aat cec 279 
Gin Leu Leu Phe Asn Pro 
55 

<210> 2165 
<211> 352 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 148 . . 351 



<400> 2165 

gagaagegag ceggeggewg aggaggegac tgaetgagca gcgeaeecgg ggageaagga 60 
ggegeggtga aetgagegge ecctgagctg acagataeae tgegeactgg aacggcgagc 120 
gagecgaegg gcgagtgagg ggcgcag atg ate aec teg gcc get gga att att 174 

Met lie Thr Ser Ala Ala Gly He He 



1425 



tct ctt ctg gat 
Ser Leu Leu Asp 
10 

aaa ttg aat gca 
Lys Leu Asn Ala 

gta gac aaa ata 
Val Asp Lys lie 
45 

cag ttt gca gcc 
Gin Phe Ala Ala 
60 



gaa gat gaa 
Glu Asp Glu 
15 

gtt gtt aat 
Val Val Asn 
30 

gag gtt tta 
Glu Val Leu 

tta gtg gca 
Leu Val Ala 



1 

cca 
Pro 

gac 
Asp 

tac 
Tyr 

tct 
Ser 
65 



cag 
Gin 

ttc 
Phe 

gaa 

Glu 

50 

aaa 

Lys 



ctt aag 
Leu Lys 

20 
tgg gca 
Trp Ala 
35 

gat gaa 
Asp Glu 

gta ttt 
Val Phe 



gaa ttt 
Glu Phe 

gaa att 
Glu He 

ggt ttc 
Gly Phe 



gca eta cac 
Ala Leu His 
25 

tec gag tec 
Ser Glu Ser 
40 

egg agn ygg 
Arg Xaa Xaa 
55 



222 



270 



318 



352 



<210> 2166 

<211> 352 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222>. 97 . .351 



<400> 2166 

cttctcgege atgcgttetc egaaeggtct tettccgaca gettgctgee etagaccaga 60 

^ gttggtggct ggaectcctg egacttcega gttgcg atg ctg tac ttc tct ttg 114 

H Met Leu Tyr Phe Ser Leu 

n 15 

m ttt tgg gcg get egg ect ctg cag aga tgt ggg cag ctg gtc agg atg 162 

■Hi Phe Trp Ala Ala Arg Pro Leu Gin Arg Cys Gly Gin Leu Val Arg Met 

10 15 20 

^ gee att egg get cag cac age aac gca gcc cag act cag act ggg gaa 210 

^ Ala He Arg Ala Gin His Ser Asn Ala Ala Gin Thr Gin Thr Gly Glu 
^ 25 30 35 

gca aac agg ggc tgg aca ggc cag gag age ctg teg gac agt gat ect 258 

Ala Asn Arg Gly Trp Thr Gly Gin Glu Ser Leu Ser Asp Ser Asp Pro 

40 45 50 

gag atg tgg gag ttg ctg cag agg gag aag gac agg cag tgt cgt ggc 306 

Glu Met Trp Glu Leu Leu Gin Arg Glu Lys Asp Arg Gin Cys Arg Gly 

55 60 65 70 

ctg nag etc att gcc tea gag aac ttc tgc age ega get gcg ctg g 352 

Leu Xaa Leu He Ala Ser Glu Asn Phe Cys Ser Arg Ala Ala Leu 

75 80 85 



<210> 2167 

<211> 350 

<212> DNA . 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 65 . . 349 



1426 



350 



<400> 2167 

gcctgggcgg cgcagacgag gcctgaggcg gcggcgcgag gcagtatggt ttgaagtggt 60 

gaac atg gat ttt tct egg ctt cac atg tac agt cct ccc cag tgt gtg 109 
Met Asp Phe Ser Arg Leu His Met Tyr Ser Pro Pro Gin Cys Val 

15 10 15 

ccg gag aac acg ggc tac acg tat gcg etc agt tec age tat tct tea 157 

Pro Glu Asn Thr Gly Tyr Thr Tyr Ala Leu Ser Ser Ser Tyr Ser Ser 

20 25 30 

gat get ctg gat ttt gag acg gag cac aaa ttg gae cct gta ttt gat 205 

Asp Ala Leu Asp Phe Glu Thr Glu His Lys Leu Asp Pro Val Phe Asp 

35 40 45 

tct cca egg atg tee cgc cgt agt ttg cge etg gee acg aca gca tge 253 

Ser Pro Arg Met Ser Arg Arg Ser Leu Arg Leu Ala Thr Thr Ala Cys 

50 55 60 

acc ctg ggg gat ggt gag get gtg ggt gee gae age ggc acc age age 3 01 

Thr Leu Gly Asp Gly Glu Ala Val Gly Ala Asp Ser Gly Thr Ser Ser 

65 70 75 

Q 9Ct gte tec etg aag aac ega gcg gee aga aca aca aaa cag cge aga a 

,f| Ala Val Ser Leu Lys Asn Arg Ala Ala Arg Thr Thr Lys Gin Arg Arg 

80 85 90 95 

f''! <210> 2168 
W <211> 339 
<212> DNA 
^5 <213> Homo sapiens 

s <220> 
□ <221> CDS 

■S] <222> 150. .338 



<400> 2168 

accctceeta atttccaetc cccccaccce aettcgcctg eegcggtcgg gtccgeggee 60 
tgcgctgtag eggtegccgc cgttccctgg aagtagcaac tteectaccc caccccagte 120 
ctggtccccg tccagecgct gacgtgaag atg age age tea gag gag gtg tee 173 

Met Ser Ser Ser Glu Glu Val Ser 

1 5 

tgg att tec tgg ttc tgt ggg etc cgt ggc aat gaa ttc tte tgt gaa 221 
Trp lie Ser Trp Phe Cys Gly Leu Arg Gly Asn Glu Phe Phe Cys Glu 

10 15 20 

9tg gat gaa gae tac ate cag gae aaa ttt aat ett act gga etc aat 269 
Val Asp Glu Asp Tyr lie Gin Asp Lys Phe Asn Leu Thr Gly Leu Asn 
25 30 35 40 

gag cag gte cct eae tat ega caa get eta gae atg ate ttg gae ctg 317 
Glu Gin Val Pro His Tyr Arg Gin Ala Leu Asp Met lie Leu Asp Leu 

45 50 55 

gag cct gat gaa gaa ctg gaa g 339 
Glu Pro Asp Glu Glu Leu Glu 
60 



<210> 2169 
<211> 216 
<212> DNA 



1427 



<213> Homo sapiens 

<220> 

<221> CDS 

<222> 37. .216 



<400> 2169 

gagtgcgccg tcgtcgccgc cgccaccact gtcgcc atg aac agt gtg ggg gag 54 

Met Asn Ser Val Gly Glu 
1 5 

gca tgc acg gac atg aag cgc gag tac gac cag tgc ttc aat cgc tgg 102 
Ala Cys Thr Asp Met Lys Arg Glu Tyr Asp Gin Cys Phe Asn Arg Trp 

10 15 20 

ttc gcc gag aaa ttt etc aag ggg gac age tec ggg gac eeg tgc ace 150 
Phe Ala Glu Lys Phe Leu Lys Gly Asp Ser Ser Gly Asp Pro Cys Thr 

25 30 35 

gac etc ttc aag cgc tac cag cag tgt gtw cag aaa gca ata aag gag 198 
Asp Leu Phe Lys Arg Tyr Gin Gin Cys Val Gin Lys Ala lie Lys Glu 

40 45 50 

aaa gag att cet att gaa 216 
Lys Glu He Pro He Glu 
55 60 



<210> 2170 



<211> 425 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 77 . .424 



<400> 2170 

atttccggct ctcgcgagte tgggtgggag cgcgccaaat ttcteccctg aageagaggt 60 
ggtagceaac ggetee atg tet ctg agg age ggc ggg egg egg cgc gcg gac 112 
Met Ser Leu Arg Ser Gly Gly Arg Arg Arg Ala Asp 
15 10 
ccw ggc gcg gat ggc gag gee age agg gat gat ggc gcc act tec tea 160 
Pro Gly Ala Asp Gly Glu Ala Ser Arg Asp Asp Gly Ala Thr Ser Ser 

15 20 25 

gtt teg gca etc aag cgc ctg gaa egg agt cag tgg acg gat aag atg 208 
Val Ser Ala Leu Lys Arg Leu Glu Arg Ser Gin Trp Thr Asp Lys Met 

30 35 40 

gat ttg egg ttt ggt ttt gag egg ctg aag gag cet ggt gag aag aca 256 
Asp Leu Arg Phe Gly Phe Glu Arg Leu Lys Glu Pro Gly Glu Lys Thr 
45 50 55 60 

ggc tgg etc att aac atg cat cet ace gag att tta gat gaa gat aag 304 
Gly Trp Leu He Asn Met His Pro Thr Glu He Leu Asp Glu Asp Lys 

65 70 75 

cgc tta ggc agt gca gtg gat tac tac ttt att caa gat gac gga age 352 
Arg Leu Gly Ser Ala Val Asp Tyr Tyr Phe He Gin Asp Asp Gly Ser 
80 85 90 



1428 




aga wtt aag gtg gmw ttg gcc tat aaa acc gta ttt eta caa ttg cga 400 
Arg Xaa Lys Val Xaa Leu Ala Tyr Lys Thr Val Phe Leu Gin Leu Arg 

95 100 105 

cca gaa agg gtt gtg age gag aaa g 425 
Pro Glu Arg Val Val Ser Glu Lys 
110 115 

<210> 2171 

<211> 450 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 66 . . 449 



<400> 2171 

Q gagtcgcgcg ctctgctcca cccgacgggg ctgtgtgtgc tgggcctggc tcgcggcgaa 60 
ccgag atg gca gag cag teg gae gag gee gtg aag tac tae aee eta gag 110 
Ift r^et Ala Glu Gin Ser Asp Glu Ala Val Lys Tyr Tyr Thr Leu Glu 

•5,= 9^9 att cag aag cac aac cae age aag age amc tgg etg ate etg eae 158 

Glu lie Gin Lys His Asn His Ser Lys Ser Xaa Trp Leu lie Leu His 
'"O 2 0 2 5 3 0 

W cae aag gtg tac gat ttg aee aaa ttt etg gaa gag eat cct ggt ggg 2 06 

^ His Lys Val Tyr Asp Leu Thr Lys Phe Leu Glu Glu His Pro Gly Gly 
2 35 40 45 

p gaa gaa gtt tta agg gaa caa get gga ggt gae get act gag aac ttg 254 
fy Glu Glu Val Leu Arg Glu Gin Ala Gly Gly Asp Ala Thr Glu Asn Leu 
ni ^0 55 60 

atg teg ggc act eta cag wgc cag gga aat gtg nna aea ttc ate att 302 
^ Met Ser Gly Thr Leu Gin Xaa Gin Gly Asn Val Xaa Thr Phe He He 
y 65 70 75 

U ggg gag etc eat eea gta agt aea ttt tgg ggg cec ttt ett att tgt 350 
Gly Glu Leu His Pro Val Ser Thr Phe Trp Gly Pro Phe Leu He Cys 
80 85 90 95 

att aan nta tea gat gae ctt ace eta gte tgt aag ett gca tgt ata 398 
He Xaa Xaa Ser Asp Asp Leu Thr Leu Val Cys Lys Leu Ala Cys He 

100 105 110 

cac att tta aaa gga gta aag caa aaa caa etc etg att tta gga cac 446 
His He Leu Lys Gly Val Lys Gin Lys Gin Leu Leu He Leu Gly His 

115 120 125 

caa g 450 
Gin 

<210> 2172 

<211> 413 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 66 . .413 



1429 




<400> 2172 

gagtcgcgcg ctctgctcca cccgacgggg ctgtgtgtgc tgggcctggc tcgcggcgaa 
ccgag atg gca gag cag teg gac gag gcc gtg aag tac tac acc eta gag 
Met Ala Glu Gin Ser Asp Glu Ala Val Lys Tyr Tyr Thr Leu Glu 
15 10 15 

gag att cag aag cac aac cac age aag age aee tgg ctg ate etg eae 
Glu lie Gin Lys His Asn His Ser Lys Ser Thr Trp Leu lie Leu His 

20 25 30 

cac aag gtg tae gat ttg acc aaa ttt ctg gaa gag cat cct ggt ggg 
His Lys Val Tyr Asp Leu Thr Lys Phe Leu Glu Glu His Pro Gly Gly 

35 40 45 

gaa gaa gtt tta agg gaa caa gey gga ggt gac get act gag aac ttt 
Glu Glu Val Leu Arg Glu Gin Ala Gly Gly Asp Ala Thr Glu Asn Phe 

50 55 60 

gag gat syc ggg sac tet ama gat gcc agg gaa atg tec aaa aca ttc 
Glu Asp Xaa Gly Xaa Ser Xaa Asp Ala Arg Glu Met Ser Lys Thr Phe 

65 70 75 

ate att ggg gag etc cat cea gat gac aga cca aag tta aac aag cct 
lie lie Gly Glu Leu His Pro Asp Asp Arg Pro Lys Leu Asn Lys Pro 
80 85 90 95 

ccg gaa act ett ate act act att gat tet agt tee agt tgg tgg ace 
Pro Glu Thr Leu lie Thr Thr lie Asp Ser Ser Ser Ser Trp Trp Thr 

100 105 110 

aac tgg gtg ate ecc 
Asn Trp Val lie Pro 
115 



- : E 


<210> 


2173 




= 

:r?. I 


<211> 


441 






<212> 


DNA 






<213> 


Homo 


sapiens 




<220> 
<221> 


CDS 






<222> 


219 . 


440 



60 
110 



158 



206 



254 



302 



350 



398 



413 



<400> 2173 
acagagegae gctggtet 
actcgeggcg acttaect 
ggettcaggg ctgegggg 
ggagecgagg cgeteete 



agg gat 
Arg Asp 

gga aat 
Gly Asn 

ttc caa 
Phe Gin 



cca gtt tgg 
Pro Val Trp 
10 

ttt cca cgc 
Phe Pro Arg 
25 

gat gtt ate 
Asp Val 



He 



cc eagattgttg cagaaggaga cggcgtcgac gtctgactgg 
tt cagtcgtgcg cteetgatce ggcgctegga atttgtccee 
cc tggaaggagg cgtategagg eggetcgaaa aegatceagg 
tt gtcatcecac tcagcgcc atg tee tgg atg ttc aag 

Met Ser Trp Met Phe Lys 
1 5 
aag tac ttg cag aet gte cag tat gga gtt cat 
Lys Tyr Leu Gin Thr Val Gin Tyr Gly Val His 

15 20 
etc tea tat cca act ttc ttt cca cgt ttt gaa 
Leu Ser Tyr Pro Thr Phe Phe Pro Arg Phe Glu 

30 35 
cct cca gat gae ttt eta act agt gat gaa gaa 
Pro Pro Asp Asp Phe Leu Thr Ser Asp Glu Glu 



60 
120 
180 
236 



284 



332 



380 



1430 



Hi 



40 45 50 

gta gat tec gtt tta ttt gga agt ttg aga ggt cat gtg gtt gga eta 428 
Val Asp Ser Val Leu Phe Gly Ser Leu Arg Gly His Val Val Gly Leu 
55 60 65 70 

cgc tat tac acg g 441 
Arg Tyr Tyr Thr 

<210> 2174 

<211> 414 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 139. .414 



<400> 2174 

Q actagcgacg gtcgtggcgt aagaccgggg ggacgcggcg gtagcggcgg ccgttgcgat 6 0 

:,n tgattgcgct ggttgcctgc ggcgtccact tccttggccg cccttgctac actggctgat 120 
IP tgttgtgcag ccggcgcc atg tct gtg age gag ate ttc gtg gag ctg cag 171 
r; Met Ser Val Ser Glu He Phe Val Glu Leu Gin 

f=3(S 

1 5 10 

ggc ttt ttg get gee gag cag gac ate cga gag gaa rtc aag aaa agt 219 
Gly Phe Leu Ala Ala Glu Gin Asp He Arg Glu Glu Xaa Lys Lys Ser 

15 20 25 

tgn aca gag ttt aga aca aae age teg aga gat ttt aac tet act gea 267 
Xaa Thr Glu Phe Arg Thr Asn Ser Ser Arg Asp Phe Asn Ser Thr Ala 

30 35 40 

agg ggt cca tea ggg tgc tgg gtt tma gga cat tee aaa gag gtg ttt 315 
Arg Gly Pro Ser Gly Cys Trp Val Xaa Gly His Ser Lys Glu Val Phe 

45 50 55 

gaa age teg aga wea ttt tgg tac agt aaa aae aca tet aae ate ttt 363 
Glu Ser Ser Arg Xaa Phe Trp Tyr Ser Lys Asn Thr Ser Asn He Phe 
60 65 70 75 

gna aga cca aat ttc ctg ctg aac agt att ama gat ttc atg age act 411 
Xaa Arg Pro Asn Phe Leu Leu Asn Ser He Xaa Asp Phe Met Ser Thr 

80 85 90 

gga 414 
Gly 

<210> 2175 
<211> 519 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 96 . . 518 



<400> 2175 

attcetgaga gctctcctca ccaagaagca gcttctccgc tccttctagg atctccgcct 60 
ggttcggccc gectgeetcc aetcctgcet cyace atg tec ate agg gtg ace 113 



1431 




Met Ser lie Arg Val Thr 
1 5 

cag aag tec tac aag gtg tec ace tet gge ecc egg gee ttc age age 161 
Gin Lys Ser Tyr Lys Val Ser Thr Ser Gly Pro Arg Ala Phe Ser Ser 

10 15 20 

cgc tec tae acg agt ggg ecc ggt tec ege ate age tec teg age tte 209 
Arg Ser Tyr Thr Ser Gly Pro Gly Ser Arg lie Ser Ser Ser Ser Phe 

25 30 35 

tec ega gtg ggc age age aac ttt cgc ggt gge etg ggc ggc ggc tat 257 
Ser Arg Val Gly Ser Ser Asn Phe Arg Gly Gly Leu Gly Gly Gly Tyr 

40 45 50 

ggt ggg gcc age ggc atg gga ggc ate ace gca gtt acg gtc aac eag 305 
Gly Gly Ala Ser Gly Met Gly Gly lie Thr Ala Val Thr Val Asn Gin 
55 60 65 70 

age ctg etg age ecc ett gtc etg gag gtg gae ecc aac ate cag gcc 353 
Ser Leu Leu Ser Pro Leu Val Leu Glu Val Asp Pro Asn lie Gin Ala 

75 80 85 

gtg cgc acc cag gag aag gag cag ate aag ace etc aac aac aag ttt 401 
Val Arg Thr Gin Glu Lys Glu Gin lie Lys Thr Leu Asn Asn Lys Phe 

90 95 100 

gee tee ttc ata gac aag gyr egg ttc etg gag eag cag aac aag atg 449 
Ala Ser Phe lie Asp Lys Xaa Arg Phe Leu Glu Gin Gin Asn Lys Met 

105 110 115 

ctg gag ace aag tgg age etc tge age age aga aga egg etc gaa gca 497 
Leu Glu Thr Lys Trp Ser Leu Cys Ser Ser Arg Arg Arg Leu Glu Ala 

120 125 130 

aca tgg aca aca tgt teg aga g 519 
Thr Trp Thr Thr Cys Ser Arg 
135 140 



ru 



<210> 2176 

<211> 414 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 110. .412 



<400> 2176 

getttcttaa ggeeegeggg eggegcagga gcggeacteg tggetgtggt ggcttcggca 60 
geggcttcag eagatcggeg geateagegg tageaccagc aetageage atg ttg age 118 

Met Leu Ser 
1 

egg gca gtg tge ggc ace age agg eag ctg get ccg gyt ttg ggg tat 166 
Arg Ala Val Cys Gly Thr Ser Arg Gin Leu Ala Pro Xaa Leu Gly Tyr 

5 10 15 

ctg ggc tec agg cag aag eac age etc ecc gac ctg cce tac gac tac 214 
Leu Gly Ser Arg Gin Lys His Ser Leu Pro Asp Leu Pro Tyr Asp Tyr 
20 25 30 35 

gge gee etg gaa cet eac ate aac geg cag ate atg cag ctg eac eac 262 
Gly Ala Leu Glu Pro His lie Asn Ala Gin lie Met Gin Leu His His 
40 45 50 



1432 



age aag cac cac gcg gcc 
Ser Lys His His Ala Ala 
55 

aag tac cag gag gcg ttg 
Lys Tyr Gin Glu Ala Leu 
70 

ctt cag cct gca ctg aag 
Leu Gin Pro Ala Leu Lys 
85 

att ttc tg 
lie Phe 
100 



tac gtg aac aac ctg aac 
Tyr Val Asn Asn Leu Asn 
60 

gcc aan gga gat gtt aca 
Ala Xaa Gly Asp Val Thr 
75 

ttc aat ggt ggt ggt cat 
Phe Asn Gly Gly Gly His 
90 95 



gtc acc gag gag 310 
Val Thr Glu Glu 
65 

gcc cag ata get 358 

Ala Gin lie Ala 

80 

ate aat cat age 406 
lie Asn His Ser 

414 



<210> 2177 
<211> 441 
<212> DNA 

<2 13 > Homo sapiens 



O <220> 

<221> CDS 
<222> 110 . .439 

<400> 2177 

gatttceggg gmmactggtg tgacgtgtcc cgcgcttgge sagcaggaag cggcggcgaa 60 
cgcggcetga attcccggeg ecggececag ctcctctgce getgecgec atg ctcgac 118 

Met Leu Asp 

2 1 

jp ttc ttc ace att ttc tec aag gge ggg ctt gtg etc tgg tgc ttc cag 166 
fy Phe Phe Thr lie Phe Ser Lys Gly Gly Leu Val Leu Trp Cys Phe Gin 
Hi 5 10 15 

p gge gtt ane gae tea tgc acc gga cce gtt aac gcg ttg att egt tec 214 
^ Gly Val Xaa Asp Ser Cys Thr Gly Pro Val Asn Ala Leu lie Arg Ser 
^ 20 25 30 35 

gtg ctg ctg cag gaa egg gga ggt aac aac tec ttc ace eat gag gca 262 
Val Leu Leu Gin Glu Arg Gly Gly Asn Asn Ser Phe Thr His Glu Ala 

40 45 50 

etc aca etc aag tat aaa ctg gac aac cag ttt gag ctg gnn ktt gtg 310 
Leu Thr Leu Lys Tyr Lys Leu Asp Asn Gin Phe Glu Leu Xaa Xaa Val 

55 60 65 

gtt ggt ttt cag aag ate ctg aca ctg aca tat gta gac aaa ttg ata 358 
Val Gly Phe Gin Lys lie Leu Thr Leu Thr Tyr Val Asp Lys Leu lie 

70 75 80 

gat gac gtg eat egg ctg ttt egg gnn aag tac egc aca gag ate caa 406 
Asp Asp Val His Arg Leu Phe Arg Xaa Lys Tyr Arg Thr Glu lie Gin 

85 90 95 

cag caa agt get tta agt tta tta aat gge act tt 441 
Gin Gin Ser Ala Leu Ser Leu Leu Asn Gly Thr 
100 105 110 

<210> 2178 

<211> 347 

<212> DNA 

<213> Homo sapiens 



1433 



<220> 
<221> CDS 
<222> 75 . .347 



<400> 2178 

ttgaggatgg aatctttgag gtcaartcta cagctggaga cacccacttg ggtggagaag 60 

gag ttt aag cgc aag 110 
Glu Phe Lys Arg Lys 
10 

gta aga cgc etc cgt 158 
Val Arg Arg Leu Arg 
25 

tec age acc cag gcc 206 
Ser Ser Thr Gin Ala 
40 

gac ttc tat acc tec 254 
Asp Phe Tyr Thr Ser 
,^ 60 

att acc cgt gee cga ttt gaa gaa ctg aat get gac ctg ttc cgt ggc 302 



attttgacaa ccga 


atg 


gtc 


aac 


cat 


ttt 


att 


get 










Met 
1 


Val 


Asn 


His 


Phe 
5 


He 


Ala 


cat 


aag 


aag 


gac 


ate 


agt 


gag 


aac 


aag 


aga 


get 


His 


Lys 


Lys 


Asp 


He 


Ser 


Glu 


Asn 


Lys 


Arg 


Ala 






15 










20 








act 


get 


tgt 


gaa 


cgt 


get 


aag 


cgt 


acc 


etc 


tct 


Thr 


Ala 


Cys 


Glu 


Arg 


Ala 


Lys 


Arg 


Thr 


Leu 


Ser 




30 










35 










agt 


att 


gag 


ate 


gat 


tct 


etc 


tat 


gaa 


gga 


ate 


Ser 


He 


Glu 


He 


Asp 


Ser 


Leu 


Tyr 


Glu 


Gly 


He 


45 










50 










55 


att 


acc 


cgt 


gcc 


cga 


ttt 


gaa 


gaa 


ctg 


aat 


get 


lie 


Thr 


Arg 


Ala 


Arg 


Phe 


Glu 


Glu 


Leu 


Asn 


Ala 










65 










70 




acc 


ctg 


gac 


cca 


gta 


gag 


aaa 


gcc 


ctt 


cga 


gat 


Thr 


Leu 


Asp 


Pro 


Val 


Glu 


Lys 


Ala 


Leu 


Arg 


Asp 



75 



80 85 90 





<210> 


2179 




<211> 


267 


ry 


<212> 


DNA 


m 


<213> 


Homo 


:=p 


<220> 






<221> 


CDS 




<222> 


18 . . 



347 



<400> 2179 

ggeegggcgg etgeaat atg geg gag geg gaa ggg gaa age ctg gag tec 50 

Met Ala Glu Ala Glu Gly Glu Ser Leu Glu Ser 
15 10 

98 



146 



tgg 


etc 


aat 


aaa 


gcc 


acc 


aat 


cet 


tec 


aac 


cgc 


cag 


gag 


gac 


tgg 


gaa 


Trp 


Leu 


Asn 


Lys 


Ala 


Thr 


Asn 


Pro 


Ser 


Asn 


Arg 


Gin 


Glu 


Asp 


Trp 


Glu 








15 










20 










25 






tac 


ata 


att 


ggc 


ttc 


tgt 


gat 


cag 


ate 


aac 


aag 


gag 


ctg 


gaa 


ggg 


cca 


Tyr 


He 


He 


Gly 


Phe 


Cys 


Asp 


Gin 


He 


Asn 


Lys 


Glu 


Leu 


Glu 


Gly 


Pro 






30 










35 










40 








cag 


ate 


gcc 


gtc 


cga 


ctg 


ctg 


gcc 


cac 


aag 


ate 


cag 


tec 


cca 


cag 


gaa 


Gin 


He 


Ala 


Val 


Arg 


Leu 


Leu 


Ala 


His 


Lys 


He 


Gin 


Ser 


Pro 


Gin 


Glu 




45 










50 










55 










tgg 


gag 


geg 


etc 


cag 


gcc 


ctg 


aeg 


gtg 


ctg 


gag 


gea 


tgc 


atg 


aag 


aac 


Trp 


Glu 


Ala 


Leu 


Gin 


Ala 


Leu 


Thr 


Val 


Leu 


Glu 


Ala 


Cys 


Met 


Lys 


Asn 


60 










65 










70 










75 


tgt 


ggg 


agg 


aga 


ttt 


cat 


aac 


gaa 


g 

















194 



242 



267 



1434 



Cys Gly Arg Arg Phe His Asn Glu 
80 

<210> 2180 

<211> 264 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 13 . .264 



<400> 2180 

ggacgcgcac st atg gca gag ggc age ggg gaa gtg gtc gca gtg tct gcg 51 
Met Ala Glu Gly Ser Gly Glu Val Val Ala Val Ser Ala 
15 10 
acg ggg ctg cca acg gcc tea aca atg ggg cag gcg gga cct egg ega 99 
Q Thr Gly Leu Pro Thr Ala Ser Thr Met Gly Gin Ala Gly Pro Arg Arg 
5 15 20 25 

Hf3 cga cct gca acc set gtc gcg caa ctg cat aag ate ctg gag acg egg 147 

Arg Pro Ala Thr Xaa Val Ala Gin Leu His Lys lie Leu Glu Thr Arg 
in 30 35 40 45 

Ctg gac aac gac aag gag atg tta gaa get etc aag gea ctt tea acc 195 
^ Leu Asp Asn Asp Lys Glu Met Leu Glu Ala Leu Lys Ala Leu Ser Thr 
^ SO 55 60 

ttt ttt gtt gaa aat agt ctg egg act cga aga aat tta cgt gga gat 243 
s Phe Phe Val Glu Asn Ser Leu Arg Thr Arg Arg Asn Leu Arg Gly Asp 

O 65 70 75 

ify att gaa cgt aaa agt tta gcc 2 64 

fi] lie Glu Arg Lys Ser Leu Ala 
8 0 

y <210> 2181 

Q <211> 379 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 51. .377 



<400> 2181 

etgegcagte ggtgtetccg cgtegetggg tgggaettgg cteggcggce atg ggc 56 

Met Gly 
1 

aag cag aac age aag ctg egg ccc gag atg ttg cag gac ctg ega gag 104 
Lys Gin Asn Ser Lys Leu Arg Pro Glu Met Leu Gin Asp Leu Arg Glu 

5 10 15 

aac aca gag ttc tea gag ctg gag ctg cag gag tgg tac aag ggc ttc 152 
Asn Thr Glu Phe Ser Glu Leu Glu Leu Gin Glu Trp Tyr Lys Gly Phe 

20 25 30 

etc aag gae tge ccc aca gga ate etc aat gtg gat gag ttc aag aag 200 
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Leu Lys Asp Cys Pro Thr 
35 40 
ate tac gcc aac ttc ttt 
lie Tyr Ala Asn Phe Phe 
55 

cac gtc ttc cgc acc ttt 
His Val Phe Arg Thr Phe 
70 

egg gag ttc ate att gcg 
Arg Glu Phe He He Ala 
85 

age aga age tea tgt ggg 
Ser Arg Ser Ser Cys Gly 
100 



Gly He Leu Asn Val Asp 
45 

cec tat ggt gac gcc tec 
Pro Tyr Gly Asp Ala Ser 
60 

gac acc aac age gat ggc 
Asp Thr Asn Ser Asp Gly 
75 

ctg age gtg acc teg cgc 
Leu Ser Val Thr Ser Arg 
90 

ect tea gea tgt atg ac 
Pro Ser Ala Cys Met 
105 



Glu Phe Lys Lys 
50 

aag ttt gee gag 248 
Lys Phe Ala Glu 
65 

acc ata gac ttt 296 
Thr He Asp Phe 
80 

gge eec gcc tgg 344 

Gly Pro Ala Trp 

95 

379 



<210> 2182 

<211> 501 

<212> DNA 

<213> Homo sapiens 



<220> 



<221> CDS 
<222> 92 . .499 



<400> 2182 

aaaaageegt tctccaatta aagctgttaa cgtgtactac gctgttteet tgttggattt 60 
= tettgttete tgctgetact gtaaaaacga a atg agt ggt ect get eag gtt 112 

•gi Met Ser Gly Pro Ala Gin Val 

m 15 

cea atg atg tec cca aat ggt tct gtg ect ect ate tat gtg ect ect 160 
Pro Met Met Ser Pro Asn Gly Ser Val Pro Pro He Tyr Val Pro Pro 

10 15 20 

gga tat gee cea eag gtt att gaa gac aat ggt gtt ega aga gtt gtc 208 
Gly Tyr Ala Pro Gin Val He Glu Asp Asn Gly Val Arg Arg Val Val 

25 30 35 

gtg gtc ect eag gea cea gag ttt eae ect ggt agt cac aca gtt etc 256 
Val Val Pro Gin Ala Pro Glu Phe His Pro Gly Ser His Thr Val Leu 
40 45 50 55 

eae egt tct cea cat ect ect eta ect ggt ttc att ect gtc cca act 304 
His Arg Ser Pro His Pro Pro Leu Pro Gly Phe He Pro Val Pro Thr 

60 65 70 

atg atg ceg ect cca eea egt eat atg tae tea cec gtg act gga get 352 
Met Met Pro Pro Pro Pro Arg His Met Tyr Ser Pro Val Thr Gly Ala 

75 80 85 

gga gac atg aca aea eag tat atg eea eag tat cag tct tea caa gtc 400 
Gly Asp Met Thr Thr Gin Tyr Met Pro Gin Tyr Gin Ser Ser Gin Val 

90 95 100 

tat gga gat gta gat get eae tet aea eat gga agg tec aac ttt aga 448 
Tyr Gly Asp Val Asp Ala His Ser Thr His Gly Arg Ser Asn Phe Arg 

105 110 115 

gat gaa cga tct agt aaa aea tat gaa egt ttg eag aaa aaa ttg aag 496 
Asp Glu Arg Ser Ser Lys Thr Tyr Glu Arg Leu Gin Lys Lys Leu Lys 
120 125 130 135 
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gat eg 501 
Asp 

<210> 2183 
<211> 282 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 45 . . 281 



<400> 2183 

aaccgcctcc tctggctccc cggtcagagg gccggagcga gaag atg gcg aag acg 56 

Met Ala Lys Thr 
1 

tac gat tat etc ttc aag etc ctg ctg ate ggc gac teg ggg gta ggc 104 
O Tyr Asp Tyr Leu Phe Lys Leu Leu Leu lie Gly Asp Ser Gly Val Gly 
iip 5 10 15 2 0 

Ijl aag ace tgc etc ctg tte ege ttc tea gag gac gee ttc aac ace ace 152 
Lys Thr Cys Leu Leu Phe Arg Phe Ser Glu Asp Ala Phe Asn Thr Thr 

25 30 35 

ttc ate tec acc ate gga att gat ttt aaa att aga acg ata gaa eta 200 
Phe He Ser Thr He Gly He Asp Phe Lys He Arg Thr He Glu Leu 

4 0 4 5 5 0 

gat gga aag aaa att aag ctt cag ata tgg gac aca gcg ggt cag gaa 248 
a Asp Gly Lys Lys He Lys Leu Gin He Trp Asp Thr Ala Gly Gin Glu 

O ■ 55 60 65 

fy ^9^ ttc cga aca ate acg aca gcg tac tae aga g 2 82 

f|; Arg Phe Arg Thr He Thr Thr Ala Tyr Tyr Arg 
70 75 

^ <210> 2184 

^ <211> 500 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 93 . . 500 



<400> 2184 

eaetcgggge atcgcggegg cetttetagc cgctgtccca agggttggtc tcgegcttte 60 
ggctgcgage tetctgtggt getggeagcg ac atg tgg ege etc ecg gga etc 113 

Met Trp Arg Leu Pro Gly Leu 

1 5 

ctg ggc cga get ctt ccc egt aca ctg gga cet age etc tgg agg gtg 161 
Leu Gly Arg Ala Leu Pro Arg Thr Leu Gly Pro Ser Leu Trp Arg Val 

10 15 20 

act cet aag tec acc age eca gat ggg cet cag act ace tec tec act 209 
Thr Pro Lys Ser Thr Ser Pro Asp Gly Pro Gin Thr Thr Ser Ser Thr 
25 30 35 
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m 



ttg ctg gtt cct gtg cct aac 
Leu Leu Val Pro Val Pro Asn 
40 45 
ggc acg age ggg ggt cca agg 
Gly Thr Ser Gly Gly Pro Arg 
60 

tgg atg tct tec cgt gte tee 
Trp Met Ser Ser Arg Val Ser 
75 

tgg ggc act ctg gee gtg ctg 
Trp Gly Thr Leu Ala Val Leu 
90 

ttc cag gca tec ctg cca gca 
Phe Gin Ala Ser Leu Pro Ala 
105 110 
tgg cac agt cee ctg gae ngt 
Trp His Ser Pro Leu Asp Xaa 
120 125 
tgc 
Cys 

<210> 2185 
<211> 473 
<212> DNA 

<213> Homo sapiens 



etc 
Leu 

tec 
Ser 

ccg 
Pro 

gee 

Ala 

95 

gga 

Gly 



gac 
Asp 

cat 
His 

aac 

Asn 

80 

ctg 

Leu 



agg tea 
Arg Ser 

50 
gga tgg 
Gly Trp 
65 

ace eta 
Thr Leu 

cag ctg 
Gin Leu 



cct cag egg 
Pro Gin Arg 



ttc ttc tea tct 
Phe Phe Ser Ser 
130 



ggt cec 
Gly Pro 

aag gat 
Lys Asp 

tgg gat 
Trp Asp 

gca agg 
Ala Arg 
100 
gta gaa 
Val Glu 
115 

nnc ktg 
Xaa Xaa 



cat 
His 

gee 
Ala 

gee 

Ala 

85 

cag 

Gin 



ggc cca 
Gly Pro 

55 
ttc eaa 
Phe Gin 
70 

ata tct 
lie Ser 

ate cac 
lie His 



cac tgc tec 
His Cys Ser 

tgg cas cca 
Trp Xaa Pro 
135 



257 



305 



353 



401 



449 



497 



500 



<220> 
<221> CDS 
<222> 111 . .473 



<400> 2185 

aactctttat caategtett ccggegcagc ccgtecetgt 
cgetgttcgt cegggttttt tacgttttaa tttecaggac 



tttttgtgct ectccgagct 60 
ttgaaetgee atg tec 116 
Met Ser 



tct 
Ser 

gag 
Glu 

gtg 

Val 

35 

ttc 

Phe 



gaa gaa 
Glu Glu 
5 

cag gca 
Gin Ala 
20 

gtc gtt 
Val Val 

ate acc 
lie Thr 



gga 
Gly 

ctg 
Leu 

gte 
Val 

ttc 
Phe 



aag etc ttc 
Lys Leu Phe 



atg aac gga gag 
Met Asn Gly Glu 
70 

ggc aag tct get 
Gly Lys Ser Ala 
85 



gaa 
Glu 

aag 
Lys 

acc 

Thr 

55 

tct 

Ser 



gac cac 
Asp His 

25 
gac egg 
Asp Arg 
40 

aac cca 
Asn Pro 

ctg gat 
Leu Asp 



gtg gga ggg etc 
Val Gly Gly Leu 
10 

ttc age agt ttc 
Phe Ser Ser Phe 



egg gga acc 

Arg Gly Thr 



gag act 
Glu Thr 

gag cat 
Glu His 

ggt cgt 
Gly Arg 
75 

aga gga 
Arg Gly 
90 



cag egg 
Gin Arg 

45 
get tea 
Ala Ser 
60 

cag ate 
Gin He 

ggt ggc 
Gly Gly 



aac ttt aac acc 
Asn Phe Asn Thr 
15 

gga cct ate tct 
Gly Pro He Ser 
30 

tec agg ggt ttt 
Ser Arg Gly Phe 



gtt gee 
Val Ala 

cgt gtg 
Arg Val 

ttt ggg 
Phe Gly 
95 



atg aga 
Met Arg 
65 

gat eat 
Asp His 
80 

gee eat 
Ala His 



gac 
Asp 

gag 
Glu 

ggt 

Gly 

50 

gee 

Ala 

gca 
Ala 

ggg 

Gly 



164 



212 



260 



308 



356 



404 
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cgt ggt cgc age tac tet aaa ggt ggt ggg gae agg get atg gga gtg 4 52 

Arg Gly Arg Ser Tyr Ser Lys Gly Gly Gly Asp Arg Ala Met Gly Val 

100 105 110 

gea ggt att atg aca gte gaa 473 
Ala Gly lie Met Thr Val Glu 
115 120 

<210> 2186 

<211> 490 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 313 . .489 



<400> 2186 

gattgggage cgcggasttt caggaegagc ecetggagcg ceggggacta gcggtteett 
tcegatgcte tttceatetg cccteeaegt gaeagggett gcgetgettc tatttatcag 
tttgettgtt teaggcattt cacgtggaee aggtggatea tctgtgegtg eagetgcctt 
ggeectetea gttgeeeccg eeeegtggga gtegggggat teeatcctte gtgatggeat 
ccataeeggg ttgagatttg aagaccttge ttctcateac ecactggatt atgeeecagg 
etttcctaee ca atg ate ete ttg eaa eac gee gtg ett eet cca eet aag 
Met lie Leu Leu Gin His Ala Val Leu Pro Pro Pro Lys 
15 10 
eag cee tea cee teg cct eet atg tea gtg gee aee agg tet aca gga 
Gin Pro Ser Pro Ser Pro Pro Met Ser Val Ala Thr Arg Ser Thr Gly 

15 20 25 

aec ttg eag ett cca cca eag aag eet ttt ggg eag gag get tec ttg 
Thr Leu Gin Leu Pro Pro Gin Lys Pro Phe Gly Gin Glu Ala Ser Leu 
30 35 40 45 

eet ett gca ggg gaa gaa gag tta teg aag gga ggg gag caa g 
Pro Leu Ala Gly Glu Glu Glu Leu Ser Lys Gly Gly Glu Gin 
50 55 



60 
120 
180 
240 
300 
351 



399 



447 



490 



<210> 2187 

<211> 461 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 34 . .459 



<400> 2187 

cttcgatect cggggagcce aggagaecag aae atg aae tee ttc aat tat ace 54 

Met Asn Ser Phe Asn Tyr Thr 
1 5 

ace cct gat tat ggg cac tat gat gac aag gat ace ctg gae etc aac 102 
Thr Pro Asp Tyr Gly His Tyr Asp Asp Lys Asp Thr Leu Asp Leu Asn 

10 15 20 

ace cct gtg gat aaa act tet aac acg ctg cgt gtt cca gac ate ctg 150 
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if*! 



Thr Pro Val Asp Lys Thr Ser Asn Thr Leu Arg Val Pro Asp lie Leu 

25 30 35 

gcc ttg gtc ate ttt gca gtc gtc ttc ctg gtg gga gtg ctg ggc aat 198 
Ala Leu Val lie Phe Ala Val Val Phe Leu Val Gly Val Leu Gly Asn 
40 45 50 55 

gcc ctg gtg gtc tgg gtg acg gca ttc gag gcc aag egg acc ate aat 246 
Ala Leu Val Val Trp Val Thr Ala Phe Glu Ala Lys Arg Thr lie Asn 

60 65 70 

gee ate tgg ttc etc aac ttg geg gta gcg act tec tct ect gee tgg 294 
Ala lie Trp Phe Leu Asn Leu Ala Val Ala Thr Ser Ser Pro Ala Trp 

75 80 85 

ege tgc cea tct tgt tea cgt cea ttg tac age ate acc amt ggc cct 342 
Arg Cys Pro Ser Cys Ser Arg Pro Leu Tyr Ser lie Thr Xaa Gly Pro 

90 95 100 

ttg gcg ggg ccg cct gca gma tec tgc cct ecc tea tec tgc tea aca 390 
Leu Ala Gly Pro Pro Ala Xaa Ser Cys Pro Pro Ser Ser Cys Ser Thr 

105 110 115 

tgt acg cea gca tec tgm tec tgg cea eca tea rmg ccg amc gen wte 438 
Cys Thr Pro Ala Ser Xaa Ser Trp Pro Pro Ser Xaa Pro Xaa Ala Xaa 
120 125 130 135 

tgc tgg tgt tta aac cea tct gg 461 
Cys Trp Cys Leu Asn Pro Ser 
140 

<210> 2188 

<211> 403 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 57 . .401 



<400> 2188 

atttctecce agggggctct aggetgtgga tgtgagaagg ggageaaggg aggeag atg 59 

Met 
1 

geg aca agg aac age cee atg ecc ctg ggc acg get cag ggt gae^ cct 107 
Ala Thr Arg Asn Ser Pro Met Pro Leu Gly Thr Ala Gin Gly Asp Pro 

5 10 15 

gga gag gnm gga aca egg ecc ggc cct gac gcc age etc egg gac aca 155 
Gly Glu Xaa Gly Thr Arg Pro Gly Pro Asp Ala Ser Leu Arg Asp Thr 

20 25 30 

ggt geg gee act cag etc aag atg aag ecc agg aag gtg cae aag ate 203 
Gly Ala Ala Thr Gin Leu Lys Met Lys Pro Arg Lys Val His Lys lie 

35 40 45 

aag gcg gtc ate ate gae ctg ggc tec cag tac tgc aag tgc ggc tac 251 
Lys Ala Val lie lie Asp Leu Gly Ser Gin Tyr Cys Lys Cys Gly Tyr 
50 55 60 65 

geg gga gag ccg agg ecc acc tac ttc ate tec tec acc gtg ggc aaa 299 
Ala Gly Glu Pro Arg Pro Thr Tyr Phe lie Ser Ser Thr Val Gly Lys 

70 75 80 

ege tgc ecc gag gcg gcc gac get ggc gam acc cgc aag tgg act tta 347 



1440 





2^ 



Arg Cys Pro Glu Ala Ala Asp Ala Gly Xaa Thr Arg Lys Trp Thr Leu 

85 90 95 

9tg ggc cat gag ctg etc aac acg gag gcc gcc tct caa get ggt gaa 395 
Val Gly His Glu Leu Leu Asn Thr Glu Ala Ala Ser Gin Ala Gly Glu 

100 105 110 

ccc get ga 403 
Pro Ala 
115 

<210> 2189 

<211> 200 

<212> DNA 

<213 > Homo sapiens 

<220> 
<221> CDS 
<222> 17 . . 199 

.."S <400> 2189 

||i acgttttagc gttacc atg gat cct gga ggt gcc cgc gaa cac tge ttg teg 52 

Met Asp Pro Gly Gly Ala Arg Glu His Cys Leu Ser 
15 10 
cct ggg caa ceg gag agg acg aag cag gae eta ggt ggc ggc ggg tgg 100 
Pro Gly Gin Pro Glu Arg Thr Lys Gin Asp Leu Gly Gly Gly Gly Trp 
15 20 25 

'S kam egg get gma atg gtg tee aat eee gtg eat ggc ttg ccc ttt ctt 148 
2 Xaa Arg Ala Xaa Met Val Ser Asn Pro Val His Gly Leu Pro Phe Leu 

p 30 35 40 

fll eeg ggc acg tec ttt aag gae tct aeg aaa aea gcc ttc cac aga agt 196 
^1 Pro Gly Thr Ser Phe Lys Asp Ser Thr Lys Thr Ala Phe His Arg Ser 
■'^ 45 50 55 60 

t cag a 200 
Gin 

<210> 2190 
<211> 333 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 120. .332 



<400> 2190 

gttagccagc ttggegctgg etcccggaat atggagccct gggegegggg gcggcgtgtc 60 
aggtggttgc ggastggtaa gaatcatatt ctaagaactc agccactcag gtateeaee 119 
^tg gtg ctg ggt cct gaa cag aag atg tea gat gae agt gtt tet gga 167 
Met Val Leu Gly Pro Glu Gin Lys Met Ser Asp Asp Ser Val Ser Gly 
15 10 15 

gat cat ggg gag tct gcc agt ctt ggt aac ate aac cct gcc tat agt 215 
Asp His Gly Glu Ser Ala Ser Leu Gly Asn lie Asn Pro Ala Tyr Ser 
20 25 30 
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aat ccc tct ctt tea cag tec cct ggg gac tea gag gag tae tte gee 263 
Asn Pro Ser Leu Ser Gin Ser Pro Gly Asp Ser Glu Glu Tyr Phe Ala 

35 40 45 

act tac ttt aat gag aag ate tec att cct gag gag gag tae tct tgt 311 
Thr Tyr Phe Asn Glu Lys lie Ser lie Pro Glu Glu Glu Tyr Ser Cys 

50 55 60 

ttt age ttt cgt aaa etc tgg g 333 
Phe Ser Phe Arg Lys Leu Trp 
65 70 

<210> 2191 

<211> 299 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 101 . .298 



<400> 2191 

agtetgattt ackgctctgc tgaaaaecgc ttegeteccg caknntcage aecggaggcg 60 
gcggctgcag eageagcaac aagtcgggac ttttagagta atg caa cag aag get 115 

Met Gin Gin Lys Ala 
15 

ttt gag gaa age aga tat ccc tgg cag gag tec ttt gag aat gtt get 163 
^ Phe Glu Glu Ser Arg Tyr Pro Trp Gin Glu Ser Phe Glu Asn Val Ala 
E 10 15 20 

Q 9tg tge ctg cea tta ege tgc ceg agg tgt gga gac eat ace aga ttt 211 
fy Val Cys Leu Pro Leu Arg Cys Pro Arg Cys Gly Asp His Thr Arg Phe 

Hi 

aga age ttg tea tee ttg agg gee eat ctg gag tte agt eac age tae 259 
J Arg Ser Leu Ser Ser Leu Arg Ala His Leu Glu Phe Ser His Ser Tyr 
y 40 45 50 

=^ gaa gaa aga ace etc ttg aea aaa tge agt etc ttt cea t 299 
Glu Glu Arg Thr Leu Leu Thr Lys Cys Ser Leu Phe Pro 
55 60 65 

<210> 2192 

<211> 398 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 152 . .397 



<400> 2192 

aagtaaccca cgtgcttceg etggageetc tegggaggcg ggtaaegtta tagtatttgt 60 
cagaagttgg ggtetccgtg ggcattgtga teegtcccag geagtggatt aggaggecag 120 
aaggagatcc etteeaeggt getaggetga g atg gat cct etc agg gee caa 172 

Met Asp Pro Leu Arg Ala Gin 

1 5 
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caq 


ctq 


QCt 


QCQ 
^ ^ 


Qrr 


ctg 


gag 


gtg 




atg 


atg 


gcc 


gat 


atg 


L. CtL- 


aae 


Gin 


Leu 


Ala 
10 


Ala 


Xaa 


Leu 


Glu 


Val 
15 


Glu 


Met 


Met 


Ala 


Asp 


Met 


Tyr 


Asn 


aga 


ata 


acc 


ag t 


■gcc 




cac 


egg 


aag 


trtt 

ugu 




c c t 


ee t 


cac 


t- a r* 

L. ac 


aag 


Arg 


Met 


Thr 


Ser 


Ala 


Cys 


His 
30 


Arg 


Lys 


Cys 


Val 


Pro 
35 


Pro 


His 


Tyr 


Lys 


gaa 


gca 


gag 


etc 


tec 


aag 


ggc 


gag 


tct 


gtg 


tgc 


ctg 


gae 


cga 


tgt 


gte 


Glu 


Ala 


Glu 


Leu 


Ser 


Lys 


Gly Glu 


Ser 


Val 


Cys 


Leu 


Asp 


Arg 


Cys 


Val 


40 










45 










50 










55 


tct 


aag 


tac 


ctg 


gac 


ate 


cat 


gag 


egg 


atg 


ggc 


aaa 


aag 


ttg 


aca 


gag 


Ser 


Lys 


Tyr 


Leu 


Asp 
60 


He 


His 


Glu 


Arg 


Met 
65 


Gly 


Lys 


Lys 


Leu 


Thr 
70 


Glu 


ttg 


tct 


atg 


cag 


gat 


gaa 


gag 


ctg 


atg 


aag 


agg 


g 










Leu 


Ser 


Met 


Gin 
75 


Asp 


Glu 


Glu 


Leu 


Met 
80 


Lys 


Arg 













220 



268 



316 



364 



398 



<210> 2193 

<211> 366 

n <212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 79 . . 366 

^ <400> 2193 

a aagaccaagc atteagcaag ecactcttcc acctecctta ctgcaggaag gcactccgaa 60 

Q gaeataagte ggtkagac atg get gaa gat aaa age aag aga gae tec ate 111 

pj Met Ala Glu Asp Lys Ser Lys Arg Asp Ser He 

m 1 5 10 

gag atg agt atg aag gga tgc cag aca aac aac ggg ttt gtc cat aat 159 
^ Glu Met Ser Met Lys Gly Cys Gin Thr Asn Asn Gly Phe Val His Asn 

15 20 25 

M gaa gac att ctg gag cag acc ecg gat cea ggm age tea aca gac aae 207 
Glu Asp He Leu Glu Gin Thr Pro Asp Pro Gly Ser Ser Thr Asp Asn 

30 35 40 

ctg aag cac age acc agg ggc ate ctt ggc tec cag gag cec gac ttc 255 
Leu Lys His Ser Thr Arg Gly He Leu Gly Ser Gin Glu Pro Asp Phe 

45 50 55 

aag ggc gtc cag ccc tat gcg ggg atg ccc aag gag gtg ctg ttc cag 303 
Lys Gly Val Gin Pro Tyr Ala Gly Met Pro Lys Glu Val Leu Phe Gin 
60 65 70 75 

ttc tct ggc cag gee cgc tac egc ata cct ctg gag ate etc ttc tgg 351 
Phe Ser Gly Gin Ala Arg Tyr Arg He Pro Leu Glu He Leu Phe Trp 

80 85 90 

etc gca gtg get tct 366 
Leu Ala Val Ala Ser 
95 

<210> 2194 
<211> 495 
<212> DNA 

<213> Homo sapiens 
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<220> 
<221> CDS 
<222> 20. .493 



<400> 2194 

gcagtgcctt gcggctgta atg get gcc ccc age tgg cgc ggg get agg ett 52 

Met Ala Ala Pro Ser Trp Arg Gly Ala Arg Leu 
15 10 

gtt caa teg gtg tta aga gtc tgg eag gtg gge cet eat gtc geg agg 100 

Val Gin Ser Val Leu Arg Val Trp Gin Val Gly Pro His Val Ala Arg 

15 20 25 

gag egg gtg ate cct ttt tec tea etc tta gge ttc caa egg agg tgc 148 

Glu Arg Val lie Pro Phe Ser Ser Leu Leu Gly Phe Gin Arg Arg Cys 

30 35 40 

gtg tee tge gtc geg ggg tec get ttc tet ggt eee cgc ttg gee teg 196 

Val Ser Cys Val Ala Gly Ser Ala Phe Ser Gly Pro Arg Leu Ala Ser 

O 4^ 50 55 

get tet cgc agt rrt gge car ggs tet gee etg gae eac ttc etc gga 244 

Ala Ser Arg Ser Xaa Gly Gin Gly Ser Ala Leu Asp His Phe Leu Gly 

60 65 70 75 

ttc tet eag ccc gac agt teg gtg act cct tgc gtc ccc geg gtg tec 292 

Phe Ser Gin Pro Asp Ser Ser Val Thr Pro Cys Val Pro Ala Val Ser 

^ 80 85 90 

^ atg aac aga gat gag eag gat gtc etc ttg gtc cat eac cet gat atg 340 

-43 Met Asn Arg Asp Glu Gin Asp Val Leu Leu Val His His Pro Asp Met 

s 95 100 105 

Q cct gag aat tec egg gtc eta ega gtg gtc etc etg gga gee ecg aat 388 

Pro Glu Asn Ser Arg Val Leu Arg Val Val Leu Leu Gly Ala Pro Asn 

fU 110 115 120 

9ca ggg aag tea aca etc tec aac eag eta mtg gge ega aag gtg ttc 436 

J Ala Gly Lys Ser Thr Leu Ser Asn Gin Leu Xaa Gly Arg Lys Val Phe 

125 130 135 

cct gtt tec agg aat gtg cat act ast cgc tge caa get etg ggg gtc 484 

Pro Val Ser Arg Asn Val His Thr Xaa Arg Cys Gin Ala Leu Gly Val 

140 145 150 155 

ate aca gag aa 495 
He Thr Glu 

<210> 2195 

<211> 452 

<212> DNA 

<2 13 > Homo sapiens 

<220> 
<221> CDS 
<222> 102 . .452 



<400> 2195 

atagteagtg gcggcgctga agagaccggt tgecgccatg atagaacage agaagcgtaa 60 
gggcecagag ttgccgctgg ttccagtcaa geggeagegn c atg agt tge tgt tgg 116 

Met Ser Cys Cys Trp 
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m 



4^ 



1 5 

gag egg ggt ctg gcc cag gag ccs ggg cag cag cag gcg acg ccg gga 164 
Glu Arg Gly Leu Ala Gin Glu Pro Gly Gin Gin Gin Ala Thr Pro Gly 

10 15 20 

gcc ttg ctg caa gcg gga cct cca aga tgt tec tee ctt caa gee cca 212 
Ala Leu Leu Gin Ala Gly Pro Pro Arg Cys Ser Ser Leu Gin Ala Pro 

25 30 35 

ate atg ctg etc tct gga cat gaa ggg gaa gtc tac tgc tgc aag ttc 260 
He Met Leu Leu Ser Gly His Glu Gly Glu Val Tyr Cys Cys Lys Phe 

40 45 50 

cac ccc aae gga ten aee tta gea tct gca gga ttt gae ega ctg ata 308 
His Pro Asn Gly Ser Thr Leu Ala Ser Ala Gly Phe Asp Arg Leu He 

55 60 65 

tta ctg tgg aat gte tat ggt gae tgt gat aae tat gcc aca ctg aag 356 
Leu Leu Trp Asn Val Tyr Gly Asp Cys Asp Asn Tyr Ala Thr Leu Lys 
70 75 80 85 

gga eae agt gga gca gtg atg gaa ttg can tac aae aca gat ggc agt 404 
Gly His Ser Gly Ala Val Met Glu Leu Xaa Tyr Asn Thr Asp Gly Ser 

90 95 100 

atg ett ttc tea gca tee aca gat aaa acc gtg get gtg tgg gat agt 452 
Met Leu Phe Ser Ala Ser Thr Asp Lys Thr Val Ala Val Trp Asp Ser 

105 110 115 

<210> 2196 

<211> 374 

•<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 99. . 374 



<400> 2196 

gctaggaaga ggeegegtgg ggegaaggeg gcgcttggct ggtggggece geggcgggat 60 
ttteceggge ggegagageg gatctatett gggatccc atg get ttc ttt act ggg 116 

Met Ala Phe Phe Thr Gly 
1 5 

etc tgg ggc ccc ttc acc tgt gta age aga gtg ctg age eat cac tgt 164 
Leu Trp Gly Pro Phe Thr Cys Val Ser Arg Val Leu Ser His His Cys 

10 15 20 

ttc age acc act ggg agt ctg agt gcg att cag aag atg acg egg gta 212 
Phe Ser Thr Thr Gly Ser Leu Ser Ala He Gin Lys Met Thr Arg Val 

25 30 35 

ega gtg gtg gae aae agt gee ctg ggg aae age cca tac cat egg get 260 
Arg Val Val Asp Asn Ser Ala Leu Gly Asn Ser Pro Tyr His Arg Ala 

40 45 50 

cct egc tgc ate cat gtc tat aag aag aat gga gtg ggc aag gtg ggc 308 
Pro Arg Cys He His Val Tyr Lys Lys Asn Gly Val Gly Lys Val Gly 
55 60 65 70 

gae cag ata eta ctg gee ate aag gga cag aag aaa aag gcg etc att 356 
Asp Gin He Leu Leu Ala He Lys Gly Gin Lys Lys Lys Ala Leu He 

75 80 85 

gtg ggg cac tgc atg cct 374 
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Val Gly His Cys Met Pro 
90 

<210> 2197 
<211> 345 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 184 . . 345 



<400> 2197 

ctctagtcat cgccctcgca gcggcggcca acatcaccgc cactgccacc cctcccagac 60 
tgtggacggg aggatggagt cgatggccgt cgctaccgac ggcggggaga ggccgggggt 12 0 
cccagcgggc tcaggtctgt cggcttccca gcgtcgggcg gastgcgtcg gagaaagctg 180 
etc atg aac teg gaa eag ege ate aac egg ate atg ggc ttt eae agg 228 
Met Asn Ser Glu Gin Arg lie Asn Arg lie Met Gly Phe His Arg 
15 10 15 

een ggg age ggc gcg gaa gaa gaa agt eaa aea aaa tea aag eag eag 276 
Pro Gly Ser Gly Ala Glu Glu Glu Ser Gin Thr Lys Ser Lys Gin Gin 

20 25 30 

gac agt gat aaa etg aac tec etc age gtt eet tee gtt tea aag ega 324 
Asp Ser Asp Lys Leu Asn Ser Leu Ser Val Pro Ser Val Ser Lys Arg 

35 40 45 

gta gtg etg ggt gat tea gte 345 
Val Val Leu Gly Asp Ser Val 
50 

<210> 2198 

<211> 390 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 91. .390 



<400> 2198 

eattcttcgc tgctgategc gggattcttt ttggataggg ttgaegtteg tggatagact 60 
catatctgtg aceagtgtee gccaccgegg atg gea aga gae etg ate gga ccg 114 

Met Ala Arg Asp Leu lie Gly Pro 

1 5 

gcc etg ccg eee ggc ttc aag gee ege gga aea gcg gag gac gaa gag 162 
Ala Leu Pro Pro Gly Phe Lys Ala Arg Gly Thr Ala Glu Asp Glu Glu 

10 15 20 

egg gae eeg age eet gtt gea gga cea get etg ccc cct aat tat aaa 210 
Arg Asp Pro Ser Pro Val Ala Gly Pro Ala Leu Pro Pro Asn Tyr Lys 
25 30 35 40 

age agt agt tea gat tea tea gae age gat gaa gac agt agt tct ttg 258 
Ser Ser Ser Ser Asp Ser Ser Asp Ser Asp Glu Asp Ser Ser Ser Leu 
45 50 55 



1446 




tac gaa gaa gga aat caa gaa tct gaa gaa gat gac agt ggt cca act 306 
Tyr Glu Glu Gly Asn Gin Glu Ser Glu Glu Asp Asp Ser Gly Pro Thr 

60 65 70 

gca aga aaa cag agg aaa aat cag gat gat gac gat gat gat gat gat 354 
Ala Arg Lys Gin Arg Lys Asn Gin Asp Asp Asp Asp Asp Asp Asp Asp 

75 80 85 

ggg ttt ttt gga cca gcc ctt cct cct gga ttt aaa 390 
Gly Phe Phe Gly Pro Ala Leu Pro Pro Gly Phe Lys 
90 95 100 

<210> 2199 

<211> 232 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 56 . . 232 



|f| <400> 2199 

1^' ctctgtgcct cgttgtcccc tggcgcaccc ggacatctct cagggtgccg gcacc atg 58 
hi Met 

106 



154 



202 



232 





aag 


ate 


tgg 


act 


teg 


gag 


cac 


gte 


ttt 


gac 


cac 


ccg 


tgg 


gaa 


act 


gtk 




Lys 


He 


Trp 


Thr 


Ser 


Glu 


His 


Val 


Phe 


Asp 


His 


Pro 


Trp 


Glu 


Thr 


Val 












5 










10 










15 








aca 


aca 


get 


gca 


atg 


cag 


aaa 


tac 


cca 


aac 


cct 


atg 


aac 


cca 


agt 


gtg 




Thr 


Thr 


Ala 


Ala 


Met 


Gin 


Lys 


Tyr 


Pro 


Asn 


Pro 


Met 


Asn 


Pro 


Ser 


Val 


W- 








20 










25 










30 








5 xf 


gtt 


gga 


gtt 


gat 


gtg 


ttg 


gac 


aga 


cat 


ata 


gat 


ecc 


tct 


gga 


aag 


ttg 


+■ 


Val 


Gly 


Val 


Asp 


Val 


Leu 


Asp 


Arg 


His 


He 


Asp 


Pro 


Ser 


Gly Lys 


Leu 






35 










40 










45 












cac 


age 


cam 


aga 


ctt 


etc 


age 


aca 


gag 


tgg 
















His 


Ser 


Xaa 


Arg 


Leu 


Leu 


Ser 


Thr 


Glu 


Trp 
















50 












55 






















<210> 


2200 






























<211> 


265 






























<212> 


DNA 






























<213> 


Homo sapiens 


























<220 


> 


































<221> 


CDS 






























<222> 


33 


. .263 



























<400> 2200 

cceaggatgc ggtgegtgct tctgcecagc ge atg ggt gac ace cac act ggc 53 

Met Gly Asp Thr His Thr Gly 

1 5 

ctg geg ctg gte tat gcc aag gaa cag ctg ttt get gaa gca tea ggt 101 

Leu Ala Leu Val Tyr Ala Lys Glu Gin Leu Phe Ala Glu Ala Ser Gly 

10 15 20 
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5 ^ E 



gcc egg cca ggg gtg ccc aaa gtg ctg gtg tgg gtg aca gat ggc ggs 14 9 

Ala Arg Pro Gly Val Pro Lys Val Leu Val Trp Val Thr Asp Gly Gly 

25 30 35 

tec age gac cet gtg gge cce ccc atg cag gag etc aag gae ctg ggc 197 
Ser Ser Asp Pro Val Gly Pro Pro Met Gin Glu Leu Lys Asp Leu Gly 
40 45 50 55 

gtc ace gtg ttc att gtc age acc ggc cga kgc aac ttc ctg gag ctg 245 
Val Thr Val Phe lie Val Ser Thr Gly Arg Xaa Asn Phe Leu Glu Leu 

60 65 70 

tea gee get gee tea gee ce 265 
Ser Ala Ala Ala Ser Ala 
75 

<210> 2201 

<211> 420 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 39 . .419 



<400> 2201 

agctgegctg ccggaggaaa cggaagaagg ageaaget atg gag ggg aac agg gat 56 

Met Glu Gly Asn Arg Asp 
1 5 

gag get gag aaa tgt gtc gag ate gee egg gag gee ctg aac gcc gge 104 
Glu Ala Glu Lys Cys Val Glu He Ala Arg Glu Ala Leu Asn Ala Gly 

10 15 20 

aac cge gag aag gcc cag cgc ttc ctg cag aag gee gag aag etc tac 152 
Asn Arg Glu Lys Ala Gin Arg Phe Leu Gin Lys Ala Glu Lys Leu Tyr 

25 30 35 

cca mtg cet teg gcc egc gca eta ttg gaa ata att atg aaa aat gga 200 
Pro Xaa Pro Ser Ala Arg Ala Leu Leu Glu He He Met Lys Asn Gly 

40 45 50 

age aeg get gga aat age cet eat tgc cga aaa cca tea ggt agt gge 248 
Ser Thr Ala Gly Asn Ser Pro His Cys Arg Lys Pro Ser Gly Ser Gly 
55 60 65 70 

gat caa age aag cet aat tgc aca aag gac age aca tet ggt agt ggt 296 
Asp Gin Ser Lys Pro Asn Cys Thr Lys Asp Ser Thr Ser Gly Ser Gly - 

75 80 85 

gaa ggt gga aaa gge tat ace aaa gac caa gta gat gga gtt etc age 344 
Glu Gly Gly Lys Gly Tyr Thr Lys Asp Gin Val Asp Gly Val Leu Ser 

90 95 100 

ata aac aaa tgt aaa aat yac kat gaa gta ett gga gtt aeg aaa gat 392 
He Asn Lys Cys Lys Asn Xaa Xaa Glu Val Leu Gly Val Thr Lys Asp 

105 110 115 

get ggt gat gaa gat ttg aaa aaa get t 420 
Ala Gly Asp Glu Asp Leu Lys Lys Ala 
120 125 

<210> 2202 
<211> 249 



1448 




<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 73 . . 249 



<400> 2202 

aggactaggc acctctgcac gtccyscccc gccggaagtg gaggccgcgg gctctgagcg 60 
gcccctgccc gg atg gca aca gta gtt eta gga gga gac acc atg ggc cct 111 
Met Ala Thr Val Val Leu Gly Gly Asp Thr Met Gly Pro 
15 10 
gag cgt ate ttc ccc aat cag act gag gaa ctg gga cat cag ggc cct 159 
Glu Arg lie Phe Pro Asn Gin Thr Glu Glu Leu Gly His Gin Gly Pro 

15 20 25 

tea gaa ggc act ggg gat tgg age agt gag gag cct gag gaa gag cag 207 
Ser Glu Gly Thr Gly Asp Trp Ser Ser Glu Glu Pro Glu Glu Glu Gin 
30 35 40 45 

•r.fi 9^9 9^^ ^^9 999 ^^9 99*^ 9^^ 99*^ tac tec tac cag ccc 249 

2^ Glu Glu Thr Gly Ser Gly Pro Ala Gly Tyr Ser Tyr Gin Pro 
f: 50 55 

<210> 2203 

<211> 398 

^ <212> DNA 

<213> Homo sapiens 

<220> 
St <221> CDS 

IZ <222> 172 . .396 



<400> 2203 

gcgcetcecg gaagtggceg gtccagaget gtggggtggc ctccgcgcgg tctctggcsg 60 
agtcggggaa tcggatcaag gcgagaggat ccggcaggga aggagcttcg gggccggggg 12 0 
ttgggccgca catttaegtg cgegaaggan gtggaccggg agetggtgae g atg gcg 177 

Met Ala 
1 

ggg ceg cag ccc ctg gcg ctg caa ctg gaa cag ttg ttg aac ccg cga 225 
Gly Pro Gin Pro Leu Ala Leu Gin Leu Glu Gin Leu Leu Asn Pro Arg 

5 10 15 

cca age gag gcg gac cct gaa gcg gac ccc gag gaa gee act get gee 273 
Pro Ser Glu Ala Asp Pro Glu Ala Asp Pro Glu Glu Ala Thr Ala Ala 

20 25 30 

agg gtg att gac agg ttt gat gaa ggg gaa gat ggg gaa ggt gat ttc 321 
Arg Val lie Asp Arg Phe Asp Glu Gly Glu Asp Gly Glu Gly Asp Phe 
35 40 45 I 50 

eta gta gtg ggt age att aga aaa ctg gca tea gee tee etc ttg gac 369 
Leu Val Val Gly Ser lie Arg Lys Leu Ala Ser Ala Ser Leu Leu Asp 

55 60 65 

acg gac aaa agg tat tgc ggc aaa ace ac 3 98 

Thr Asp Lys Arg Tyr Cys Gly Lys Thr 
70 75 
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<210> 2204 

<211> 353 

<212> DNA 

<2 13 > Homo sapiens 

<220> 
<221> CDS 
<222> 84 . . 353 



<400> 2204 

aacttctcgg gaagatgagg cagtttggca tctgtggccg agttgctgtt gccgggtgat 60 
agttggagcg gagacttagc at a atg gca gaa cct gtt tct cca ctg aag cac 113 

Met Ala Glu Pro Val Ser Pro Leu Lys His 
15 10 

ttt gtg ctg get aag aag gcg att act gca ate ttt gac cag tta ctg 161 

Phe Val Leu Ala Lys Lys Ala lie Thr Ala lie Phe Asp Gin Leu Leu 

O 20 25 

gag ttt gtt act gaa gga tea cat ttt gtt gaa gca aca tat aag aat 209 

Glu Phe Val Thr Glu Giy Ser His Phe Val Glu Ala Thr Tyr Lys Asn 

f: 30 35 40 

ccg gaa ctt gat cga ata gcc act gaa gat gat ctg gta gaa atg caa 257 

^ Pro Glu Leu Asp Arg lie Ala Thr Glu Asp Asp Leu Val Glu Met Gin 

^ 45 50 55 

=^ gga tat aaa gac aag ctt tec ate att ggt gag nkg eta tct egg aga 3 05 

^ Gly Tyr Lys Asp Lys Leu Ser lie lie Gly Glu Xaa Leu Ser Arg Arg 

a 60 65 70 

Q cac atg aag gtg gca ttt ttt ggc agg aca age agt ggg aag age tct 353 

ify His Met Lys Val Ala Phe Phe Gly Arg Thr Ser Ser Gly Lys Ser Ser 
75 80 85 90 

J <210> 2205 

y <211> 294 

O <212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 101 . .292 



<400> 2205 

gacccggcag tacggcaaat atggcggagc atctgttgaa tctteaagtc caggaggttc 60 
agcaacatea gatgaccatg aatttgatce atcagctgac atg ctg gtt cat gat 115 

Met Leu Val His Asp 
1 5 

ktt gat gat gar cga aca tta gaa gag gaa gaa atg atg gaa gga gaa 163 
Xaa Asp Asp Glu Arg Thr Leu Glu Glu Glu Glu Met Met Glu Gly Glu 

10 15 20 

aca aae ttc age tct gaa ata gaa gat ctt gca agg gaa ggc gac atg 211 
Thr Asn Phe Ser Ser Glu lie Glu Asp Leu Ala Arg Glu Gly Asp Met 

25 30 35 

eea att cat gaa ctt etc age ctt tat ggt tat ggt agt act gtt cga 259 



1450 




Pro lie His Glu Leu Leu Ser Leu Tyr Gly Tyr Gly Ser Thr Val Arg 

40 45 50 

eta cct gaa gaa gat gag gaa gag gaa gaa gag ga 
Leu Pro Glu Glu Asp Glu Glu Glu Glu Glu Glu 
55 60 



294 



<210> 2206 

<211> 633 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 260. 



.631 



<400> 2206 

acgtaaccgt tcaagcatcc ctccttccca ggacacactc aaagcgtcag agcggtccgc 
tcttctcaag tcctattggc tcaagtccat gcgtctcatg gcactgccgg gtgagaggcg 
gaaaaaggcc ttcccaggcg cgagaagatg acgtcacagt agcccggccg ggcgccgagg 
ttgccttagg gctctctgcc cagtaacagg catcgaacgg tgcagactga agacgccctc 
cgtcagcgac gccgtcgca atg gcc att tgt caa ttc ttc ctt caa ggc egg 

Met Ala lie Cys Gin Phe Phe Leu Gin Gly Arg 
15 10 
tgc cgc ttt gga gat egg tge tgg aac gaa eat cee ggt get agg ggt 
Cys Arg Phe Gly Asp Arg Cys Trp Asn Glu His Pro Gly Ala Arg Gly 

15 20 25 

gea gga gga gga egg eag eaa eeg eag eag cag ect tea ggt aat aat 
Ala Gly Gly Gly Arg Gin Gin Pro Gin Gin Gin Pro Ser Gly Asn Asn 

30 35 40 

aga egt gga tgg aat aen act age cag aga tat tee aat gte ate cag 
Arg Arg Gly Trp Asn Thr Thr Ser Gin Arg Tyr Ser Asn Val lie Gin 

45 50 55 

eea tec agt ttc tee aaa tee aca eca tgg ggg ggc age aga gat eaa 
Pro Ser Ser Phe Ser Lys Ser Thr Pro Trp Gly Gly Ser Arg Asp Gin 
60 65 70 75 

gaa aag eea tat ttc agt tct ttt gat tet gga get tea act aac agg 
Glu Lys Pro Tyr Phe Ser Ser Phe Asp Ser Gly Ala Ser Thr Asn Arg 

80 85 90 

aag gaa ggc ttt gga ttg tet gag aac cca ttt get tea ctt agt cct 
Lys Glu Gly Phe Gly Leu Ser Glu Asn Pro Phe Ala Ser Leu Ser Pro 

95 100 105 

gat gag eag aaa gat gaa aag aaa ctt ctg gaa gga att gta aaa gat 
Asp Glu Gin Lys Asp Glu Lys Lys Leu Leu Glu Gly lie Val Lys Asp 
110 115 120 

atg ga 
Met 



60 
120 
180 
240 
292 



340 



388 



436 



484 



532 



580 



628 



633 



<210> 2207 

<211> 446 

<212> DNA 

<2 13 > Homo sapiens 



<220> 



1451 




<221> CDS 
<222> 88 . . 444 

<400> 2207 

ctctctcttc cgccgtcgtc gccgccatcc tcggcgcgac tcgcttcttt cggttctacc 60 
tgggagaatc caccgccatc cgccacc atg gtg aac ttc acg gta gac cag ate 114 

Met Val Asn Phe Thr Val Asp Gin lie 

1 5 





cgc 


gcc 


ate 


atg 


gae 


aag 


dcty 


gee 


aac 


ja 1- 


cgc 


aac 


a uy 


4- f- 

cec 


gtc 


■n i- 

ace 


162 




Airg 


Ala 


He 


Met 


ir 


Lys 


Lys 




Asn 


X xe 


Arg 


Asn 


Ma 4- 


Ser 


val 


Tin 

1 le 
















lb 










20 










25 






gcc 


cac 


gtg 


gac 


eat 


gge 


aag 


tee 


acg 


ctg 


aca 


gac 


tec 


ctg 


gtg 


tge 


210 




Ala 


His 


Val 


Asp 


His 
30 


Gly 


Lys 


Ser 


Thr 


Leu 
35 


Thr 


Asp 


Ser 


Leu 


Val 
40 


Cys 






aag 


gcg 


gge 


ate 


ate 


gee 


teg 


gcc 


egg 


gee 


ggg 


gag 


aca 


cgc 


ttc 


act 


258 




Lys 


Ala 


Gly 


He 
45 


He 


Ala 


Ser 


Ala 


Arg 
50 


Ala 


Gly 


Glu 


Thr 


Arg 
55 


Phe 


Thr 






gat 


acc 


egg 


aag 


gac 


gag 


cag 


gag 


egt 


tge 


ate 


ace 


ate 


aag 


tea 


act 


306 




Asp 


Thr 


Arg 


Lys 


Asp 


Glu 


Gin 


Glu 


Arg 


Cys 


He 


Thr 


He 


Lys 


Ser 


Thr 




■ss«r 






60 










65 










70 










iM= 


gcc 


ate 


tec 


etc 


ttc 


tae 


gag 


etc 


teg 


gag 


aat 


gac 


ttg 


aac 


ttc 


ate 


354 




Ala 


He 


Ser 


Leu 


Phe 


Tyr 


Glu 


Leu 


Ser 


Glu 


Asn 


Asp 


Leu 


Asn 


Phe 


He 








75 










80 










85 












aag 


cag 


age 


aag 


gac 


ggt 


gcc 


gge 


ttc 


etc 


ate 


aac 


etc 


akt 


gac 


tec 


402 




Lys 


Gin 


Ser 


Lys 


Asp 


Gly 


Ala 


Gly 


Phe 


Leu 


He 


Asn 


Leu 


Xaa 


Asp 


Ser 




f'i 


90 










95 










100 










105 






ccc 


ggg 


cat 


gtc 


gac 


ttc 


tee 


teg 


gag 


gtg 


act 


get 


gcc 


etc 


eg 




446 




Pro 


Gly 


His 


Val 


Asp 


Phe 


Ser 


Ser 


Glu 


Val 


Thr 


Ala 


Ala 


Leu 


















110 










115 

























<210> 


2208 




<211> 


322 




<212> 


DNA 




<213> 


Homo 




<220> 






<221> 


CDS 




<222> 


28 . . 




<400> 


2208 



sapiens 



ctagetgcag ecggagectg ggagacg atg eat cac tgt aag ega tac cgc tec 54 



Met His His Cys Lys Arg Tyr Arg Ser 
1 5 



cct 


gaa 


cea 


gac 


ceg 


tac 


ctg 


age 


tac 


ega 


tgg 


aag 


agg 


agg 


agg 


tee 


102 


Pro 


Glu 


Pro 


Asp 


Pro 


Tyr 


Leu 


Ser 


Tyr 


Arg 


Trp 


Lys 


Arg 


Arg 


Arg 


Ser 




10 










15 










20 










25 




tae 


agt 


egg 


gaa 


cat 


gaa 


ggg 


aga 


ctg 


ega 


tae 


ecg 


tee 


ega 


agg 


asr 


150 


Tyr 


Ser 


Arg 


Glu 


His 


Glu 


Gly 


Arg 


Leu 


Arg 


Tyr 


Pro 


Ser 


Arg 


Arg 


Xaa 












30 










35 










40 






cct 


ccc 


cea 


ega 


aga 


tct 


egg 


tec 


aga 


age 


eat 


gac 


cgc 


ctg 


ccc 


tac 


198 


Pro 


Pro 


Pro 


Arg 


Arg 


Ser 


Arg 


Ser 


Arg 


Ser 


His 


Asp 


Arg 


Leu 


Pro 


Tyr 





45 50 55 



1452 




cag agg agg tac egg gag cgc cgt gac age gat aea tac egg tgt gaa 24 6 

Gin Arg Arg Tyr Arg Glu Arg Arg Asp Ser Asp Thr Tyr Arg Cys Glu 

60 65 70 

gag egg ase cat eet ttg gag agg act act atg gac ett eac gtt etc 294 
Glu Arg Xaa His Pro Leu Glu Arg Thr Thr Met Asp Leu His Val Leu 

75 80 85 

gtc ate gte ggc sat cgc ggg aga ggg g 322 
Val lie Val Gly Xaa Arg Gly Arg Gly 
90 95 

<210> 2209 

<211> 343 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 50. .343 



<400> 2209 

aagtgtggge tggggtccge ggcggcgaea gcggcggcgg eggcegggg atg cat eac 58 

Met His His 
1 

tgt aag ega tac cgc tee ect gaa eca gac ceg tac etg age tac ega 106 
Cys Lys Arg Tyr Arg Ser Pro Glu Pro Asp Pro Tyr Leu Ser Tyr Arg 

5 10 15 

tgg aag agg agg agg tec tac agt egg gaa eat gaa ggg aga etg ega 154 
Trp Lys Arg Arg Arg Ser Tyr Ser Arg Glu His Glu Gly Arg Leu Arg 
20 25 30 35 

tac ceg tec ega agg age etc cec eac gaa gat etc ggt eca gaa gee 202 
Tyr Pro Ser Arg Arg Ser Leu Pro His Glu Asp Leu Gly Pro Glu Ala 

40 45 50 

atg ace gee tgc ect ace aga gga ggt ace ggg age gee gtg aea gcg 250 
Met Thr Ala Cys Pro Thr Arg Gly Gly Thr Gly Ser Ala Val Thr Ala 

55 60 65 

ata cat ace ggt gtg aag age gga sec ate ett tgg aga gga eta eta 298 
He His Thr Gly Val Lys Ser Gly Xaa He Leu Trp Arg Gly Leu Leu 

70 75 80 

tgg ace ttc acg ttc teg tea teg teg gcg ate gcg gga gag ggg 343 
Trp Thr Phe Thr Phe Ser Ser Ser Ser Ala He Ala Gly Glu Gly 

85 90 95 

<210> 2210 

<211> 403 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 233 . .403 



<400> 2210 



1453 




agatcgccga agcgtcggac taccgttggt ttccgcaact tcctggatta 

ggcactttgc aatatatttt tccgcctttt ctggaaggat ttcgctgctt 

tggacgagcg ctctagctct gtgggaaggt tttgggctct ctggctcgga 

tctccctggg gactgccgtg gagccgcatc cactgtggat tataattgca 



tcctcgccaa 
cccgaagtct 
ttttgcaatt 
ac atg acg 

Met Thr 

1 



ctg 


gaa 


gag 


etc 


gtg 


geg 


tge 


gac 


aae 


geg 


geg 


eag 


aag 


atg 


eag 


acg 


Leu 


Glu 


Glu 
5 


Leu 


Val 


Ala 


Cys 


Asp 
10 


Asn 


Ala 


Ala 


Gin 


Lys 
15 


Met 


Gin 


Thr 


gtg 


acc 


gcc 


geg 


gtg 


gag 


gag 


ctt 


ttg 


gtg 


gee 


get 


eag 


cgc 


cag 


gat 


Val 


Thr 


Ala 


Ala 


Val 


Glu 


Glu 


Leu 


Leu 


Val 


Ala 


Ala 


Gin 


Arg 


Gin 


Asp 




20 










25 










30 






cgc 


etc 


aca 


gtg 


ggg 


gtg 


tac 


gag 


teg 


gee 


aag 


ttg 


atg 


aat 


gtg 


gac 


Arg 


Leu 


Thr 


Val 


Gly 


Val 


Tyr 


Glu 


Ser 


Ala 


Lys 


Leu 


Met 


Asn 


Val 


Asp 


35 










40 










45 










5 0 


cca 


gac 


age 


gtg 


gtc 


etc 


tge 




















Pro 


Asp 


Ser 


Val 


Val 
55 


Leu 


Cys 





















<210> 2211 

<211> 492 

<212> DNA 

<213> Homo sapiens 



60 
120 
180 
238 



286 



334 



382 



403 



<220> 
<221> CDS 
<222> 52 . . 492 



?5 i 



<400> 2211 

aagggcegga cegeagctgt gctegettec ggaagtggct 



geg 


gac 


etc 


gge 


tta 


ate 


gga 


acc 


ata 


gge 


Ala 


Asp 


Leu 


Gly 


Leu 


He 


Gly 


Thr 


He 


Gly 






5 










10 






gtg 


gag 


ecc 


gag 


tct 


gac 


tee 


ggg 


gac 


gag 


Val 


Glu 


Pro 


Glu 


Ser 


Asp 


Ser 


Gly 


Asp 


Glu 




20 










25 








gtg 


ctg 


gge 


aga 


cga 


caa 


aaa 


get 


ttg 


ggg 


Val 


Leu 


Gly 


Arg 


Arg 


Gin 


Lys 


Ala 


Leu 


Gly 


35 










40 










ttc 


aae 


cet 


gat 


ttc 


gtt 


ttc 


act 


gag 


aag 


Phe 


Asn 


Pro 


Asp 


Phe 


Val 


Phe 


Thr 


Glu 


Lys 










55 










60 


age 


tgg 


gee 


ctg 


get 


gat 


gtc 


atg 


age 


caa 


Ser 


Trp 


Ala 


Leu 


Ala 


Asp 


Val 


Met 


Ser 


Gin 








70 










75 




gee 


act 


aca 


tta 


gat 


gag 


aag 


att 


gag 


aaa 


Ala 


Thr 


Thr 


Leu 


Asp 


Glu 


Lys 


He 


Glu 


Lys 






85 










90 






aca 


gag 


gat 


aaa 


gaa 


gcc 


aag 


tct 


ggg 


aag 


Thr 


Glu 


Asp 


Lys 


Glu 


Ala 


Lys 


Ser 


Gly 


Lys 




100 










105 









45 



tctgcgacaa c atg ctt 57 
Met Leu 
1 

gat gac gag gtg ccg 105 
Asp Asp Glu Val Pro 
15 

gag gag ggg ecc att 153 

Glu Glu Gly Pro He 

30 

aac cgc agt get gat 201 
Asn Arg Ser Ala Asp 
50 

ggg acg tac gat gge 249 
Gly Thr Tyr Asp Gly 
65 

aag aag aag agg gca 2 97 

Lys Lys Lys Arg Ala 
80 

cga aag aaa agg aaa 345 
Arg Lys Lys Arg Lys 
95 

gaa aag gag aaa gaa 3 93 

Glu Lys Glu Lys Glu 

110 



1454 





yj 



iiU 



?3 



gca aag gaa ggc tct gaa cca aag gag cag gaa gac ctt caa gag aat 441 

Ala Lys Glu Gly Ser Glu Pro Lys Glu Gin Glu Asp Leu Gin Glu Asn 

115 120 125 130 

gat gag gaa ggc tea gaa gat gaa gcc teg gag act gac tac tea tea 489 

Asp Glu Glu Gly Ser Glu Asp Glu Ala Ser Glu Thr Asp Tyr Ser Ser 

135 140 145 

get. 492 
Ala 

<210> 2212 

<211> 195 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 32 . . 193 



<400> 2212 

tgttttggcg tccgtttgct gcggtaggaa c atg gcg gat egg etc acg cag 52 

Met Ala Asp Arg Leu Thr Gin 
1 5 

ctt cag gae get gtg aat teg ctt gca gat cag ttt tgt aat gee att 100 
Leu Gin Asp Ala Val Asn Ser Leu Ala Asp Gin Phe Cys Asn Ala lie 

10 15 20 

gga gta ttg eag caa tgt ggt cct cet gee tct ttc aat aat att cag 148 
Gly Val Leu Gin Gin Cys Gly Pro Pro Ala Ser Phe Asn Asn lie Gin 

25 30 35 

aca gca att aae aaa gae cag cca get aac cct aca gaa gag tat ge 195 
Thr Ala lie Asn Lys Asp Gin Pro Ala Asn Pro Thr Glu Glu Tyr 
40 45 50 

<210> 2213 

<211> 197 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 15 . . 197 



<400> 2213 

gcgggtaaac agae atg gcc ggc gaa gga gat eag cag gae get gcg eac 50 
Met Ala Gly Glu Gly Asp Gin Gin Asp Ala Ala His 
15 10 
aae atg ggc aac eac ctg ecg etc etg cct gea gag agt gag gaa gaa 98 
Asn Met Gly Asn His Leu Pro Leu Leu Pro Ala Glu Ser Glu Glu Glu 

15 20 25 

gat gaa atg gaa gtt gaa gac cag gat agt aaa gaa gee aaa aaa cca 146 
Asp Glu Met Glu Val Glu Asp Gin Asp Ser Lys Glu Ala Lys Lys Pro 

30 35 40 

aac ate ata aat ttt gae aee agt etg ecg aca tea eat aca tae eta 194 



1455 



Asn lie lie Asn Phe Asp Thr Ser Leu Pro Thr Ser His Thr Tyr Leu 

45 50 55 60 

ggt 197 

Gly 

<210> 2214 

<211> 444 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 150 . .443 



<400> 2214 

ctccattggg cacatctggg aggaaggcaa cctcctttgt cgtcttgttg gtaccagtca 60 
ttctcaagta tctctgacac ctgtggtggt tcagtttgct gagcctgcca cctggtatga 120 
p attagrctgg gtgtratgaa cattcatcc atg gat ata ccc tac cat ttt gcg 173 
ufE Met Asp lie Pro Tyr His Phe Ala 

m 15 

. ttg cct tat aac caa ggc aca etc ccc ata aga gtt tac tgc aga gaa 221 

Leu Pro Tyr Asn Gin Gly Thr Leu Pro lie Arg Val Tyr Cys Arg Glu 

^ 10 15 20 

■ ?^ 

aga aca gca aaa cag cca ccc tec ttg aat tta caa etc att ate tgc 269 
Hi Arg Thr Ala Lys Gin Pro Pro Ser Leu Asn Leu Gin Leu lie lie Cys 

25 30 35 40 

a aac agg ttt tct tta aat cca aga cae agg atg gga aat gns ttt ccc 317 

Asn Arg Phe Ser Leu Asn Pro Arg His Arg Met Gly Asn Xaa Phe Pro 
ni 45 50 55 

f%\ cae cag gta etc aga ggt ctg cag gaa gtg act ccc ggg caa ggc aga 3 65 

'2 His Gin Val Leu Arg Gly Leu Gin Glu Val Thr Pro Gly Gin Gly Arg 
£ 60 65 70 

M ctt cag trn tec ctg aag cgt gas atg tgg act gca tgg ctg ggt ggg 413 
M Leu Gin Xaa Ser Leu Lys Arg Xaa Met Trp Thr Ala Trp Leu Gly Gly 
75 80 85 

gae tgg tgg atg tct ctg gag etc cag aam c 444 
Asp Trp Trp Met Ser Leu Glu Leu Gin Xaa 
90 95 

<210> 2215 

<211> 235 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 24 . .233 



<400> 2215 

acaataatca etgaacattg aat atg aag gtg teg get eta aeg tgg cct cag 53 

Met Lys Val Ser Ala Leu Thr Trp Pro Gin 
15 10 
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etc gag gtt cag ggg aaa gag aaa cag tec age agt cag agg sec ttg 101 
Leu Glu Val Gin Gly Lys Glu Lys Gin Ser Ser Ser Gin Arg Xaa Leu 

15 20 25 

gat gga gtc ctg etg teg ccc agg ctg gag tgc aat gge aca ate teg 149 
Asp Gly Val Leu Leu Ser Pro Arg Leu Glu Cys Asn Gly Thr lie Ser 

30 35 40 

get eae tgc aac etc cae ett ctg ggt tea agt gat tet ect gee tea 197 
Ala His Cys Asn Leu His Leu Leu Gly Ser Ser Asp Ser Pro Ala Ser 

45 50 55 

gee tec caa gta gea ggg gtt aea ggt gee cge eat ea 235 
Ala Ser Gin Val Ala Gly Val Thr Gly Ala Arg His 
60 65 70 

<210> 2216 
<211> 256 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 34 . .255 



yj <400> 2216 

tatttatgtg acetgtgngg gtattttgga gtc atg ttt ttt etg aac att gee 54 

Met Phe Phe Leu Asn lie Ala 

atg tte att gtg gta atg gtg cag ate tgt ggg agg aat gge aag aga 102 
^ Met Phe lie Val Val Met Val Gin lie Cys Gly Arg Asn Gly Lys Arg 
10 15 20 

age aac egg ace ctg aga gaa gaa gtg tta agg aac etg cge agt gtg 150 
Ser Asn Arg Thr Leu Arg Glu Glu Val Leu Arg Asn Leu Arg Ser Val 
^ 25 30 35 

gtt age ttg ace ttt etg ttg gge atg aca tgg ggt ttt gea tte ttt 198 
Val Ser Leu Thr Phe Leu Leu Gly Met Thr Trp Gly Phe Ala Phe Phe 
40 45 50 55 

gee tgg gga ccc tta aat ate ccc tte atg tae etc tte tee ate tte 246 
Ala Trp Gly Pro Leu Asn lie Pro Phe Met Tyr Leu Phe Ser lie Phe 

60 65 70 

aat tea tta e 256 
Asn Ser Leu 

<210> 2217 
<211> 427 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 21 . .425 



<400> 2217 

^gtgtgatgg aggagagaag atg geg gaa gcg gaa ttt aag gae eat agt aca 53 
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Met Ala Glu Ala Glu Phe Lys Asp His Ser Thr 
15 10 

get atg gat act gaa cca aac ccg gga aca tct tct gtg tea aca aea 101 

Ala Met Asp Thr Glu Pro Asn Pro Gly Thr Ser Ser Val Ser Thr Thr 

15 20 25 

aee age agt ace aec aee acc aec ate acc aet tec tee tct ega atg 149 

Thr Ser Ser Thr Thr Thr Thr Thr He Thr Thr Ser Ser Ser Arg Met 

30 35 40 

cag cag cca cag ate tct gtc tac agt ggt tea gac ega cat get gta 197 

Gin Gin Pro Gin He Ser Val Tyr Ser Gly Ser Asp Arg His Ala Val 

45 50 55 

cag gta att caa cag gca ttg cat cng cec ccc age tea get get cag 245 

Gin Val He Gin Gin Ala Leu His Xaa Pro Pro Ser Ser Ala Ala Gin 
60 65 70 75 

tac ctt cag caa atg tat gea gee caa caa cag cae ttg atg ctg cat 293 

Tyr Leu Gin Gin Met Tyr Ala Ala Gin Gin Gin His Leu Met Leu His 

80 85 90 

act gca get ctt cag cag cag cat ttn ngc age tec cag ctt cag age 341 

Thr Ala Ala Leu Gin Gin Gin His Xaa Xaa Ser Ser Gin Leu Gin Ser 

95 100 105 

ctt get get gtt cag gca agt ttg tec agt gga aga cca tct aca tct 389 

Leu Ala Ala Val Gin Ala Ser Leu Ser Ser Gly Arg Pro Ser Thr Ser 
n 115 120 

^ ccc aca gga agt gtc aea cag cag tea agt atg tee ca 427 

-J Pro Thr Gly Ser Val Thr Gin Gin Ser Ser Met Ser 

^ 125 130 135 



ru 



<210> 2218 

<211> 638 

<212> DNA 

<213> Homo sapiens 



4= <220> 



<221> CDS 
<222> 471. . 638 



<400> 2218 

tctcatttec teceagcetc gtgegggaaa tggetttaat tetgaeggca gggctgtgag 60 
ggactagegg gaasceggag sekttttgtc aaggaactge ggcgteggtt gecagteaac 120 
cccgccgecg cggagccgct geactgctgg gggatctccc agcagctctg acgagegcgg 180 
getgcageat gggcagaaaa cgetgctctg eagattagct gggtggattt tttaagcgca 240 
ceccaeccce caaaeccata aataacaaaa ccaaeecgca gtggccgaee ggagataget 300 
aagatgecgc geaggagttt eeacctggat gtttgaggtt gtgtagatgt ggccggmacc 360 
cttgagagtg gagctagggg gtgcagactg agcagtgaac agaaggagee ttggaeaggg 420 
ctgggccage ctcccgagtt ccaggagcga attgcaaacc caccgggaaa atg age 476 

Met Ser 
1 

gaa gag aeg gtc ccc gag get gee teg ccg ccg ccc ccg cag gsm agg 524 
Glu Glu Thr Val Pro Glu Ala Ala Ser Pro Pro Pro Pro Gin Xaa Arg 

5 10 15 

cet tac ttt gae cgc ttc tea gag gac gac ccc gag tae atg cgc ctt 572 
Pro Tyr Phe Asp Arg Phe Ser Glu Asp Asp Pro Glu Tyr Met Arg Leu 
20 25 30 
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cgm aac egg gcg gcg gac ctg egg mag gac tww aac ctg atg gag eag 62 0 

Arg Asn Arg Ala Ala Asp Leu Arg Xaa Asp Xaa Asn Leu Met Glu Gin 
35 40 45 50 

aag aag cgc gte acc atg 638 
Lys Lys Arg Val Thr Met 
55 

<210> 2219 
<211> 305 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 135 . .305 



<400> 2219 

cecccccget cttacgcggt ctgtgggaga eeggageggg agacagcggt gacaggagca 60 
fj gcggccggga gccettaggg aggcagacag agectgeagc caatgcccca ggagcectcg 120 
gttccaacca actg atg cee ctg tgc cea ctg gee cac gee atg eag ccc 170 
Met Pro Leu Cys Pro Leu Ala His Ala Met Gin Pro 
15 10 
cag tec gtt ctg cac age ggc tac tte cac cea eta ett egg gee tgg 218 
Gin Ser Val Leu His Ser Gly Tyr Phe His Pro Leu Leu Arg Ala Trp 
^ 15 20 25 

cag aca gcc acc acc acc etc aat gee tec aac etc ate tac ccc ate 266 
s Gin Thr Ala Thr Thr Thr Leu Asn Ala Ser Asn Leu lie Tyr Pro lie 

p 30 35 40 

R; ttt gte aeg gat gtt ect gat gac ata eag cct ate ace 305 
Phe Val Thr Asp Val Pro Asp Asp lie Gin Pro lie Thr 
45 50 55 



<210> 2220 

<211> 332 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 3 . .332 



<400> 2220 

ca atg esc atg cgc gar gcg cga gcg gtt tct ccc aac aca gtg gtt 47 
Met Xaa Met Arg Glu Ala Arg Ala Val Ser Pro Asn Thr Val Val 
15 10 15 

ccc acg gtt gte ttg gaa ace aga cee ega ggc ttg gca gag cag gag 95 
Pro Thr Val Val Leu Glu Thr Arg Pro Arg Gly Leu Ala Glu Gin Glu 

20 25 30 

cee teg gtg gca gtg ett ggg tgt cga ggc tct gag get ccg gcc tea 143 
Pro Ser Val Ala Val Leu Gly Cys Arg Gly Ser Glu Ala Pro Ala Ser 

35 40 45 

cct eye cac rgg gte gaa ggs aac gte tec gga tgc eag sas teg caa 191 
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=r3 = 



Pro Xaa His Xaa Val Glu Gly Asn Val Ser Gly Cys Gin Xaa Ser Gin 

50 55 60 

^99 9CC gac cat gat gat gaa acc cca ggc rga gac skg gaa gca rca 23 9 

Arg Ala Asp His Asp Asp Glu Thr Pro Gly Xaa Asp Xaa Glu Ala Xaa 

65 70 75 

egg gat ccc age etc agg cot gca egg aeg gtg ttg gtt ggg tea ctg 287 
Arg Asp Pro Ser Leu Arg Pro Ala Arg Thr Val Leu Val Gly Ser Leu 
80 85 90 95 

tea tgg eta aga aag caa etc caa ece aca eac tgc aaa tat gaa 332 
Ser Trp Leu Arg Lys Gin Leu Gin Pro Thr His Cys Lys Tyr Glu 
100 105 110 

<210> 2221 

<211> 281 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 109. .279 



<400> 2221 

gagcctagga ctgagggcga tggctgctgt ggccgtggct gttcgcgagg aetcgggate 60 
cgggatgaag gcggasttcc ccctgggcct ggggcagtgg ggagggaa atg ace aaa 117 

Met Thr Lys 

1 

gaa gaa aag ctg eag ctt egg aag gaa aag aaa cag cag aag aag aaa 165 
Glu Glu Lys Leu Gin Leu Arg Lys Glu Lys Lys Gin Gin Lys Lys Lys 

5 10 15 

egg aag gaa gaa aag ggg gca gaa cca gag act ggc tet get gta tet 213 
Arg Lys Glu Glu Lys Gly Ala Glu Pro Glu Thr Gly Ser Ala Val Ser 
20 25 30 35 

gca gcc caa tgt caa gta ggc cca acc aga gaa ctg cca gaa teg ggc 261 
Ala Ala Gin Cys Gin Val Gly Pro Thr Arg Glu Leu Pro Glu Ser Gly 

40 45 50 

att cag ttg ggc act cct eg 281 
lie Gin Leu Gly Thr Pro 
55 

<210> 2222 

<211> 423 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 70 . .423 



<400> 2222 

gctagcggtg ccccgcctgc tgcggtggca ccagceagga ggcggagtgg aagtggecgt 60 
ggggcgggt atg gga eta get ggc gtg tgc gcc ctg aga cgc tea gcg ggc 111 
Met Gly Leu Ala Gly Val Cys Ala Leu Arg Arg Ser Ala Gly 
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15 10 
tat ata etc gtc ggt ggg gcc ggc ggt cag tct gcg gca gcg gca gca 159 
Tyr He Leu Val Gly Gly Ala Gly Gly Gin Ser Ala Ala Ala Ala Ala 
15 20 25 30 

aga egg tgc agt gaa gga gag tgg gcg tet ggc ggg gte cgc agt ttc 207 
Arg Arg Cys Ser Glu Gly Glu Trp Ala Ser Gly Gly Val Arg Ser Phe 

35 40 45 

age aga gcc get gca gcc atg gee eca ate aag gtt egg etc ctg get 255 
Ser Arg Ala Ala Ala Ala Met Ala Pro He Lys Val Arg Leu Leu Ala 

50 55 60 

gat cec act ggg gcc ttt ggg aag gag aca gae tta tta eta gat gat 303 
Asp Pro Thr Gly Ala Phe Gly Lys Glu Thr Asp Leu Leu Leu Asp Asp 

65 70 75 

teg ctg gtg tec ate ttt ggg aat ega egt etc aag agg ttc tee atg 351 
Ser Leu Val Ser He Phe Gly Asn Arg Arg Leu Lys Arg Phe Ser Met 

80 85 90 

gtg gta cag gat ggc ata gtg aag gcc ctg aat gtg gaa eca gat ggc 3 99 

Val Val Gin Asp Gly He Val Lys Ala Leu Asn Val Glu Pro Asp Gly 
ip 95 100 105 110 

aea ggc etc ace tgc age ctg gca 423 
Td Thr Gly Leu Thr Cys Ser Leu Ala 

115 

W <210> 2223 

\S <211> 436 

<212> DNA 
■ig <213> Homo sapiens 

<220> 
^ <221> CDS 

i?: <222> 135 . .434 

O <400> 2223 

Q attteegccc acgtgggaag etatgaggta tagaeccggc tagaatctga agtgegggag 60 

agtgctggac cetgagtgat ggggecggeg ceagetggag ageagetteg cggagsaetg 12 0 

gagagceaga ggtg atg gaa eca gee ctg gaa ggc aea ggc aaa gag ggg 17 0 

Met Glu Pro Ala Leu Glu Gly Thr Gly Lys Glu Gly 

15 10 

aag aaa gca tee tec agg aag egt aea ttg get gaa ect eca gcg aag 218 

Lys Lys Ala Ser Ser Arg Lys Arg Thr Leu Ala Glu Pro Pro Ala Lys 

15 20 25 

ggc etc ctg cag eea gtg aag etc age agg gca gaa ctg tae aag gag 266 

Gly Leu Leu Gin Pro Val Lys Leu Ser Arg Ala Glu Leu Tyr Lys Glu 

30 35 40 

ect ace aat gag gag ett aat cgc ctt egg gag act gag ate ttg ttc 314 

Pro Thr Asn Glu Glu Leu Asn Arg Leu Arg Glu Thr Glu He Leu Phe 

45 50 55 60 

cae tee age ttg ctt egt tta eag gta gag gag eta eta aag gaa gta 362 

His Ser Ser Leu Leu Arg Leu Gin Val Glu Glu Leu Leu Lys Glu Val 

65 70 75 

agg ctg tea gag aag aag aag gat egg att gat gee ttc eta egg gag 410 

Arg Leu Ser Glu Lys Lys Lys Asp Arg He Asp Ala Phe Leu Arg Glu 

80 85 90 



1461 



gtc aac cag egg gtt gtn arg gtg cc 436 
Val Asn Gin Arg Val Val Xaa Val 
95 100 

<210> 2224 

<211> 342 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 155. .340 



<400> 2224 

ttttcttctc gtcggtgttc ccggctgcta tagagccggg tgagagagcg agcgcccgtc 60 

ggcgggtgtc gagggcgggt tgcctcgcgc tgacccttcc cgccctcctt ctcgtcacac 120 

accaggtccc cgcggaagcc gcggtgtcgg cgcc atg gcg gag ctg acg get ett 175 
n Met Ala Glu Leu Thr Ala Leu 

^ gag agt cte ate gag atg ggc tte ccc agg gga egc geg gag aag get 223 

Glu Ser Leu He Glu Met Gly Phe Pro Arg Gly Arg Ala Glu Lys Ala 
fZ 10 15 20 

etg gee etc aea ggg aae cag ggc ate gag get geg atg gae tgg etg 271 
Leu Ala Leu Thr Gly Asn Gin Gly He Glu Ala Ala Met Asp Trp Leu 

25 30 35 

atg gag cac gaa gac gae cce gat gtg gae gag cet tta gag act eee 319 
^ Met Glu His Glu Asp Asp Pro Asp Val Asp Glu Pro Leu Glu Thr Pro 

p 40 45 50 55 

^ ctt gga eat ate etg rga egg ga 342 
"Ji Leu Gly His He Leu Xaa Arg 

60 

P <210> 2225 

O <211> 431 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 104 . .430 



<400> 2225 

agttggaggg aggeagggaa tctggettga ttggcgtget gagacgeaee tggegeaacc 60 
ctceettctg aatcgaagtt caagtcccge ggacactgca ace atg aag gag aga 115 

Met Lys Glu Arg 

1 

egg gee ccc eag eea gtc gtg gee aga tgt aag etc gtt etg gtc ggg 163 
Arg Ala Pro Gin Pro Val Val Ala Arg Cys Lys Leu Val Leu Val Gly 
5 10 15 20 

gae gtg cag tgt ggg aag ace geg atg ttg caa gtg tta geg aag gat 211 
Asp Val Gin Cys Gly Lys Thr Ala Met Leu Gin Val Leu Ala Lys Asp 
25 30 35 
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tgc tat cca gag acc tat gtg ccc acc gtg ttc gaa aat tac aca gcc 259 
Cys Tyr Pro Glu Thr Tyr Val Pro Thr Val Phe Glu Asn Tyr Thr Ala 

40 45 50 

tgt ttg gag aca gag gaa cag agg gtg gag ctt agt etc tgg gat acc 307 
Cys Leu Glu Thr Glu Glu Gin Arg Val Glu Leu Ser Leu Trp Asp Thr 

55 60 65 

tea gga ten ncc kre tac gat aat gtc cgt cca etc tgc tac age gae 355 
Ser Gly Ser Xaa Xaa Tyr Asp Asn Val Arg Pro Leu Cys Tyr Ser Asp 

70 75 80 

teg gat gea gta tta eta tgt ttw rac ate age cgt cca gag aca gtg 403 
Ser Asp Ala Val Leu Leu Cys Xaa Xaa lie Ser Arg Pro Glu Thr Val 
85 90 95 100 

gae age gea etc aag aag tgg agg aca g 431 
Asp Ser Ala Leu Lys Lys Trp Arg Thr 
105 

<210> 2226 
<211> 301 
<212> DNA 
^ <213> Homo sapiens 

^ <220> 

N= <221> CDS 

|i| <222> 81. .299 

<400> 2226 

aggatggagg gcgaggcctg geagctgtag tgettetggg cagtagagge gcggggtgcg 60 
gastasggcg gecgagagee atg gcg geg eta ttg gcg gcg geg gea gtg ega 113 

Met Ala Ala Leu Leu Ala Ala Ala Ala Val Arg 
1 5 10 

ly gee egg ate ctg eag gtt tet tee aag gtg aaa tec agt ccc ace tgg 161 
^ Ala Arg lie Leu Gin Val Ser Ser Lys Val Lys Ser Ser Pro Thr Trp 
O 15 20 25 

p tat tea gea tet tee ttc tet tet tea gtg cca act gta aag etc ttc 209 
Tyr Ser Ala Ser Ser Phe Ser Ser Ser Val Pro Thr Val Lys Leu Phe 

30 35 40 

att ggt ggg aaa ttc gtt gaa tec aaa agt gae aaa tgg ate gat ate 257 
lie Gly Gly Lys Phe Val Glu Ser Lys Ser Asp Lys Trp lie Asp lie 

45 50 55 

eac aac cca gee acc aat gag gtc att ggt egg gtc ect eag gc 301 
His Asn Pro Ala Thr Asn Glu Val lie Gly Arg Val Pro Gin 
60 65 70 

<210> 2227 
<211> 441 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 236 . .439 
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<400> 2227 

actcctagct catctgggcg gcggcggcaa ctggggacag ggcgggtggc gcatcaccgg 60 
cgcggaggca ggaggagcag tctcattgtt ccgggagccg tcaccacagt aggtccctcg 120 
gctcagtcgg cccagcccct ctcagtcctc cccaaccccc acaaccgccc gcggctctga 180 
gacgcggccc cggcggcggc ggcagcagct gcagcatcat ctccaccctc cagcc atg 238 

Met 
1 

gaa gac ctg gac cag tct cct ctg gtc teg tec teg gac age eea ccc 286 
Glu Asp Leu Asp Gin Ser Pro Leu Val Ser Ser Ser Asp Ser Pro Pro 

5 10 15 

egg ceg eag eee geg tte aag tac cag ttc gtg agg gag cec gag gae 334 
Arg Pro Gin Pro Ala Phe Lys Tyr Gin Phe Val Arg Glu Pro Glu Asp 

20 25 30 

gag gag gaa gaa gag gag gag gaa gag gag gae gag gae gaa gac ctg 3 82 

Glu Glu Glu Glu Glu Glu Glu Glu Glu Glu Asp Glu Asp Glu Asp Leu 

35 40 45 

gag gag ctg gag gtg ctg gag agg aag eee gee gcc ggg ctg tee geg 430 
Glu Glu Leu Glu Val Leu Glu Arg Lys Pro Ala Ala Gly Leu Ser Ala 
50 55 60 65 

gee eea gtg ee 441 
Ala Pro Val 

<210> 2228 
<211> 461 
<212> DNA 
<213> Homo sapiens 

<220> * 
<221> CDS 
<222> 59. .460 



<400> 2228 

geaggacece aagtgggggt cseggakyca gagggceaat tcetgtcccc ccagcagc 58 
atg gea teg tgt get gaa ecc tct gag ccc tct gee eea ctg eee gee 106 
Met Ala Ser Cys Ala Glu Pro Ser Glu Pro Ser Ala Pro Leu Pro Ala 
15 10 15 

ggg gtc eea eer etc gag gac ttc gag gta ctg gat ggg gtt gag gat 154 
Gly Val Pro Pro Leu Glu Asp Phe Glu Val Leu Asp Gly Val Glu Asp 

20 25 30 

gea gag ggt gag gag gaa gag gag gag gaa gag gag gaa gag gat gac 2 02 

Ala Glu Gly Glu Glu Glu Glu Glu Glu Glu Glu Glu Glu Glu Asp Asp 

35 40 45 

ctg agt gag ctg cca ccg ctg gag gac atg gga eaa ecc ccg geg gag 250 
Leu Ser Glu Leu Pro Pro Leu Glu Asp Met Gly Gin Pro Pro Ala Glu 

50 55 60 

gag get gag eag cet ggg gee etg gee cga gag ttc ett get gee atg 298 
Glu Ala Glu Gin Pro Gly Ala Leu Ala Arg Glu Phe Leu Ala Ala Met 
65 70 75 80 

gag ccc gag ccc gee eea gee ccg gee eea sma gag tgg etg gae att 34 6 

Glu Pro Glu Pro Ala Pro Ala Pro Ala Pro Xaa Glu Trp Leu Asp lie 

85 90 95 

ctg ggg aac ggg ctg ttg agg aag aag acg ctg gtc cca ggg ccg cca 3 94 

Leu Gly Asn Gly Leu Leu Arg Lys Lys Thr Leu Val Pro Gly Pro Pro 
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100 105 110 

ngt teg age gee ggt caa ggc cag gtg gty asc gta cat ntg cag acg 442 
Xaa Ser Ser Ala Gly Gin Gly Gin Val Val Xaa Val His Xaa Gin Thr 

115 120 125 

teg ctg gag aat gea cac g 461 
Ser Leu Glu Asn Ala His 
130 

<210> 2229 

<211> 426 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 39 . .425 



2 <400> 2229 

XX agegeaegec tgctaggate agcggtggtg gttccgeg atg gta gge ggc ggc ggg 56 

^ Met Val Gly Gly Gly Gly 

Jl 1 5 

gtc ggc ggc ggc etc ctg gag aat gee aac ccc etc ate tac cag cgc 104 
Val Gly Gly Gly Leu Leu Glu Asn Ala Asn Pro Leu lie Tyr Gin Arg 
S 10 15 20 

Q tet ggg gag egg cct gtg acg gea ggc gag gag gac gag cag gtt ccc 152 
h Ser Gly Glu Arg Pro Val Thr Ala Gly Glu Glu Asp Glu Gin Val Pro 
^ 25 30 35 

^ gac age ate gac gea cgc gag ate ttc gat ctg att cgc tec ate aat 200 
Asp Ser lie Asp Ala Arg Glu lie Phe Asp Leu lie Arg Ser lie Asn 

40 45 50 

gac ccg gag cat eca ctg acg eta gag gag ttg aac gta gta gag cag 248 
Asp Pro Glu His Pro Leu Thr Leu Glu Glu Leu Asn Val Val Glu Gin 
55 60 65 70 

gtg egg gtt cag gtt age gac ccc gag agt aca gtg get gtg get ttc 296 
Val Arg Val Gin Val Ser Asp Pro Glu Ser Thr Val Ala Val Ala Phe 

75 80 85 

aca cca ace att ccg cac tgc age atg gee ace ctt att ggt ctg tec 344 
Thr Pro Thr lie Pro His Cys Ser Met Ala Thr Leu lie Gly Leu Ser 

90 95 100 

ate aag gtc aan stt ctg cgc tec ctt cct cag cgt ttc aag atg gac 392 
lie Lys Val Xaa Xaa Leu Arg Ser Leu Pro Gin Arg Phe Lys Met Asp 

105 110 115 

gtg cac att act ccg ggg acc eat gee tea gag e 426 
Val His lie Thr Pro Gly Thr His Ala Ser Glu 
120 125 

<210> 2230 

<211> 368 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
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<222> 198 . .368 



<400> 2230 

aggttggttc agcccccgtc tacactgggg tggtgcttag ccggcgccac accgaccctc 60 
gacttcggag aggcagcgcg gttcctctgg gtgcttccgc ctccccttct cctgcttctc 120 
cagcctcttc ggcctcctcg cccgccgcgg gaacccgaga ccccagtgta tgccccaccc 180 
ctgaccccgc tcgcgac atg tec acc ccg get egg egg ege cte atg egg 230 

Met Ser Thr Pro Ala Arg Arg Arg Leu Met Arg 
15 10 
gac ttc aag agg ttg eag gag gat cct cea gee gga gte age ggg get 278 
Asp Phe Lys Arg Leu Gin Glu Asp Pro Pro Ala Gly Val Ser Gly Ala 

15 20 25 

ccg tec gag aac aac ata atg gtg tgg aac gcg gte att ttc ggg cct 326 
Pro Ser Glu Asn Asn lie Met Val Trp Asn Ala Val lie Phe Gly Pro 

30 35 40 

gaa ggg acc ccg ttt gag gat gga aca ttt aaa ctt aca ata 368 
Glu Gly Thr Pro Phe Glu Asp Gly Thr Phe Lys Leu Thr lie 
45 50 55 

<210> 2231 
<211> 459 
<212> DNA 
yj <213> Homo sapiens 

<220> 
<221> CDS 
„ <222> 126 . .458 

o 

1^ <400> 2231 

attcattgtc ttgacaagag catcttcagc gggcgagtcc ccggctcctc cagctccttc 60 
4^ etcetcttcc teetcetcet ccaccteegg cttttggggg atcactgtce tctctcggca 120 
S geaga atg age egg eag gtg gte ege tec age aag ttc ege cac gtg ttt 170 
O ^^et Ser Arg Gin Val Val Arg Ser Ser Lys Phe Arg His Val Phe 

15 10 15 

gga eag ccg gee aag gee gac eag tgc tat gaa gat gtg ege gte tea 218 
Gly Gin Pro Ala Lys Ala Asp Gin Cys Tyr Glu Asp Val Arg Val Ser 

20 25 30 

eag ace ace tgg gac agt ggc ttc tgt get gte aac cct aag ttt gtg 266 
Gin Thr Thr Trp Asp Ser Gly Phe Cys Ala Val Asn Pro Lys Phe Val 

35 40 45 

gee etg ate tgt gag gee age ggg gga ggg gee ttc ctg gtg etg cec 314 
Ala Leu lie Cys Glu Ala Ser Gly Gly Gly Ala Phe Leu Val Leu Pro 

50 55 60 

ctg ggc aag act gga egt gtg gac aag aat gcg cec acg gte tgt ggc 362 
Leu Gly Lys Thr Gly Arg Val Asp Lys Asn Ala Pro Thr Val Cys Gly 

65 70 75 

cac aca gee cct gtg eta gae ate gmm tgg tgc ccg cac aat gac aac 410 
His Thr Ala Pro Val Leu Asp lie Xaa Trp Cys Pro His Asn Asp Asn 
80 85 90 95 

gte att gey agt ggs tee gag gae tgc aca gte atg gtg tkg gag ate c 459 
Val He Ala Ser Gly Ser Glu Asp Cys Thr Val Met Val Xaa Glu He 
100 105 110 
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<210> 2232 
<211> 313 
<212> DNA 

<213 > Homo sapiens 

<220> 
<221> CDS 
<222> 136 . . 312 



<400> 2232 

atcaatattt catcggcgtc aataggaggc atcggggaca gccgctgcgg cagcactcga 60 
gccagctcaa gcccgcagct cgcagggaga tccagctccg tcctgcctgc agcagcmcaa 120 
ccctgcacac ccacc atg gat gtc ttc aag aag ggc ttc tec ate gcc aag 171 
Met Asp Val Phe Lys Lys Gly Phe Ser lie Ala Lys 
15 10 
9^9 99c gtg gtg ggt gcg gtg gaa aag acc aag eag ggg gtg acg gaa 219 
Glu Gly Val Val Gly Ala Val Glu Lys Thr Lys Gin Gly Val Thr Glu 

15 20 25 

gea get gag aag ace aag gag ggg gtc atg tat gtg gga gcc aag acc 267 
r; Ala Ala Glu Lys Thr Lys Glu Gly Val Met Tyr Val Gly Ala Lys Thr 
f; 30 35 40 

^ aag gag aat gtt gta cag age gtg acc tea gtg gcc gag aag acc a 313 

Lys Glu Asn Val Val Gin Ser Val Thr Ser Val Ala Glu Lys Thr 
^ 45 50 55 

s <210> 2233 

If^l <211> 460 

p <212> DNA 

ITz <213> Homo sapiens 

£ <220> 

O <221> CDS 

O <222> 136 . .459 



<400> 2233 

atttaaaggg gecgcgacee ctgtcccggc tgctagggag ggaggtagag aaggagcgcg 60 
gggccgtcgc tgtctgcagt tctaggcttg tagcctttgc actaaccctg eegcagtaca 120 
tatccagcca tactc atg gac ccc agt gat ttc ccc agt cca ttt gac cca 171 
Met Asp Pro Ser Asp Phe Pro Ser Pro Phe Asp Pro 
15 10 
ttg ace etg cca gag aag ccc ctg get gga gac eta cca gta gac atg 219 
Leu Thr Leu Pro Glu Lys Pro Leu Ala Gly Asp Leu Pro Val Asp Met 

15 20 25 

gaa ttt gga gag gat eta etg gaa tec cag act gee cca act cga gga 267 
Glu Phe Gly Glu Asp Leu Leu Glu Ser Gin Thr Ala Pro Thr Arg Gly 

30 35 40 

tgg gcc ccc cct ggc cct tct cca tec teg gga gcc ctg gac ctg ctt 315 
Trp Ala Pro Pro Gly Pro Ser Pro Ser Ser Gly Ala Leu Asp Leu Leu 
45 50 55 60 

gat ace cct get ggc ctg gaa aaa gac cct gga gtc ctg gat gga gcc 363 
Asp Thr Pro Ala Gly Leu Glu Lys Asp Pro Gly Val Leu Asp Gly Ala 
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65 70 75 

act gag ttg ctg ggg ctg ggg ngg ctg etc tat aaa gcc ccc tct ccc 411 
Thr Glu Leu Leu Gly Leu Gly Xaa Leu Leu Tyr Lys Ala Pro Ser Pro 

80 85 90 

ccg gag gtg gac cac ggt cct gag gga acc tgg cat ggg atg cag gag a 460 
Pro Glu Val Asp His Gly Pro Glu Gly Thr Trp His Gly Met Gin Glu 
95 100 105 

<210> 2234 

<211> 289 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 31 . .288 



<400> 2234 

agtgcctggc accttgtacg tattcacttc atg acg gaa tgg atg aac gag get 54 

Met Thr Glu Trp Met Asn Glu Ala 
1 5 

gtt ett tta gat tgg get ctg tea egg gca gcc ctg agg ttt tct gca 102 
Val Leu Leu Asp Trp Ala Leu Ser Arg Ala Ala Leu Arg Phe Ser Ala 

10 15 20 

cgt atg tgt get gag ccc ctg tct ttc tgg tgt tgg cag gac gag cag 150 
Arg Met Cys Ala Glu Pro Leu Ser Phe Trp Cys Trp Gin Asp Glu Gin 
25 30 35 40 

Ctg agg gee ctg gtg agg cag ttt gga cag cag gac tgg aag ttc ctg 198 
^5 Leu Arg Ala Leu Val Arg Gin Phe Gly Gin Gin Asp Trp Lys Phe Leu 

45 50 55 

gcc age eae ttc cct aac cge act gac cag caa tgc cag tac agg tgg 246 
Ala Ser His Phe Pro Asn Arg Thr Asp Gin Gin Cys Gin Tyr Arg Trp 

60 65 70 

ctg aga gtt ttg aat cea gac ett gte aag ggg cea tgg acc a 289 
Leu Arg Val Leu Asn Pro Asp Leu Val Lys Gly Pro Trp Thr 
75 80 85 

<210> 2235 

<211> 368 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 66. .368 



<400> 2235 

ggaagttttc tgtcactgga cgceaaggag ttttcggtgg ctcagctggg taaccgggga 60 
teacc atg geg gcc tea ttg ktg ggg aag aag ate gtg ttt gtn aeg ggg 110 
Met Ala Ala Ser Leu Xaa Gly Lys Lys lie Val Phe Val Thr Gly 
15 10 15 

aac gcc aag aag ctg gag gag gtc gtt cag att eta gga gat aag ttt 158 
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ly 



Asn 


Ala 


Lys 


Lys 


Leu 


Glu 


Glu 


Val 


Val 


Gin 


He 


Leu 


Gly Asp 


Lys 


Phe 












20 










25 










30 






cca 


tqc 


act 


ttq 


qtq 


gca 


cag 


aaa 


att 


gac 


ctg 


ccg 


qaq 


tac 


cag 


ggg 


206 


Pro 


Cys 


Thr 


Leu 
35 


Val 


Ala 


Gin 


Lys 


He 
40 


Asp 


Leu 


Pro 


Glu 


Tyr 
45 


Gin 


Gly 






ccg 


gat 


gag 


att 


tec 


ata 


cag 


aaa 


tgt 


cag 


gag 


gca 


gtt 


cge 


cag 


254 


Glu 


Pro 


Asp 
5 0 


Glu 


He 


Ser 


He 


Gin 
55 


Lys 


Cys 


Gin 


Glu 


Ala 
60 


Val 


Arg 


Gin 




gta 


cag 


ggg 


ccc 


gtg 


ctg 


gtt 


gag 


gac 


act 


tgt 


ctg 


tgc 


ttc 


aat 


gee 


302 


Val 


Gin 
65 


Gly 


Pro 


Val 


Leu 


Val 
70 


Glu 


Asp 


Thr 


Cys 


Leu 
75 


Cys 


Phe 


Asn 


Ala 




ctt 


gga 


ggg 


etc 


ccc 


ggc 


ccc 


tac 


ata 


aag 


tgg 


ttt 


ctg 


gag 


aag 


tta 


350 


Leu 


Gly 


Gly 


Leu 


Pro 


Gly 


Pro 


Tyr 


He 


Lys 


Trp 


Phe 


Leu 


Glu 


Lys 


Leu 




80 










85 










90 










95 




aag 


cct 


gaa 


ggt 


etc 


cac 






















368 


Lys 


Pro 


Glu 


Gly 


Leu 
100 


His 

























<210> 2236 

<211> 387 

<212> DNA 

<213> Homo sapiens 



M <220> 

fl <221> CDS 

<222> 91 . .387 



<400> 2236 

acttegtctt tagetcctgg cgctgctggc ttctgggcgg tttttgtctt ttgatttcaa 60 
gagttaggag ctcgagaacc gtttggcaat atg tac gac gcg gat gag gat atg 114 

Met Tyr Asp Ala Asp Glu Asp Met 

1 5 

caa tat gat gag gat gat gat gaa ate ace ccg ga't ttg tgg caa gaa 162 
Gin Tyr Asp Glu Asp Asp Asp Glu He Thr Pro Asp Leu Trp Gin Glu 

10 15 20 

gca tgc tgg att gta ate agt tec tat ttt gac gag aaa ggc ttg gtt 210 
Ala Cys Trp He Val He Ser Ser Tyr Phe Asp Glu Lys Gly Leu Val 
25 30 35 40 

aga caa cag ctg gat tet ttt gat gag ttt att caa atg tet gtt caa 258 
Arg Gin Gin Leu Asp Ser Phe Asp Glu Phe He Gin Met Ser Val Gin 

45 50 55 

aga att gtg gaa gac get cct cct ata gac eta cag get gaa get cag 306 
Arg He Val Glu Asp Ala Pro Pro He Asp Leu Gin Ala Glu Ala Gin 

60 65 70 

cat get agt gga gaa gtt gaa gaa ccg eca ega tat ttg ctg aag ttt 354 
His Ala Ser Gly Glu Val Glu Glu Pro Pro Arg Tyr Leu Leu Lys Phe 

75 80 85 

gaa caa att tat ctt tec aag cct ace eat tgg 387 
Glu Gin He Tyr Leu Ser Lys Pro Thr His Trp 

90 95 

<210> 2237 
<211> 410 
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<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 238. .408 



<400> 2237 

attttctggt gccgtcacgg gacagagcag tcggtgacag gacagagcag tcggtgacgg 60 
gacacagtgg ttggtgacgg gacagagcgg tcggtgacag cctcaagggc ttcagcaccg 120 
cgcccatggc agagccagac ccctctcacc ctctggagac ccaggcaggg aaggtgcarg 180 
aggctcagga ctcarattca rhctctgagg ggaggrgccg ctggtggaga agcakrc 237 
atg gac ttc ctg egg aac tta ttc tec cag acg etc age etg ggc age 285 
Met Asp Phe Leu Arg Asn Leu Phe Ser Gin Thr Leu Ser Leu Gly Ser 
1 5 10 ' 15 

eag aag gag cgw mtg ctg gac gag ctg ace ttg gaa ggg gtg gee egg 333 
Gin Lys Glu Arg Xaa Leu Asp Glu Leu Thr Leu Glu Gly Val Ala Arg 

20 25 30 

tac atg cag arc gaa ege tgt cgc aga gtc atb tgt ttg gtg ggm get 381 
Tyr Met Gin Xaa Glu Arg Cys Arg Arg Val Xaa Cys Leu Val Gly Ala 
35 40 45 

^ gga ate tee aea tec gca ggc aat cec eg 410 
ly Gly lie Ser Thr Ser Ala Gly Asn Pro 
50 55 

<210> 2238 
<211> 360 
<212> DNA 
<213> Homo sapiens 



ry 
HI 



<220> 
<221> CDS 
<222> 46 . .360 



<400> 2238 

gaaectcaga gcatcagttg gaattaegat etgaggetgt cagag atg act ctg gtt 57 

Met Thr Leu Val 
1 

ctg tee atg aat aga ttc tgc gag cce att gtc teg gaa gga get get 105 

Leu Ser Met Asn Arg Phe Cys Glu Pro lie Val Ser Glu Gly Ala Ala 

5 10 15 20 

gaa att get ggg tac eaa aea eta tgg gag get gwm age tac gna ggc 153 

Glu lie Ala Gly Tyr Gin Thr Leu Trp Glu Ala Xaa Ser Tyr Xaa Gly 

25 30 35 

ccr age cec ema ggg cca gma eaa get ect ttg cag gga gac egg gga 2 01 

Pro Ser Pro Xaa Gly Pro Xaa Gin Ala Pro Leu Gin Gly Asp Arg Gly 

40 45 50 

get ggt cce cca ctg gea gga tea eat tac agg gga att tea aat ect 249 
Ala Gly Pro Pro Leu Ala Gly Ser His Tyr Arg Gly lie Ser Asn Pro 

55 60 65 

ata aca aca tec aag ate aca tac ttt aag agg aag tat gtg gaa gaa 297 
lie Thr Thr Ser Lys lie Thr Tyr Phe Lys Arg Lys Tyr Val Glu Glu 
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70 75 80 

gag gat ttt cac cca cca etc age age tgt age cat aaa ace ate tea 345 
Glu Asp Phe His Pro Pro Leu Ser Ser Cys Ser His Lys Thr lie Ser 
85 90 95 100 

att ttt gag gac gag 360 
lie Phe Glu Asp Glu 
105 



<210> 2239 

<211> 393 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 122 . .391 



<400> 2239 

gaegecatcg cagcacgceg ggagtgtggc gttctgtgaa gagttcggtg etaaeetccc 60 
teaegeggcg gtggctgceg ggaccctagc aggttteage tggagcggcg geggcggeaa 12 0 
c atg gsa rrr rmc gcg gee gga gtg ggc cgc ttc aag acc aac tat get 169 
Met Xaa Xaa Xaa Ala Ala Gly Val Gly Arg Phe Lys Thr Asn Tyr Ala 





1 








5 










10 








15 


--n 


gtg 


gag 


cgc 


aaa 


att 


gag 


cct 


ttc 


tae 


aag 


ggc 


gga 


aaa 


gca 


cag 


ctg 


:. ?■"£ 


Val 


Glu 


Arg 


Lys 
20 


He 


Glu 


Pro 


Phe 


Tyr 
25 ■ 


Lys 


Gly 


Gly 


Lys 


Ala 
30 


Gin 


Leu 




gac 


cag 


act 


gge 


cag 


cac 


etc 


ttc 


tge 


gte 


tgt 


ggc 


ace 


aga 


gte 


aac 




Asp 


Gin 


Thr 


Gly 


Gin 


His 


Leu 


Phe 


Cys 


Val 


Cys 


Gly 


Thr 


Arg 


Val 


Asn 


m 






35 










40 










45 










att 


ctg 


gaa 


gtg 


gcc 


teg 


ggg 


gee 


gtg 


etg 


egg 


agt 


etg 


gag 


cag 


gag 




He 


Leu 


Glu 


Val 


Ala 


Ser 


Gly 


Ala 


Val 


Leu 


Arg 


Ser 


Leu 


Glu 


Gin 


Glu 






50 










55 










60 












gac 


cag 


gag 


gac 


ate 


act 


gee 


ttt 


gac 


etc 


age 


cct 


gaw 


nac 


gag 


gtg 


•rats- 


Asp 


Gin 


Glu 


Asp 


He 


Thr 


Ala 


Phe 


Asp 


Leu 


Ser 


Pro 


Xaa 


Xaa 


Glu 


Val 



65 70 75 80 

etg gtg aca gee agt egg gea ttg etg etg ge 393 
Leu Val Thr Ala Ser Arg Ala Leu Leu Leu 
85 90 



<210> 2240 

<211> 478 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 29. .478 



<400> 2240 

tcgttggctg gatgaatctg atgeggaa atg gag etc aga get aag gaa gaa 52 

Met Glu Leu Arg Ala Lys Glu Glu 
1 5 
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gag cgc eta aat aaa etc cga ctg gaa age gaa gge tct cct gaa aet 100 
Glu Arg Leu Asn Lys Leu Arg Leu Glu Ser Glu Gly Ser Pro Glu Thr 

10 15 20 

ctt aca aac tta agg aaa gga tac ctg ttt atg tat aat cyt gtg caa 14 8 

Leu Thr Asn Leu Arg Lys Gly Tyr Leu Phe Met Tyr Asn Xaa Val Gin 
25 30 35 40 

ttc ttg gga tte tec tgg ate ttt gte aac ctg act gtg cga tte tgt 196 
Phe Leu Gly Phe Ser Trp lie Phe Val Asn Leu Thr Val Arg Phe Cys 

45 50 55 

ate ttg gga aaa gag tec ttt tat gae aca ttc cat act gtg get gac 244 
lie Leu Gly Lys Glu Ser Phe Tyr Asp Thr Phe His Thr Val Ala Asp 

60 65 70 

atg atg tat ttc tgc cag atg ctg gca gtt gtg gaa act ate aat gca 292 
Met Met Tyr Phe Cys Gin Met Leu Ala Val Val Glu Thr lie Asn Ala 

75 80 85 

gca att gga gte aet acg tea ceg gtg ctg cct tct ctg ate cag ctt 340 
Ala lie Gly Val Thr Thr Ser Pro Val Leu Pro Ser Leu lie Gin Leu 

90 95 100 

ctt gga aga aat ttt att ttg ttt ate ate ttt ggc ace atg gaa gaa 388 
Leu Gly Arg Asn Phe lie Leu Phe lie lie Phe Gly Thr Met Glu Glu 
105 110 115 120 

atg cag aac aaa get gtg gtt ttc ttt gtg ttt tat ttg tgg agt gca 436 
Met Gin Asn Lys Ala Val Val Phe Phe Val Phe Tyr Leu Trp Ser Ala 

125 130 135 

att gaa att ttc agg tac tct tte tac atg ctg acg tgc att 478 
■Jj lie Glu lie Phe Arg Tyr Ser Phe Tyr Met Leu Thr Cys lie 
140 145 150 

<210> 2241 
<211> 453 
H <212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 179. .451 



<400> 2241 

agagegegga ggagccgcga gcgetgaggg tgagtgeegs gagckctgag ggagtctgca 60 
ctatggaaac aacctgtcaa tecagctcaa ggcacacata gcccagacac ccatgagacc 120 
ctetccgtgg ggaceetaga gcacetatea tgaaegagga gaeeaaggct ggctecte 178 
atg gac ecc gtt ggc etc cag etc gge aac aag aac ctg tgg age tgt 226 
Met Asp Pro Val Gly Leu Gin Leu Gly Asn Lys Asn Leu Trp Ser Cys 
15 10 15 

ctt gtg agg ctg etc acc aaa gae cea gaa tgg ctg aac gee aag atg 274 
Leu Val Arg Leu Leu Thr Lys Asp Pro Glu Trp Leu Asn Ala Lys Met 

20 25 30 

aag ttc ttc etc ecc aac acg gae ctg gat tec agg aac gag acc ttg 322 
Lys Phe Phe Leu Pro Asn Thr Asp Leu Asp Ser Arg Asn Glu Thr Leu 

35 40 45 

gac cct gaa cag aga gte ate ctg caa etc aac aag ctg cat gte cag 370 
Asp Pro Glu Gin Arg Val lie Leu Gin Leu Asn Lys Leu His Val Gin 
50 55 60 
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ggt teg gac acc tgg cag tct ttc att cat tgt gtg tgc atg cag ctg 418 
Gly Ser Asp Thr Trp Gin Ser Phe lie His Cys Val Cys Met Gin Leu 
65 70 75 80 

gag gtg cct ctg gac ctg gag gtg ctg ctg ctg ag 453 
Glu Val Pro Leu Asp Leu Glu Val Leu Leu Leu 
85 90 

<210> 2242 
<211> 258 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 20 . .256 



<400> 2242 

f*l ccctgcgtcg gggggcaag atg gca gcc cag get ttg gcg ctg ctg aga gag 52 

Met Ala Ala Gin Ala Leu Ala Leu Leu Arg Glu 



2 F| 
:Li -J 


gta 


gcg 


agg 


ctg 


gaa 


gcg 


ccg 


ctg 


gag 


gag 


eta 


cgc 


gcg 


ctt 


cac 


tec 


N= 


Val 


Ala 


Arg 


Leu 


Glu 


Ala 


Pro 


Leu 


Glu 


Glu 


Leu 


Arg 


Ala 


Leu 


His 


Ser 










15 










20 










25 








gtg 


ctg 


cag 


gca 


gtg 


ccg 


etc 


aac 


gag 


ytt 


cgc 


cag 


caa 


gcg 


gcg 


gag 




Val 


Leu 


Gin 


Ala 


Val 


Pro 


Leu 


Asn 


Glu 


Xaa 


Arg 


Gin 


Gin 


Ala 


Ala 


Glu 








30 










35 










40 










tgc 


gcc 


teg 


gcc 


cgc 


tct 


tct 


cec 


tgc 


tta 


acg 


aga 


acc 


ata 


ggg 


aaa 




Cys 


Ala 


Ser 


Ala 


Arg 


Ser 


Ser 


Pro 


Cys 


Leu 


Thr 


Arg 


Thr 


He 


Gly 


Lys 






45 










50 










55 










ir? = 


aga 


eta 


ctt 


tgt 


gtg 


tat 


cca 


ttc 


tgg 


aga 


gat 


tgc 


tec 


aag 


eta 


tgg 




Arg 


Leu 


Leu 


Cys 


Val 


Tyr 


Pro 


Phe 


Trp 


Arg 


Asp 


Cys 


Ser 


Lys 


Leu 


Trp 




60 










65 










70 










75 




aac 


egg 


ttc 


acg 


tg 
























o 


Asn 


Arg 


Phe 


Thr 



























<210> 2243 
<211> 431 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 41. .430 



100 



148 



196 



244 



258 



<400> 2243 

agtgcgcgcc tagcagtgtc ccagccgggt tcgtgtcgcc atg ggg cag ate gag 55 

Met Gly Gin He Glu 
1 5 

tgg gcc atg tgg gcc aac gag cag gcg ctg gcg tec ggc ctg ate etc 103 
Trp Ala Met Trp Ala Asn Glu Gin Ala Leu Ala Ser Gly Leu He Leu 

10 15 20 

ate acc ggg ggc ate gtg gee aca get ggg cgc ttc acc cag tgg tac 151 



1473 



He Thr Gly Gly He Val Ala Thr Ala Gly Arg Phe Thr Gin Trp Tyr 

25 30 35 

ttt ggt gcc tac tec att gtg gcg ggc gtg ttt gtg tgc ctg ctg gag 199 
Phe Gly Ala Tyr Ser He Val Ala Gly Val Phe Val Cys Leu Leu Glu 

40 45 50 

tac ccc egg ggg aag agg aag aag ggc tec ace atg gag cgc tgg gga 247 
Tyr Pro Arg Gly Lys Arg Lys Lys Gly Ser Thr Met Glu Arg Trp Gly 

55 60 65 

cag aag tac atg ace gcc gtg gtg aag ctg ttc ggg ccc ttt acc agg 2 95 

Gin Lys Tyr Met Thr Ala Val Val Lys Leu Phe Gly Pro Phe Thr Arg 
70 75 80 85 

aat tac kga tgt teg ggc cgt cct gca tct cet get etc ggt gcc cgc 343 
Asn Tyr Xaa Cys Ser Gly Arg Pro Ala Ser Pro Ala Leu Gly Ala Arg 

90 95 100 

egg ett ctg rnw ggc eac cat cmt tgg gae cgc ctg cct ggc cat tgc 3 91 

Arg Leu Leu Xaa Gly His His Xaa Trp Asp Arg Leu Pro Gly His Cys 

105 110 115 

gag egg cat eta cct act ggc ggc tgt gcg tgg cga gca g 431 
Glu Arg His Leu Pro Thr Gly Gly Cys Ala Trp Arg Ala 
120 125 130 

<210> 2244 

<211> 326 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 23 . . 325 



<400> 2244 

gcctggcgce gagcetecca ag atg gcg gtg tgc ate gcg gtg att gee aag 52 

Met Ala Val Cys He Ala Val He Ala Lys 
15 10 
gag aat tac ccc etc tac att cgc age ace cct aeg gag aac gag ctg 100 
Glu Asn Tyr Pro Leu Tyr He Arg Ser Thr Pro Thr Glu Asn Glu Leu 

15 20 25 

aag ttc eac tac atg gtg eac aca tct ctg gae gtg gtg gat gag aag 148 
Lys Phe His Tyr Met Val His Thr Ser Leu Asp Val Val Asp Glu Lys 

30 35 40 

ate tec gca atg ggg aag gee ctg gtc gae cag agg gag ctg tac ctg 196 
He Ser Ala Met Gly Lys Ala Leu Val Asp Gin Arg Glu Leu Tyr Leu 

45 50 55 

ggc ctg etc tac ccc aeg gag gae tac aag gtg tat ett tea ggg cag 244 
Gly Leu Leu Tyr Pro Thr Glu Asp Tyr Lys Val Tyr Leu Ser Gly Gin 

60 65 70 

ggt gtg tgt cag gga gga cct aca gtt gca aga tgt act tta gga tea 2 92 

Gly Val Cys Gin Gly Gly Pro Thr Val Ala Arg Cys Thr Leu Gly Ser 
75 80 85 90 

gat aac ttg aaa cct ttt aga aga aaa aga ggt g 326 
Asp Asn Leu Lys Pro Phe Arg Arg Lys Arg Gly 
95 100 
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<210> 2245 
<211> 334 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 151- -333 



<400> 2245 

agaacgagtg ggaacgtagc tggtcgcaga gggcaccagc ggctgcagga cttcaccaag 60 
ggaccctgag gctcgtgagc agggacccgc ggtgcgggtt atgctggggg ctcagatcac 120 
cgtagacaac tggacactca ggaccacgcc atg gag gag ctg cag gat gat tat 174 

Met Glu Glu Leu Gin Asp Asp Tyr 
1 5 

gaa gac atg atg gag gag aat ctg gag cag gag gcc ctg ggg ggt gtg 222 
Glu Asp Met Met Glu Glu Asn Leu Glu Gin Glu Ala Leu Gly Gly Val 

10 15 20 

aag cct gca gtc ctg aca cgc tct ggg gat cct tea cag cct ctg etc 270 
Lys Pro Ala Val Leu Thr Arg Ser Gly Asp Pro Ser Gin Pro Leu Leu 
25 30 35 40 

ccc caa cac tec tea ctg gag aca cag etc ttc tgt gag cag gga gat 318 
Pro Gin His Ser Ser Leu Glu Thr Gin Leu Phe Cys Glu Gin Gly Asp 

45 50 55 

999 99c aca gaa ggg c 334 
Gly Gly Thr Glu Gly 
60 

<210> 2246 
ij: <211> 372 

<212> DNA 
4= <213> Homo sapiens 

O <220> 

<221> CDS 
<222> 124 . .372 



<400> 2246 

agtcccaccc gggagccggc agggagcgga stgcggascg cctggtctcc cgcgtecatc 60 
ggtceattcc tgegtcgttc tgtcctteeg aacgeacact teaggagcag cegcgagggt 120 
ggc atg gca geg age aca gac atg get ggg ctg gag gag age ttc cgc 168 
Met Ala Ala Ser Thr Asp Met Ala Gly Leu Glu Glu Ser Phe Arg 
15 10 15 

aag ttt gee ate eat ggt gac eec aag gee agt ggg caa gag atg aat 216 
Lys Phe Ala He His Gly Asp Pro Lys Ala Ser Gly Gin Glu Met Asn 

20 25 30 

ggc aag aac tgg gcc aag ctg tgc aag gac tgc aag gtg get gac gga 264 
Gly Lys Asn Trp Ala Lys Leu Cys Lys Asp Cys Lys Val Ala Asp Gly 

35 40 45 

aag tec gtg aca ggg ace gat gtg gac ate gtc ttc tec aaa gtc aag 312 
Lys Ser Val Thr Gly Thr Asp Val Asp He Val Phe Ser Lys Val Lys 
50 55 60 
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ggg aag tct get egg gtc ate aac tat gag gag ttc aag aag gee etg 360 
Gly Lys Ser Ala Arg Val lie Asn Tyr Glu Glu Phe Lys Lys Ala Leu 

65 70 75 

gaa gag etg gcg 372 
Glu Glu Leu Ala 
80 

<210> 2247 
<211> 153 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 1. . 153 



<400> 2247 

atg ttg agg gge sag eac ceg eec gcc cgc tge agg gac gee ecg cca 4 8 

Met Leu Arg Gly Xaa His Pro Pro Ala Arg Cys Arg Asp Ala Pro Pro 
15 10 15 

aeg eca etg ceg ctt cag etg gat gge tgg ate cat gag aag atg etg 96 
Thr Pro Leu Pro Leu Gin Leu Asp Gly Trp lie His Glu Lys Met Leu 

20 25 30 

atg geg egg gat gge aeg egg gag gas rae cae aag etg cat aag aga 144 
Met Ala Arg Asp Gly Thr Arg Glu Xaa Xaa His Lys Leu His Lys Arg 

35 40 45 

tgg etc egg 153 
Trp Leu Arg 
50 

<210> 2248 
<211> 436 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 256 . . 435 



<400> 2248 

agttetccgg sagegceggt eggaggeggt cggeggaggt gtetaecccg eeggtgatgg 60 
egttgaacge eaetggctte eeggccttec gtccgetgee tecgteegat tctgegtetg 120 
cttgetgarg aggeggatta ggggggcgeg gagtctcttc ccttgagtgc ataggtcccg 180 
gttggtagag ggtttgagtc cgcatcgeea cagctgargg etgsgrgggr etaagagcag 24 0 
aatatatctt tagaa atg agt tge aca att gag aag gea ett gee gae get 291 
Met Ser Cys Thr lie Glu Lys Ala Leu Ala Asp Ala 
15 10 
aaa get ctt gtt gaa aga tta aga gat cat gac gat gca gca gaa tct 339 
Lys Ala Leu Val Glu Arg Leu Arg Asp His Asp Asp Ala Ala Glu Ser 

15 20 25 

etg att gag caa acc aca get etc nac aag ega gta gaa gen atg aaa 387 
Leu He Glu Gin Thr Thr Ala Leu Xaa Lys Arg Val Glu Ala Met Lys 
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30 35 40 

cag tat cag gaa gaa att caa gaa ctt aat gaa gtc gcg aga cat egg c 
Gin Tyr Gin Glu Glu He Gin Glu Leu Asn Glu Val Ala Arg His Arg 
45 50 55 60 

<210> 2249 

<211> 397 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 161 . .397 



<400> 2249 

atgccccgcg ccccggccgc tctggcctgc aacgtgtctc tggggcggag gcagcggcag 60 
tggagttcgc tgcgcgctgt tgggggccac ctgtcttttc gcttgtgtcc ctctttctag 120 
tgtcgcgctc gagtcccgac gggccgctcc aagcctcgac atg teg tac aac tac 175 

Met Ser Tyr Asn Tyr 

S ^ ^ 

gtg gta acg gcc cag aag ccc acc gcc gtg aac ggc tgc gtg acc gga 223 

Val Val Thr Ala Gin Lys Pro Thr Ala Val Asn Gly Cys Val Thr Gly 

10 15 20 

cac ttt act teg gcc gaa gae tta aac ctg ttg att gee aaa aac aeg 271 

•^g His Phe Thr Ser Ala Glu Asp Leu Asn Leu Leu He Ala Lys Asn Thr 

25 30 35 

'T aga tta gag ate tat gtg gtc acc gee gag ggg ctt egg cce gtc aaa 319 

Arg Leu Glu He Tyr Val Val Thr Ala Glu Gly Leu Arg Pro Val Lys 

4 0 4 5 50 

gag gtg gge atg tat ggg aag att geg gte atg gag ett tte agg ccc 367 

Glu Val Gly Met Tyr Gly Lys He Ala Val Met Glu Leu Phe Arg Pro 

55 60 65 

aag ggg gag age aag gac etg ctg ttt ate 3 97 

Lys Gly Glu Ser Lys Asp Leu Leu Phe He 

70 75 

<210> 2250 
<211> 358 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 33 . .356 



i?3 5 



<400> 2250 

ccggggtttg tagcggagga ggagcrggcg cc atg geg gtt eta ctg gag acc 

Met Ala Val Leu Leu Glu Thr 
1 5 
act tta ggc gac gtc gte ate gac ttg tac ace gaa gaa egg ccg cgt 
Thr Leu Gly Asp Val Val He Asp Leu Tyr Thr Glu Glu Arg Pro Arg 
10 15 20 
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y t_- 




ttg 


aat 


ttc 


ttg 


aaa 


cto 


tgc 


aaa 


ata 


aaa 


tat 


tac 


aat 


tat 


149 


Ala 


Cys 


Leu 


Asn 


Phe 


Leu 


Lys 
3 0 


Leu 


Cys 


Lys 


He 


Lys 
35 


Tyr 


Tyr 


Asn 


Tyr 








att 


cac 


aat 


gta 


cag 


aaQ 


gat 


ttt 


ate 


ata 


caa 


act 


ggc 


gat 


197 


Cys 


Leu 


He 


His 


Asn 


Val 


Gin 


Arg 


Asp 


Phe 


He 


He 


Gin 


Thr 


Gly Asp 














45 










50 










55 




C C t 


aca 


ggg 


act 


ggc 


cgt 


aoa 


QQa 


Qaq 


tct 


ate 


ttt 


ggc 


caa 


ctg 


tat 


245 


Pro 


Thr 


Gly Thr 


Gly Arg 


Gly 


Gly 


Glu 


Ser 


He 


Phe 


Gly 


Gin 


Leu 


Tyr 












60 










6 5 










70 






9gw 


gat 


caa 


gca 


age 


ttt 


ttt 


gag 


gca 


gaa 


aaa 


gte 


cca 


aga 


att 


aag 


293 


Gly 


Asp 


Gin 


Ala 
75 


Ser 


Phe 


Phe 


Glu 


Ala 
80 


Glu 


Lys 


Val 


Pro 


Arg 
85 


He 


Lys 




cac 


aag 


aag 


aaa 


ggc 


aca 


gtg 


tec 


atg 


gtg 


aat 


aat 


ggc 


agt 


gat 


caa 


341 


His 


Lys 


Lys 
90 


Lys 


Gly 


Thr 


Val 


Ser 
95 


Met 


Val 


Asn 


Asn 


Gly 
100 


Ser 


Asp 


Gin 




cat 


gga 


tct 


cag 


ttt 


ct 






















358 


His 


Gly 
105 


Ser 


Gin 


Phe 



























<210> 2251 
<211> 284 



^ <212> DNA 



<213> Homo sapiens 



^ <22Q> 



<221> CDS 
<222> 72 . .284 



<400> 2251 

aceetagagg eccaggccce ccaacggctg acccctgeac actecaccct ggccccccag 
ccagtccagc a atg atg gaa aaa aac acc tee gag ggc cet gcc tgc agt 
Met Met Glu Lys Asn Thr Ser Glu Gly Pro Ala Cys Ser 
15 10 
cca gag gag acc gca tct gaa tct gee aag gtg ccc aca gca gag cct 
Pro Glu Glu Thr Ala Ser Glu Ser Ala Lys Val Pro Thr Ala Glu Pro 

15 20 25 

ccc gga gaa gtg gca gta tea gag tec acc aga gaa gag cag gtg ccc 
Pro Gly Glu Val Ala Val Ser Glu Ser Thr Arg Glu Glu Gin Val Pro 
30 35 40 45 

aag ceg eag gee ctg cee cac agg eee eta cag est cca cag cca eta 
Lys Pro Gin Ala Leu Pro His Arg Pro Leu Gin Xaa Pro Gin Pro Leu 

50 55 60 

age ctg cac ccc caa gtg aag atg tec cca 
Ser Leu His Pro Gin Val Lys Met Ser Pro 
65 ' 70 

<210> 2252 
<211> 424 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 



60 
110 



158 



206 



254 



284 



1478 



<222> 101 . .424 



<400> 2252 

ggaaccggaa gtwycgtgtt gtrnggmwca gctggttcat ttatgttgtt tttcctgtac 60 
ctaagttccc gctgtaggtg gtacctttgc agacggtgcg atg ggg gaa gca gag 115 

Met Gly Glu Ala Glu 
1 5 

aag ttt cac tac ate tat agt tgt gac ctg gat ate aac gtc cag ctt 163 
Lys Phe His Tyr lie Tyr Ser Cys Asp Leu Asp lie Asn Val Gin Leu 

10 15 20 

aag ata gga age ttg gaa ggg aag aga gaa eaa aag agt tat aaa get 211 
Lys lie Gly Ser Leu Glu Gly Lys Arg Glu Gin Lys Ser Tyr Lys Ala 

25 30 35 

gtc etg gaa gae cca atg ttg aag ttc tea gga eta tat caa gag aca 259 
Val Leu Glu Asp Pro Met Leu Lys Phe Ser Gly Leu Tyr Gin Glu Thr 

40 45 50 

tgc tot gat ctt tat gtt act tgt caa gtt ttt gca gaa ggg aag cet 307 
Cys Ser Asp Leu Tyr Val Thr Cys Gin Val Phe Ala Glu Gly Lys Pro 
'% 55 60 65 

}^ ttg gee twr cca gtg aga aca tec tac aaa gca ttt agt aca aga tgg 355 
^= Leu Ala Xaa Pro Val Arg Thr Ser Tyr Lys Ala Phe Ser Thr Arg Trp 

70 75 80 85 

'%M aac tgg aat gaa tgg ctg aaa eta cca gta aaa tac cet gac ctg ccc 403 
■A Asn Trp Asn Glu Trp Leu Lys Leu Pro Val Lys Tyr Pro Asp Leu Pro 
-1^ 90 95 100 

i-ff agg aat gee caa gtg gcc etc 424 

Arg Asn Ala Gin Val Ala Leu 
105 

<210> 2253 
'J <211> 276 

<212> DNA 
O <213> Homo sapiens 

<220> 
<221> CDS 
<222> 28 . .276 



<400> 2253 

gwcagcagcc acacetctgc agagaga atg gee age agg aag gcg ggg ace egg 54 

Met Ala Ser Arg Lys Ala Gly Thr Arg 
1 5 

ggc aag gtg gca gee acc aag cag gcc caa cgt ggt tct tec aac gtc 102 

Gly Lys Val Ala Ala Thr Lys Gin Ala Gin Arg Gly Ser Ser Asn Val 

10 15 20 25 

ttt tec atg ttt gaa caa gee cag ata cag gag ttc aaa gaa gcc ttc 150 

Phe Ser Met Phe Glu Gin Ala Gin He Gin Glu Phe Lys Glu Ala Phe 

30 35 40 

age tgt ate gae cag aat cgt gat ggc ate ate tgc aag gca gac ctg 198 
Ser Cys He Asp Gin Asn Arg Asp Gly He He Cys Lys Ala Asp Leu 

45 50 55 

agg gag ace tac tec cag ctg ggg aag gtg agt gtc cca gag gag gag 246 



1479 




Arg Glu Thr Tyr Ser Gin Leu Gly Lys Val Ser Val Pro Glu Glu Glu 

60 65 70 

ctg gac gcc atg ctg caa gag ggc aag ggc 276 
Leu Asp Ala Met Leu Gin Glu Gly Lys Gly 
75 80 

<210> 2254 

<211> 422 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 83 . .421 



<400> 2254 

ctgttctccg ctgaggagga gcggggcaga ggagggaggc agcgggtgag agttcagagt 60 
tcagcagcag cagcccgagc cc atg att ccc ata tgc cot gta gtt tct ttc 112 

. Met lie Pro lie Cys Pro Val Val Ser Phe 
1 5 10 

acc tat gtg ccc age egg ctg ggg gaa gat gcc aaa atg keg acc ggc 160 
Thr Tyr Val Pro Ser Arg Leu Gly Glu Asp Ala Lys Met Xaa Thr Gly 
yj 15 20 25 

-5 aae tac ttt gga ttc aec cac age ggg gcg geg geg gcg gcg get geg 208 
^ Asn Tyr Phe Gly Phe Thr His Ser Gly Ala Ala Ala Ala Ala Ala Ala 
^,ft 30 35 40 

rats- 

gee caa tat age eag cag eca get teg ggt gta gee tat tct eat eea 256 
Ala Gin Tyr Ser Gin Gin Pro Ala Ser Gly Val Ala Tyr Ser His Pro 
S 45 50 55 

yi act aca gtt get age tac act gte cat cag get eca gta get get eac 304 
Thr Thr Val Ala Ser Tyr Thr Val His Gin Ala Pro Val Ala Ala His 
60 65 70 

U aca gtt act get gee tat gea sea gca gcc gee aea gtt gea gtt gee 352 
Q Thr Val Thr Ala Ala Tyr Ala Xaa Ala Ala Ala Thr Val Ala Val Ala 
75 80 85 90 

agg cct get eca gta get gtt gea get get gea aca get get get tat 400 
Arg Pro Ala Pro Val Ala Val Ala Ala Ala Ala Thr Ala Ala Ala Tyr 

95 100 105 

gga ggn tac eca ctg cac aea c 422 
Gly Gly Tyr Pro Leu His Thr 
110 

<210> 2255 
<211> 270 
<212> DMA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 101 . .268 



<400> 2255 
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!=3 ; 



270 



agttcccgtt gcccaagcaa ctagggcccg gagcccgggg tgctggaggg aggcggcagg 60 
cccgggtyag gggcctcgag atcgggcttg ggcccagagc atg ttc cag ate cca 115 

Met Phe Gin lie Pro 
1 5 

gag ttt gag ccg agt gag cag gaa gac tec age tct gca gag agg ggc 163 
Glu Phe Glu Pro Ser Glu Gin Glu Asp Ser Ser Ser Ala Glu Arg Gly 

10 15 20 

ctg gge ece age ecc gca ggs acg ggc cct cag get ccg gca age ate 211 
Leu Gly Pro Ser Pro Ala Gly Thr Gly Pro Gin Ala Pro Ala Ser He 

25 30 35 

ate gcc agg ecc cag gee tec tgt ggg acg cca gtc aec age agg age 259 
He Ala Arg Pro Gin Ala Ser Cys Gly Thr Pro Val Thr Ser Arg Ser 

40 45 50 

age caa cca gc 
Ser Gin Pro 
55 

<210> 2256 
<211> 230 
<212> DNA 
y£ <213> Homo sapiens 

y I 

N" <220> 

|y <221> CDS 

:J <222> 42 . .230 



<400> 2256 

agtcteagge tcagegetca gccetacaca tcgcctcttg c atg caa etc aca gag 56 

Met Gin Leu Thr Glu 
1 5 

PJ agg gag agg caa cct gtc etc ecc tct etc age etc gge ate tec age 104 
==P Arg Glu Arg Gin Pro Val Leu Pro Ser Leu Ser Leu Gly He Ser Ser 
O 10 15 20 

fl cac caa gga cct get ttt cge ace tec aac aac ecc tec ett eta ecc 152 
^ His Gin Gly Pro Ala Phe Arg Thr Ser Asn Asn Pro Ser Leu Leu Pro 
25 30 35 

tgc cac tec etc cca gag aga aag gaa aag gag aga gam aga ttc tgg 
Cys His Ser Leu Pro Glu Arg Lys Glu Lys Glu Arg Xaa Arg Phe Trp 

40 45 50 

aat ttg aac eta ecc aaa gag gaa aca tac 230 
Asn Leu Asn Leu Pro Lys Glu Glu Thr Tyr 
55 60 

<210> 2257 

<211> 535 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 65 . . 535 



200 
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<400> 2257 

agagaagctg ggtctaagtg tagtgttagc tgcagatacc tgctcagctg gctaagcctt 60 
taac atg gaa aga agg etc ata aag aag gaa atg aaa aag etc ttg gga 10 9 

Met Glu Arg Arg Leu lie Lys Lys Glu Met Lys Lys Leu Leu Gly 
15 10 15 

gat tat att ggc ate aga ett egg gaa aat gaa ttt gac cca aaa gga 157 
Asp Tyr He Gly He Arg Leu Arg Glu Asn Glu Phe Asp Pro Lys Gly 

20 25 30 

aga egg eaa etc aee ttt eta gat gat atg gca cac tat gac ttg gee 205 
Arg Arg Gin Leu Thr Phe Leu Asp Asp Met Ala His Tyr Asp Leu Ala 

35 40 45 

ate agt gtt get ttg eaa tgg etg gat ecc tea gaa gac tta act tgg 253 
He Ser Val Ala Leu Gin Trp Leu Asp Pro Ser Glu Asp Leu Thr Trp 

50 55 60 

etg gag tgg gag gaa etg aaa ata cca etc cat ggc aga ecc ata tat 301 
Leu Glu Trp Glu Glu Leu Lys He Pro Leu His Gly Arg Pro He Tyr 

65 70 75 

ccn aat cgt aga gam ega gaa get ata att tta tea tct tat get gga 34 9 

Pro Asn Arg Arg Xaa Arg Glu Ala He He Leu Ser Ser Tyr Ala Gly 
80 85 90 95 

ate tta atg aac agt ate ccg att gag gaa gte ttt aaa att tat ggg 397 
He Leu Met Asn Ser He Pro He Glu Glu Val Phe Lys He Tyr Gly 
100 105 110 

W get gat tet tct gee gat tct ggt ace ate aag gtt ecc cgw gtt tea 445 
^ Ala Asp Ser Ser Ala Asp Ser Gly Thr He Lys Val Pro Arg Val Ser 
115 120 125 

tct etc cgc etc tec ttg cac ecc ttt gee atg tta aca gca ecc aaa 
Ser Leu Arg Leu Ser Leu His Pro Phe Ala Met Leu Thr Ala Pro Lys 
130 135 140 

St gca gca gca tac gee cgc aaa cag ggt gte aag tea aga aag 535 
L^I Ala Ala Ala Tyr Ala Arg Lys Gin Gly Val Lys Ser Arg Lys 
145 150 155 

O <210> 2258 

O <211> 347 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 167 . . 346 



493 



<400> 2258 

aagggtttta tagegtcegg tagcgacacg. gagccggetc ccccttttcc agccttcetc 60 
cceatctecc attctceate ceccacgacc tataccagag gtccttagge ctecacgtet 120 
etecttttgc cgagtagecc aaggtttcca cecatctgee aggggg atg gcg tec 175 

Met Ala Ser 

1 

act ccg atg ggg aat gag ggg gag aag aag age age tgg cca tct caa 223 
Thr Pro Met Gly Asn Glu Gly Glu Lys Lys Ser Ser Trp Pro Ser Gin 

5 10 15 

get gca ecc tec ttg aga gga ggt ccg get teg tta tct cgt tct gag 271 
Ala Ala Pro Ser Leu Arg Gly Gly Pro Ala Ser Leu Ser Arg Ser Glu 



1482 



20 25 30 35 

gaa tac ctg tec cag ate agt gca gaa etc atg gag gag get ttg tgc 319 

Glu Tyr Leu Ser Gin lie Ser Ala Glu Leu Met Glu Glu Ala Leu Cys 

40 45 50 

act get tgc tgc cac ttg aac ect gtg c 347 
Thr Ala Cys Cys His Leu Asn Pro Val 
55 60 

<210> 2259 
<211> 457 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 130. .456 



<400> 2259 

ctgagtgtga cgtcagaate accatggcca gcttteetta ccggeagggc tgcecaggag 60 
etgeaggaca ageaccagga geccctcegg gtagetacta ccetggaccc cecaatagtg 120 
gagggcagt atg gta gtg ggc tac ccc ctg gtg gtg gtt atg ggg gtc ctg 171 
Met Val Val Gly Tyr Pro Leu Val Val Val Met Gly Val Leu 
15 10 
ccc ctg gag ggc ctt atg gac cac cag ctg gtg gag ggc ect atg gac 219 
Pro Leu Glu Gly Leu Met Asp His Gin Leu Val Glu Gly Pro Met Asp 
15 20 25 30 

acc cca ate ctg gga tgt tee ect ctg gaa etc cag gag gac cat atg 267 
Thr Pro lie Leu Gly Cys Ser Pro Leu Glu Leu Gin Glu Asp His Met 

35 40 45 

gcg gtg cag etc ccg ggg gee ect atg gtc age cac etc caa gtt ect 315 
Ala Val Gin Leu Pro Gly Ala Pro Met Val Ser His Leu Gin Val Pro 



==P 50 55 60 

M s^cg gtg ccc age age ctg ggc ttt atg gac agg gtg gcg ccc etc cca 363 
Q Thr Val Pro Ser Ser Leu Gly Phe Met Asp Arg Val Ala Pro Leu Pro 

65 70 75 

atg tgg ate ctg agg ect act ect ggt tec agt egg tgg act cag rtc 411 
Met Trp lie Leu Arg Pro Thr Pro Gly Ser Ser Arg Trp Thr Gin Xaa 

80 85 90 

aea gtn ann kat ate tec atg aag gag eta aag cag gee ctg gtc a 457 
Thr Val Xaa Xaa lie Ser Met Lys Glu Leu Lys Gin Ala Leu Val 
95 100 105 

<210> 2260 
<211> 316 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 41. .316 



<400> 2260 
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u 



ru 



gaaggagcag agcgaccgga agcgcggagg gagccgcggg atg gac cgc age ctg 55 

Met Asp Arg Ser Leu 
1 5 

cca gtt ttc tec att car gat agt ccc ttt gga gat gcg cce etg ggt 103 
Pro Val Phe Ser lie Gin Asp Ser Pro Phe Gly Asp Ala Pro Leu Gly 

10 15 20 

ega age cac tae tgg cca tee eag age cag acc tgg tgt ccc aag acc 151 
Arg Ser His Tyr Trp Pro Ser Gin Ser Gin Thr Trp Cys Pro Lys Thr 

25 30 35 

ctg age cca tec agg tct eag aga tec agg etc cca caa get ccc aag 199 
Leu Ser Pro Ser Arg Ser Gin Arg Ser Arg Leu Pro Gin Ala Pro Lys 

40 45 50 

get eta gee aca ggt ccc aac tec cet gag ctg ttt gag gag tec tgg 247 
Ala Leu Ala Thr Gly Pro Asn Ser Pro Glu Leu Phe Glu Glu Ser Trp 

55 60 65 

cca tec agt tea ggg acc ccc tec ctg ccc age ace act gag gga eag 295 
Pro Ser Ser Ser Gly Thr Pro Ser Leu Pro Ser Thr Thr Glu Gly Gin 
70 75 80 85 

atg tgg gee tec cca gea ccc 316 
Met Trp Ala Ser Pro Ala Pro 
90 

<210> 2261 

<211> 419 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 18 . .419 



<400> 2261 

aagaaataea cacctae atg gaa atg ttt caa cgt gcg caa gcg ttg egg 50 

Met Glu Met Phe Gin Arg Ala Gin Ala Leu Arg 
15 10 
egg egg gea gag gac tae tae aga tge aaa ate acc cet tct gea aga 98 
Arg Arg Ala Glu Asp Tyr Tyr Arg Cys Lys lie Thr Pro Ser Ala Arg 

15 20 25 

aag cet ett tge aac egg gte aga atg gcg gea gtg gag eat cgt cat 146 
Lys Pro Leu Cys Asn Arg Val Arg Met Ala Ala Val Glu His Arg His 

30 35 40 

tct tea gga ttg ccc tae tgg ccc tae etc aca get gaa act tta aaa 194 
Ser Ser Gly Leu Pro Tyr Trp Pro Tyr Leu Thr Ala Glu Thr Leu Lys 

45 50 55 

aac agg atg ggc cac eag cca cet cet cca act caa caa cat tct ata 242 
Asn Arg Met Gly His Gin Pro Pro Pro Pro Thr Gin Gin His Ser lie 
60 65 70 75 

att gat aac tec ctg age etc aag aca cet ycy gag ygt ctg etc wmt 290 
lie Asp Asn Ser Leu Ser Leu Lys Thr Pro Xaa Glu Xaa Leu Leu Xaa 

80 85 90 

ccc ett cca ccc tea gcg gat gat aat etc aag aca cet ccc gag tgt 338 
Pro Leu Pro Pro Ser Ala Asp Asp Asn Leu Lys Thr Pro Pro Glu Cys 
95 100 105 
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ctr etc act ccc ctt cca ccc tea get eta ccc tea geg gat gat aat 386 
Leu Leu Thr Pro Leu Pro Pro Ser Ala Leu Pro Ser Ala Asp Asp Asn 

110 115 120 

etc aag aca ect geg gag tgt etg etc tae ecc 419 
Leu Lys Thr Pro Ala Glu Cys Leu Leu Tyr Pro 



125 130 



<210> 2262 

<211> 331 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 55. .330 



201 



<400> 2262 

agcctgggcc gctgcgcaga ggegeggegg ctgtacaaet cggeegttgt eacc atg 57 

Met 
1 

ecg gtc gte egg aag att tte cgt egc ege egg ggc gac teg gag tea 105 
Pro Val Val Arg Lys He Phe Arg Arg Arg Arg Gly Asp Ser Glu Ser 

5 10 15 

gag gaa gat gag eag gae tea gag gag gtt cga tta aaa etg gaa gag 153 
Glu Glu Asp Glu Gin Asp Ser Glu Glu Val Arg Leu Lys Leu Glu Glu 

20 25 30 

ace aga gag gta eag aac ttg agg aag agg eee aae ggg gtg agt get 
Thr Arg Glu Val Gin Asn Leu Arg Lys Arg Pro Asn Gly Val Ser Ala 

35 40 45 

gtg gee ttg etg gtg gga gag aag gta eaa gag gag ace act eta gtg 249 
Val Ala Leu Leu Val Gly Glu Lys Val Gin Glu Glu Thr Thr Leu Val 
=C 50 55 60 65 

O gat gat eee ttt eag atg aag aea ggt ggt atg gtg gat atg aag aaa 297 
p Asp Asp Pro Phe Gin Met Lys Thr Gly Gly Met Val Asp Met Lys Lys 
^' 70 75 80 

etg aag gaa agg ggc aaa gat wag ate agt gag g 331 
Leu Lys Glu Arg Gly Lys Asp Xaa He Ser Glu 
85 90 



<210> 2263 
<211> 452 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 68. .451 



<400> 2263 

ggcgtggggc ggaagcaega teteeggcag eggeetggga aetcttaget gagcaggega 
gagcatc atg gat aec gae tta tat gat gag ttt ggg aat tat att gga 
Met Asp Thr Asp Leu Tyr Asp Glu Phe Gly Asn Tyr He Gly 
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cca gag ctt gat 
Pro Glu Leu Asp 
15 

aaa gat ctt gat 
Lys Asp Leu Asp 



gat 

Asp 

aag 
Lys 

acc 
Thr 

aag 

Lys 

95 

gtt 

Val 



cat gac 
His Asp 

aag tac 
Lys Tyr 
65 

ata gtt 
He Val 
80 

cca gtg 
Pro Val 



gat 

Asp 

50 

tac 

Tyr 

caa 
Gin 

aaa 
Lys 



acg gtg tat 
Thr Val Tyr 



tct gat 
Ser Asp 

20 
gag atg 
Glu Met 
35 

gac cac 
Asp His 

cca aca 
Pro Thr 

gag gaa 
Glu Glu 

acc aag 
Thr Lys 
100 
gag atg 
Glu Met 
115 



gaa gat 
Glu Asp 

gat gat 
Asp Asp 

cct ggg 
Pro Gly 

gcc gag 
Ala Glu 
70 

gac act 
Asp Thr 
85 

aaa ttc 
Lys Phe 

gat ttc 
Asp Phe 



gag etc a 
Glu Leu 

<210> 2264 

<211> 443 

<212> DMA 

<213> Homo sapiens 



gat gat gaa 
Asp Asp Glu 
25 

gat gac gac 
Asp Asp Asp 
40 

atg gag gtg 
Met Glu Val 
55 

gag gtg tat 
Glu Val Tyr 

cag cct etc 
Gin Pro Leu 

act ctg atg 
Thr Leu Met 
105 

ttg gcg gat 
Leu Ala Asp 
120 



10 

ttg 

Leu 

gac 
Asp 

gtg 
Val 

ggt 
Gly 

aca 

Thr 

90 

gag 

Glu 

ctg 
Leu 



ggt aga gag 
Gly Arg Glu 



gat 
Asp 

ctg 
Leu 

cct 

Pro 

75 

gaa 

Glu 



gac gta 
Asp Val 

45 
cat gag 
His Glu 
60 

gag gtg 
Glu Val 

ccc att 
Pro He 



acc 

Thr 

30 

gga 

Gly 

gac 
Asp 

gag 
Glu 

att 
He 



cag aca tta cct 
Gin Thr Leu Pro 
110 

atg gat aac tea 
Met Asp Asn Ser 
125 



157 



205 



253 



301 



349 



397 



445 



452 



<220> 
<221> CDS 
<222> 269. 



.442 



<400> 2264 

ccttgcaccg cccacgtgg 
ccgcgctgcg kagtccttc 
tcatgcccgg cccctgccc 
ctgaggatcg ttggatctc 
cacgctctgt gcttgtgcc 



cac act ggg 
His Thr Gly 
10 

gag cct ggt 
Glu Pro Gly 
25 

tac cgc cac 
Tyr Arg His 

ggg gag c 
Gly Glu 



c cagcgccacc tgcctcattg tgcccaggag ttctccaaac 
c tcgggaggcg gcgaaggcgg tccaccctgc gcgtgatcct 
c tccctccggg tggaacttcc ccctcaccgc cagacttaag 
t ggcggggtgc agaactgagc ccaggccaca gtaccctatt 
a agggggca atg gcg get tec tgt gtt eta ctg 
Met Ala Ala Ser Cys Val Leu Leu 
1 5 
cag aag atg cct ctg att ggt ctg ggt acc tgg aag agt 
Gin Lys Met Pro Leu He Gly Leu Gly Thr Tr^ Lys Ser 

15 20 
cag gta aaa gca get gtt aag tat gcc ctt age gta ggc 
Gin Val Lys Ala Ala Val Lys Tyr Ala Leu Ser Val Gly 

30 35 40 

att gat tgt get get ate tac ggc aat gag cct gag att 
He Asp Cys Ala Ala He Tyr Gly Asn Glu Pro Glu He 
45 50 55 



60 
120 
180 
240 
292 



340 



388 



436 



443 
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<210> 2265 

<211> 481 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 307 . .480 



<400> 2265 

ctccaaaccc gcgctgcgga gtgagtgacc aagttccggc cagttcgacc tcgaggatcc 60 

agaggtkgra gacggtacta cctcccagmt ctgttttcca tccccttcag gtccttcctc 120 

gggakacggc gaaggcggtc caccctgcgc gtgatccttc atgcccggcc cctgcccctc 180 

cctccgggtg gaacttcccc ctcaccgcca gacttmagct gaggatcgtt ggatctctgg 240 

cggggtgcag aactgagccc aggccacagt accctattca cgctctgtgc ttgtgccaag 300 

ggggca atg gcg get tec tgt gtt eta ctg eae act ggg cag aag atg 348 
Met Ala Ala Ser Cys Val Leu Leu His Thr Gly Gin Lys Met 
■r^. 15 10 

cct ctg att ggt ctg ggt acc tgg aag agt gag cct ggt cag gta aaa 396 
m Pro Leu lie Gly Leu Gly Thr Trp Lys Ser Glu Pro Gly Gin Val Lys 
^ 15 20 25 30 

Zi gca get gtt aag tat gee ctt age gta ggc tac cgc cac att gat tgt 444 

Ala Ala Val Lys Tyr Ala Leu Ser Val Gly Tyr Arg His He Asp Cys 
35 40 45 

^ get get ate tac ggc aat gag cct gag att ggg gag c 481 
^ Ala Ala He Tyr Gly Asn Glu Pro Glu He Gly Glu 
s 50 55 



fU <210> 2266 

f(l <211> 421 

'5 <212> DNA 

^ <213> Homo sapiens 

^ <220> 

<221> CDS 

<222> 169. .420 



<400> 2266 

gagtcaegge tcgcgaetgg cetaagtege cgeagaactg ccaegtgggg atgagatttg 60 
ctgggetggt ageggegget getgegggag gtcecgecca egtgaagcca gectaactga 120 
gctctggact ttggggacag ctgteagtgg ectaggccge aggacacc atg aag caa 177 

Met Lys Gin 
1 



ctg 


cca 


gtc 


ttg 


gaa 


cct gga 


gac 


aag 


cec 


agg 


aaa 


gca 


aca 


tgg 


tac 


Leu 


Pro 


Val 


Leu 


Glu 


Pro Gly Asp 


Lys 


Pro 


Arg 


Lys 


Ala 


Thr 


Trp 


Tyr 




5 








10 










15 










acc 


ttg 


act 


gtc 


cct 


gga gae 


age 


cec 


tgt 


get 


cga 


gtt 


ggc 


cae 


age 


Thr 


Leu 


Thr 


Val 


Pro 


Gly Asp 


Ser 


Pro 


Cys 


Ala 


Arg 


Val 


Gly 


His 


Ser 


20 










25 








30 










35 


tgt 


tea 


tat 


tta 


cee 


cca gtt 


ggt 


aat 


gee 


aag 


aga 


ggs 


gmg 


gtc 


ttc 


Cys 


Ser 


Tyr 


Leu 


Pro 


Pro Val 


Gly Asn 


Ala 


Lys 


Arg 


Gly Xaa 


Val 


Phe 
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40 45 50 

att gtt ggg gga gca aat cca aac aga age ttc tea gac gtg cac ang 369 
lie Val Gly Gly Ala Asn Pro Asn Arg Ser Phe Ser Asp Val His Xaa 

55 60 65 

gtt gga tct gga cac tct gac ctg gtc aca gcc aga gac act tgg aaa 417 
Val Gly Ser Gly His Ser Asp Leu Val Thr Ala Arg Asp Thr Trp Lys 

70 75 80 

tec t 421 
Ser 

<210> 2267 

<211> 255 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 85 . .255 

o 

<400> 2267 

m agagggaagg aggtcggcag tgtgaggagc tgctatggtg ctgagtttcc tggtagagcc 6 0 

r; ggccgagctg aggcggtcgc ggcc atg aag gcg ggt gee acg tct atg tgg 111 
f\ Met Lys Ala Gly Ala Thr Ser Met Trp 

m IS 

^ get teg tgc tgt ggg ctg ctg aat gaa gtc atg gga act gga get gtc 159 

^fl Ala Ser Cys Cys Gly Leu Leu Asn Glu Val Met Gly Thr Gly Ala Val 

%y 10 15 20 25 

s agg gge eag eag tea gca ttt gea gga gee ace ggt cca ttc aga ttt 207 

p Arg Gly Gin Gin Ser Ala Phe Ala Gly Ala Thr Gly Pro Phe Arg Phe 

f\\ 30 35 40 

Ja-. aca cca aac cet gag ttt tec ace tac cca cca gca get acg gaa ggg 255 

Thr Pro Asn Pro Glu Phe Ser Thr Tyr Pro Pro Ala Ala Thr Glu Gly 
i 45 50 55 



<210> 2268 
<211> 246 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 58 . .246 



<400> 2268 

cegtggtgaa gcaaggcttt gagectceet cctttgtggg etrgttectt ggetggg 57 
atg atg att act ggt ctg tgg ace cet tgg aca ggg cca tgg etg age 105 
Met Met lie Thr Gly Leu Trp Thr Pro Trp Thr Gly Pro Trp Leu Ser 
15 10 15 

tgg etg cet gag gag ggg eag gge cca ccc atg tea eeg gtc agt gee 153 
Trp Leu Pro Glu Glu Gly Gin Gly Pro Pro Met Ser Pro Val Ser Ala 

20 25 30 

ttt tgg aac tgt ect tey etc aaa gag gcc tta gag cga gca gag eag 201 



1488 



Phe Trp Asn Cys Pro Ser Leu Lys Glu Ala Leu Glu Arg Ala Glu Gin 

35 40 45 

etc tgc tat gag tgt gtg tgt gtg tgt gtg ttg ttt ctt ttt ttt 

Leu Cys Tyr Glu Cys Val Cys Val Cys Val Leu Phe Leu Phe Phe 
50 55 60 

<210> 2269 

<211> 326 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 150 . . 326 



■SWT 



<400> 2269 

atttcttctt cgtggttgtg tgcatgcggt gggattgtga gagtgcgttc atgagaactg 60 
tgggcggcgt tggctgcttc taagtgtggt cttcttggcg acaggctctg tgtccgagtg 120 
tggtgtgcct gcgcggttgg ggtgtgtag atg tgg acc ctt cga ggc cct tct 173 

Met Trp Thr Leu Arg Gly Pro Ser 

f! gcg ttt tct teg ttg cgt acg att gtg etc cgt tgg tgt tct eag cag 221 

f\ Ala Phe Ser Ser Leu Arg Thr lie Val Leu Arg Trp Cys Ser Gin Gin 

W 10 15 20 

gga tct gat tct gtg tgt ggg ggt gtg tgg cce ctg cga ctg tgt ttg 269 

Gly Ser Asp Ser Val Cys Gly Gly Val Trp Pro Leu Arg Leu Cys Leu 

25 30 35 40 

ggt ggt gte gtc gtt atg teg ggc gtg tgt gat cce gac tgt get gga 317 

Gly Gly Val Val Val Met Ser Gly Val Cys Asp Pro Asp Cys Ala Gly 

45 50 55 

ttg tgt gte 326 



Hi 



Leu Cys Val 

<210> 2270 

<211> 300 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 133. .300 



<400> 2270 

aetctcgtet ggccgcegcg ctttcaggag gtgcttttgg ttctetccgg tcttgteeae 
gctagggggt gcaegtacte eeaaetgtgg tcgegctete aesscttctg ctgetctegt 
ggecccctcg eg atg gcg ggc ate ctg ktt gag grt att ttc gat gtg aag 
Met Ala Gly lie Leu Xaa Glu Xaa lie Phe Asp Val Lys 
15 10 
gat att gac ccg gag ggc aag aag ttt gac egr gtg tct cga ctg eat 
Asp He Asp Pro Glu Gly Lys Lys Phe Asp Arg Val Ser Arg Leu His 

15 20 25 

tgt gag agt gaa tct ttc aag atg gat eta ate tta grt gta aac att 



1489 



Cys Glu Ser Glu Ser Phe Lys Met Asp Leu lie Leu Xaa Val Asn lie 
30 35 ' 40 45 

caa att tac cct gta gac ttg ggt gac aag ttt 300 
Gin lie Tyr Pro Val Asp Leu Gly Asp Lys Phe 
50 55 

<210> 2271 
<211> 431 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 69 . .431 



ll! 



<400> 2271 

aacttctcca gccggccggg gcgagcgcca cncggcgtcc ggggcgagtg acacgcagag 60 
ctgaagcc atg gtt cat cag gtg etc tac egg gcg ctg gtc tec ace aag 110 
Met Val His Gin Val Leu Tyr Arg Ala Leu Val Ser Thr Lys 
15 10 
tgg ctg gcg gag tec ate agg act ggc aag ctg ggg cec gge ctg egg 158 
Trp Leu Ala Glu Ser lie Arg Thr Gly Lys Leu Gly Pro Gly Leu Arg 
n 15 20 25 30 

yj ^^tg gac gcg tec tgg tac tea cea ggc ace ega gag gee cgc aag 206 

Val Leu Asp Ala Ser Trp Tyr Ser Pro Gly Thr Arg Glu Ala^ Arg Lys 
%0 35 40 45 

=5 gag tac etc gag cgc cae gta cec ggc gee tet ttc ttt gac ata gaa 254 
3 Glu Tyr Leu Glu Arg His Val Pro Gly Ala Ser Phe Phe Asp lie Glu 
fi 50 55 60 

Wi g^g *^gg s^^ g^g ^^g g^^ 

JTh Glu Cys Arg Asp Thr Ala Ser Pro Tyr Glu Met Met Leu Pro Ser Glu 
65 70 75 

get ggc ttc gee gag tat gtg ggc cgc ctg ggc ate age aae cae acg 
Ala Gly Phe Ala Glu Tyr Val Gly Arg Leu Gly lie Ser Asn His Thr 

80 85 90 

cac gtg gtg gtg tat gat ggt gaa cac tgg gca get tet atg etc cec 
His Val Val Val Tyr Asp Gly Glu His Trp Ala Ala Ser Met Leu Pro 
95 100 105 110 

ggg tet ggt gga tgt tec gtg tgt ttg gee ace 431 
Gly Ser Gly Gly Cys Ser Val Cys Leu Ala Thr 
115 120 

<210> 2272 
<211> 364 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 40 . . 363 



350 



398 



<400> 2272 
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cacttccgct tccgctgggg aggtcctcca tgcgcagtc atg agt cgc ttc aag 54 

Met Ser Arg Phe Lys 
1 5 

ttt ate gat att ggt ate aac ttg act gae eet atg ttc aga gga att 102 
Phe lie Asp lie Gly lie Asn Leu Thr Asp Pro Met Phe Arg Gly lie 

10 15 20 

tat agg ggg gtt caa aag cat caa gat gae tta eag gat gta ata ggg 150 
Tyr Arg Gly Val Gin Lys His Gin Asp Asp Leu Gin Asp Val lie Gly 

25 30 35 

aga get gtc gag att ggt gtt aaa aag ttt atg att aca ggt gga aat 198 
Arg Ala Val Glu lie Gly Val Lys Lys Phe Met lie Thr Gly Gly Asn 

40 45 50 

eta caa gae agt aaa gat gca etg eat ttg gca caa nca aat ggt atg 246 
Leu Gin Asp Ser Lys Asp Ala Leu His Leu Ala Gin Xaa Asn Gly Met 

55 60 65 

ttt tte agt aea gtt gga tgt eat eet aca aga tgt ggt gaa ttt gaa 294 
Phe Phe Ser Thr Val Gly Cys His Pro Thr Arg Cys Gly Glu Phe Glu 
70 75 80 85 

aag aat aae eet gat ctt tae tta aag gag ttg eta aat ett get gaa 342 
Lys Asn Asn Pro Asp Leu Tyr Leu Lys Glu Leu Leu Asn Leu Ala Glu 

90 95 100 

aac aat aaa ggg aaa gtt gtg g 364 
Asn Asn Lys Gly Lys Val Val 

105 

<210> 2273 
<211> 212 
<212> DNA 

<213> Homo sapiens 



<220> 



<221> CDS 
<222> 17. .211 



<400> 2273 

acatttcagg gacace atg aag ggt gge tte act ggg ggt gat gag tac eag 52 
Met Lys Gly Gly Phe Thr Gly Gly Asp Glu Tyr Gin 
15 10 
aag eac tte etg ccc agg gae tac ttg get act tac tac age ttc gat 100 
Lys His Phe Leu Pro Arg Asp Tyr Leu Ala Thr Tyr Tyr Ser Phe Asp 

15 20 25 

ggc age cee tea eee gag gee gag atg etg aag ttt aac ttg gaa tgt 148 
Gly Ser Pro Ser Pro Glu Ala Glu Met Leu Lys Phe Asn Leu Glu Cys 

30 35 40 

etc eac aag ace tte gge eet gga gge etc caa ggg gae acg etg att 196 
Leu His Lys Thr Phe Gly Pro Gly Gly Leu Gin Gly Asp Thr Leu lie 
45 50 55 60 

gae att ggc tea ggt e 212 
Asp lie Gly Ser Gly 
65 



<210> 2274 
<211> 245 



1491 



<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 1 . . 243 



<400> 2274 

atg tta ctt cct gta tgg agg cat ggc car ttt cca gcc ccg cgc tct 48 
Met Leu Leu Pro Val Trp Arg His Gly Gin Phe Pro Ala Pro Arg Ser 
15 10 15 

teg ttc ctt ccc age etg cgc egg age cac aac ttt cag gag cat gga 96 
Ser Phe Leu Pro Ser Leu Arg Arg Ser His Asn Phe Gin Glu His Gly 

20 25 30 

etg aag gcg ccc teg ccc cag cge ccc tct gag ate ett tgt gtt ttc 144 
Leu Lys Ala Pro Ser Pro Gin Arg Pro Ser Glu lie Leu Cys Val Phe 

35 40 45 

etc cgt ttc etc egg eeg ttt eta ttt tgg ggg get etc cgc tec ccc 192 
Q Leu Arg Phe Leu Arg Pro Phe Leu Phe Trp Gly Ala Leu Arg Ser Pro 
..n 50 55 60 

tgc etc tee cct ece ett ccc etc teg caa aea tgc etc ett cct tee 240 
^ Cys Leu Ser Pro Pro Leu Pro Leu Ser Gin Thr Cys Leu Leu Pro Ser 
n 65 70 75 80 

^ egg gg 245 
Arg 

c ' 

^ <210> 2275 
a <211> 296 

n <212> DNA 

< 2 1 3 > Homo s ap i ens 



m 



<220> 
<221> CDS 
<222> 96 . .296 



<400> 2275 

aaactgagea acagceaega cagtgnacgc gagegtetec tctgtgegca tgcgcccgct 60 
cageggectg ettctattta tgtgggggat ceaac atg gcg gcc gcg gcg acc 113 

Met Ala Ala Ala Ala Thr 
1 5 

etg gcg atg gcg gtg aag ccc ate aga aeg tat age ggg gaa ggg gae 161 
Leu Ala Met Ala Val Lys Pro lie Arg Thr Tyr Ser Gly Glu Gly Asp 

10 15 20 

aeg gte cge act eac cgt ggc gcc ggc gga gae gtt gag ggt ggt gga 209 
Thr Val Arg Thr His Arg Gly Ala Gly Gly Asp Val Glu Gly Gly Gly 

25 30 35 

ggg aag aaa age gae aga gag caa gag gaa ggg egg gca ggc aeg cag 257 
Gly Lys Lys Ser Asp Arg Glu Gin Glu Glu Gly Arg Ala Gly Thr Gin 

40 45 50 

egs gee gta gaa geg age gee ggc teg age aaa age gga 296 
Arg Ala Val Glu Ala Ser Ala Gly Ser Ser Lys Ser Gly 
55 60 65 
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<210> 2276 

<211> 250 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 58 . .249 



<400> 2276 

atttttttat ttggaggcca gcggggggtg aggggtggct gatgcaatga ccagcta 57 

atg get cga ttc tea aga ggg ttt cat tgg tct caa cct ggc ccc cca 105 

Met Ala Arg Phe Ser Arg Gly Phe His Trp Ser Gin Pro Gly Pro Pro 

15 10 15 

ggc aac cca ccc ctg att gga cag tct cat caa gaa ggt tgg tea aga 153 

Gly Asn Pro Pro Leu lie Gly Gin Ser His Gin Glu Gly Trp Ser Arg 
20 25 30 

□ get caa gtg ttt ctg aga ate tgg gtg att tat aag aaa ccc tta get 201 

S Ala Gin Val Phe Leu Arg lie Trp Val lie Tyr Lys Lys Pro Leu Ala 



in 35 40 45 

f,' gaa tgc agg gtg ggg aga acg aaa gae aaa age ate ttt ttt eag aag g 250 

Glu Cys Arg Val Gly Arg Thr Lys Asp Lys Ser lie Phe Phe Gin Lys 

^ 50 55 60 

^ <210> 2277 

<211> 345 
a <212> DNA 

pj <213> Homo sapiens 



m 



<220> 
<221> CDS 



!^ <222> 70 . . 345 



<400> 2277 

agageaggee egggagccgg gaggtgcggg cggeggeget ggacccgacg eggegagaga 6 0 

ggceccgag atg ecg age aag aag aag aag tac aac gcg egg ttc ccg ecg 111 

Met Pro Ser Lys Lys Lys Lys Tyr Asn Ala Arg Phe Pro Pro 

15 10 
gcg egg ate aag aag ate atg cag acg gac gar gwg att kgg aag gtg 159 
Ala Arg lie Lys Lys lie Met Gin Thr Asp Glu Xaa lie Xaa Lys Val 
15 20 25 30 

gcg gcg gcg gtg cct gtc ate ate tec egg gcg etc gag etc ttc eta 
Ala Ala Ala Val Pro Val lie lie Ser Arg Ala Leu Glu Leu Phe Leu 

35 40 45 

gag teg ctg ttg aag aag gcc tgc cag gtg ace eag teg egg aac snw 255 
Glu Ser Leu Leu Lys Lys Ala Cys Gin Val Thr Gin Ser Arg Asn Xaa 

50 55 60 

agg ace atg ace aca tee eac ctg aag cag tgc ate gag ctg gag cag 
Arg Thr Met Thr Thr Ser His Leu Lys Gin Cys lie Glu Leu Glu Gin 

65 70 75 

cag ttt gac ttc ttg aag gac ctg gtg gca tct gtt ccc gac 345 



207 



303 
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Gin Phe Asp Phe Leu Lys Asp Leu Val Ala Ser Val Pro Asp 
80 85 90 

<210> 2278 

<211> 214 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 11. .214 



in 



49 



97 



<400> 2278 

agtagacgcc atg atg gat gtg tct ggt gtg ggt ttc cca age aag gtt 
Met Met Asp Val Ser Gly Val Gly Phe Pro Ser Lys Val 
15 10 
cct tgg aag aag atg tct gca gag gag ctg gag aat cag tac tgt ccc 
Pro Trp Lys Lys Met Ser Ala Glu Glu Leu Glu Asn Gin Tyr Cys Pro 

15 20 25 

age cga tgg gtt gtc cga ctg gga gca gag gaa gee ttg agg acc tae 145 
Ser Arg Trp Val Val Arg Leu Gly Ala Glu Glu Ala Leu Arg Thr Tyr 
30 35 40 45 

^ tea cag ata gga att gaa ggt act agt gtg ace tct ctg tgg ccg cat 193 
y Ser Gin He Gly He Glu Gly Thr Ser Val Thr Ser Leu Trp Pro His 
^ 50 55 60 

•fl tgg gtg tee tta age atg tgg 214 
^ Trp Val Ser Leu Ser Met Trp 

JT; <210> 2279 

IJ; <211> 487 

<212> DNA 

+= <213> Homo sapiens 

o 

y <220> 

<221> CDS 
<222> 202 . .486 



<400> 2279 

agagaggggc gcggggggcg ggggtggtgg ggcttctgga etgageegct gagggtgcgg 60 
getgaccetg taagtggctg cggegggaag atggeggast gcgegtgcte gtagctgtca 120 
agagggtcat cgactacgcc gtgaanratc sgagtgaagc ctgacaggac cggtgtggte 180 
aeggatggtg tgaageactc c atg aae ccc ttc tgt gag ate geg gtg gag 231 

Met Asn Pro Phe Cys Glu He Ala Val Glu 
15 10 
gag get gtg egg etc aag gag aag aag ctg gtg aag gag gtc ate gee 279 
Glu Ala Val Arg Leu Lys Glu Lys Lys Leu Val Lys Glu Val He Ala 

15 20 25 

gtc age tgt ggg cct gca cag tgc cag gag aeg att cgt ace gee ctg 327 
Val Ser Cys Gly Pro Ala Gin Cys Gin Glu Thr He Arg Thr Ala Leu 

30 35 40 

gee atg ggt gca gac cga ggt ate cae gtg gag gtg ccc cca gca gaa 375 
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Ala Met Gly Ala Asp Arg Gly lie His Val Glu Val Pro Pro Ala Glu 

45 50 55 

gca gaa cgc ttg ggt ccc ctg cag gtg get egg gtc ctg gee aag ctg 423 
Ala Glu Arg Leu Gly Pro Leu Gin Val Ala Arg Val Leu Ala Lys Leu 

60 65 70 

gea gag aag gag aag gtg gae ctg gtg ctg ctg ggc aaa cag gee ate 471 
Ala Glu Lys Glu Lys Val Asp Leu Val Leu Leu Gly Lys Gin Ala He 
75 80 85 90 

gat gat gac tgt aac c 4 87 

Asp Asp Asp Cys Asn 
95 



<210> 2280 

<211> 404 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 150. .404 



Y] <400> 2280 

agcgcaccae ccctgggttc cctcccgggt ccgcagtgga aacactgcce tctcccttct 60 
tgacccctag eccttccttc cetccctcct tceetcctgt cgccgtctct tetggcgccg 120 
*=iO ctgctcccgg aggagmtccc ggcacgscg atg ggt tct egg gcc tee acg tta 173 

Met Gly Ser Arg Ala Ser Thr Leu 

ctg egg gac gaa gag etc gag gag ate aag aag gag ace ggc ttt tec 221 
Leu Arg Asp Glu Glu Leu Glu Glu He Lys Lys Glu Thr Gly Phe Ser 
^ 10 15 20 

iL^^ cac agt caa ate act cgc etc tac age egg tte ace age ctg gac aaa 269 
= y His Ser Gin He Thr Arg Leu Tyr Ser Arg Phe Thr Ser Leu Asp Lys 

25 30 35 40 

O gga gag aat ggg act etc age egg gaa gat tte cag agg att cea gaa 317 
p Gly Glu Asn Gly Thr Leu Ser Arg Glu Asp Phe Gin Arg He Pro Glu 

45 50 55 

ctt gee ate aac cea ctg ggg gae egg ate ate aat gcc tte ttt cea 365 
Leu Ala He Asn Pro Leu Gly Asp Arg He He Asn Ala Phe Phe Pro 

60 65 70 

gas gga gag gac cag gta aac tte egt gga tte atg cga 404 
Xaa Gly Glu Asp Gin Val Asn Phe Arg Gly Phe Met Arg 
75 80 85 



<210> 2281 

<211> 263 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 99. .263 
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<400> 2281 

tttttctcgc ttgctttctc tcccggcctc atgcgtttcc cccccctcgc ggcgctcgcc 60 
cgctctccct cgctctcgct ctgtcttttt tgggcgcc atg ctg agg gga agg gaa 116 

Met Leu Arg Gly Arg Glu 
1 5 

gat gga gag ttg gaa gaa ggt gaa ttg gaa gat gat ggg gca gag gag 164 
Asp Gly Glu Leu Glu Glu Gly Glu Leu Glu Asp Asp Gly Ala Glu Glu 

10 15 20 

acc cag gat acc tec gga ggg cct gag aga age egg aaa gaa aag ggg 212 
Thr Gin Asp Thr Ser Gly Gly Pro Glu Arg Ser Arg Lys Glu Lys Gly 

25 30 35 

gag aag cat cac agt gat teg gat gag gag aag tec cac agg aga cga 260 
Glu Lys His His Ser Asp Ser Asp Glu Glu Lys Ser His Arg Arg Arg 

40 45 50 

age 2 63 

Ser 
55 





<210> 


2282 




<211> 


333 




<212> 


DNA 


m 


<213> 
<220> 


Homo 




<221> 
<222> 


CDS 
51 . . 



<400> 2282 

atggagaggc ggcggccgcg getgctgagg eggaggctga ggcagtggeg atg geg 56 

Met Ala 
1 

ecc ttt ect gaa gaa gtg gac gtc ttc aee gee cea cac tgg egg atg 104 
Pro Phe Pro Glu Glu Val Asp Val Phe Thr Ala Pro His Trp Arg Met 

5 10 15 

aag cag etg gtg ggg etc tae tge gac aag ett tet aaa ace aat ttt 152 
Lys Gin Leu Val Gly Leu Tyr Cys Asp Lys Leu Ser Lys Thr Asn Phe 

20 25 30 

tec aac aac aac gat ttc cgt get ett etg cag tet ttg tat get act 200 
Ser Asn Asn Asn Asp Phe Arg Ala Leu Leu Gin Ser Leu Tyr Ala Thr 
35 40 45 50 

ttc aag gag ttc aaa atg cat gag cag att gta aat gaa tae att att 248 
Phe Lys Glu Phe Lys Met His Glu Gin lie Val Asn Glu Tyr lie He 

55 60 65 

ggt ttg ett caa eaa cge age cag acc att tat aat gta cat tet gac 296 
Gly Leu Leu Gin Gin Arg Ser Gin Thr He Tyr Asn Val His Ser Asp 

70 75 80 

aaa aac tet ccg aga tge tta gee tet ttg aaa agg g 333 
Lys Asn Ser Pro Arg Cys Leu Ala Ser Leu Lys Arg 
85 90 



<210> 2283 
<211> 267 
<212> DNA 
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^ 0 



<213> Homo sapiens 

<220> 

<221> CDS 

<222> 103 . . 267 



<400> 2283 

ttcccgtgcg agatgacccc tccgatgtga ctgacgagga tgagggccct gccgagccgc 60 
ccccaccccc caagctccct ctccccgcct tcagactgaa ga atg act egg acc 114 

Met Thr Arg Thr 

1 

tct teg ggg eyg ggg etg rag gag gcc gga eec aag gag age agt gag 162 

Ser Ser Gly Xaa Gly Leu Xaa Glu Ala Gly Pro Lys Glu Ser Ser Glu 

5 10 15 20 

gaa ggt aag gag gge aaa ace eee tct aag gag aag aag aag aag aag 210 

Glu Gly Lys Glu Gly Lys Thr Pro Ser Lys Glu Lys Lys Lys Lys Lys 

25 30 35 

aaa aaa gge aaa gag gaa gaa gaa aaa get gcc aag aag aag age aaa 258 
Lys Lys Gly Lys Glu Glu Glu Glu Lys Ala Ala Lys Lys Lys Ser Lys 

40 45 50 

eac aag aag 267 
His Lys Lys 
55 

<210> 2284 

<211> 424 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 178 . .423 



<400> 2284 

attgcccact ttactgtttt ggctecagac tgtcgttaag aatgtaeagc ctaattetgg 60 
tgtgtttegg gatattette tgtccagtat tctggaaggg cggggaggca tggeagegtt 120 
ttaetkgacg ttgatggtgc tgtgaagtee attettteet etgeaagaet actgaet 177 
atg eag aaa ttt ate gaa geg gat tat tat gaa eta gae tgg tat tat 225 
Met Gin Lys Phe lie Glu Ala Asp Tyr Tyr Glu Leu Asp Trp Tyr Tyr 
15 10 15 

gaa gaa tge teg gat gtt tta tgt gca cee tea gge cae ttt tat tta 273 
Glu Glu Cys Ser Asp Val Leu Cys Ala Pro Ser Gly His Phe Tyr Leu 

20 25 30 

aac aga age age gge cee aca gcc acg ggg aca tgt ctt cca gae agt 321 
Asn Arg Ser Ser Gly Pro Thr Ala Thr Gly Thr Cys Leu Pro Asp Ser 

35 40 45 

aga cae agt gee tgt gge tgt aag age ctg aca ggg aag att eat gee 369 
Arg His Ser Ala Cys Gly Cys Lys Ser Leu Thr Gly Lys lie His Ala 

50 55 60 

ttt etc ett ggn ccc atg acc aaa gaa gaa aat aaa aat cae aca cca 417 
Phe Leu Leu Gly Pro Met Thr Lys Glu Glu Asn Lys Asn His Thr Pro 
65 70 75 80 



1497 



* 0 



tac act g 
Tyr Thr 

<210> 2285 

<211> 365 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 77 . .364 



<400> 2285 

agccccacgt gaggcttggt aggactgcgg acgtatttgt tttcttcaag catttggtcg 60 
agattaagaa ttaaaa atg tea tec aaa caa gaa ata atg agt gac cag egg 112 
Met Ser Ser Lys Gin Glu lie Met Ser Asp Gin Arg 
15 10 

160 



208 





ttt 


aga 


egg 


gtt 


gea 


aag 


gac 


ecg 


aga 


ttt 


tgg 


gaa 


atg 


eca 


gaa 


aag 




Phe 


Arg 


Arg 


Val 


Ala 


Lys 


Asp 


Pro 


Arg 


Phe 


Trp 


Glu 


Met 


Pro 


Glu 


Lys 








15 










20 










25 










gat 


cga 


aaa 


gtc 


aaa 


att 


gac 


aag 


aga 


ttt 


ega 


gee 


atg 


ttt 


cat 


gac 


111 


Asp 


Arg 
30 


Lys 


Val 


Lys 


He 


Asp 
35 


Lys 


Arg 


Phe 


Arg 


Ala 
40 


Met 


Phe 


His 


Asp 


y 


aag 


aag 


ttc 


aag 


ttg 


aac 


tat 


gee 


gtg 


gat 


aaa 


aga 


ggg 


cgc 


ccc 


att 




Lys 


Lys 


Phe 


Lys 


Leu 


Asn 


Tyr 


Ala 


Val 


Asp 


Lys 


Arg 


Gly Arg 


Pro 


He 


tM 


45 










50 










55 










60 




age 


cat 


age 


act 


aca 


gag 


gat 


ttg 


aag 


cgt 


ttt 


tac 


gac 


enn 


tea 


gat 




Ser 


His 


Ser 


Thr 


Thr 


Glu 


Asp 


Leu 


Lys 


Arg 


Phe 


Tyr 


Asp 


Xaa 


Ser 


Asp 


u 










65 










70 










75 




tct 


gat 


tec 


aat 


etc 


tet 


ggt 


gaa 


gat 


age 


aaa 


gea 


ttg 


agt 


caa 


aag 


li 11 

s 


Ser 


Asp 


Ser 


Asn 


Leu 


Ser 


Gly Glu 


Asp 


Ser 


Lys 


Ala 


Leu 


Ser 


Gin 


Lys 


3 i 5 








80 










85 










90 








aaa 


ata 


aag 


aag 


a 


























Lys 


lie 


Lys 


Lys 


























™: 






95 





























<210> 2286 

<211> 271 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 101. .271 



256 



304 



352 



365 



<400> 2286 

tttattatat aaatatatat teaectagea acatatctet gccgtetetc etgctetcat 60 
aatgaagaea tagccgattc tctgcccggg ccccttgctg atg etc etc egg gtc 115 

Met Leu Leu Arg Val 
1 5 

tgc gtc ggg cgt ggg tct etg ggg ace etc cag agg tgg agg tgg get 163 
Cys Val Gly Arg Gly Ser Leu Gly Thr Leu Gin Arg Trp Arg Trp Ala 



1498 



10 15 20 

gat ggc ctg get gcc tgg tgg ttg atg gtt ttg etc eee eta ect ttt 211 
Asp Gly Leu Ala Ala Trp Trp Leu Met Val Leu Leu Pro Leu Pro Phe 

25 30 35 

ttt ttt gag ttt aty ctg att gat ttt ttt yet tgg ttt ctg gat aaa ' 259 
Phe Phe Glu Phe lie Leu lie Asp Phe Phe Xaa Trp Phe Leu Asp Lys 

40 45 50 

cea cce tct ggg 271 
Pro Pro Ser Gly 
55 

<210> 2287 
<211> 312 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 57 . .311 



<400> 2287 

aagaccactg ggacaattca gtatggcaaa ggtgaccagt 



aag atg tgg 
Lys Met Trp 



aga 
Arg 

ggc 
Gly 

age 

Ser 

50 

get 

Ala 



agg gga 
Arg Gly 

20 
eta aag 
Leu Lys 
35 

caa aaa 
Gin Lys 

aga gga 
Arg Gly 



atg aag aaa 
Met Lys Lys 



acg 
Thr 
5 

aga 
Arg 

ace 
Thr 

gee 
Ala 

cca 
Pro 

gaa 
Glu 
85 



aae 
Asn 

cac 
His 

ace 
Thr 

ggt 
Gly 

ata 
He 
70 

g 



aea cec 
Thr Pro 

cce gtc 
Pro Val 



agg 
Arg 

gaa 

Glu 

55 

ctg 

Leu 



Lys 
40 
act 
Thr 

cgt 
Arg 



eat caa 
His Gin 
10 

aaa cga 
Lys Arg 
25 

gcg aaa 
Ala Lys 



ect caa 
Pro Gin 

agg tec 
Arg Ser 

aga cce 
Arg Pro 



aae ace ect gca 
Asn Thr Pro Ala 
60 

ggt cgt tat cac 
Gly Arg Tyr His 
75 



gagccacaga agccta atg 
Met 
1 

gta cca aag gga gga 
Val Pro Lys Gly Gly 
15 

aga age ggc gtt aag 
Arg Ser Gly Val Lys 
30 

ctt cga ggg age teg 
Leu Arg Gly Ser Ser 
45 

gga aaa ect aag aaa 
Gly Lys Pro Lys Lys 
65 

egg ctg ana gnn aaa 
Arg Leu Xaa Xaa Lys 
80 



59 



107 



155 



203 



251 



299 



312 



<210> 2288 

<211> 214 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 59 . .214 
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^ 0 



<400> 2288 

agaagatctg agcgagtcgc gtactgagcc cggcaggggc tggggtggtg ctgctgct 58 
atg age tgc acc ate gag aag ate etg aea gac gee aag acg ctg ctg 106 
Met Ser Cys Thr lie Glu Lys lie Leu Thr Asp Ala Lys Thr Leu Leu 
15 10 15 

gag agg eta egg gag eae gat geg gee gee gag teg etg gtg gat cag 154 
Glu Arg Leu Arg Glu His Asp Ala Ala Ala Glu Ser Leu Val Asp Gin 

20 25 30 

teg geg gcg ctg cac egg egg gta gca get atg egg gag geg ggg aea 202 
Ser Ala Ala Leu His Arg Arg Val Ala Ala Met Arg Glu Ala Gly Thr 

35 40 45 

geg ntt eeg gac 214 
Ala Xaa Pro Asp 
50 

<210> 2289 

<211> 361 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 54. .359 



:,n <400> 2289 

agtcttgttt egggttecgg etgegttggg ettgcgtgcg gctegetaag act atg 56 
"'^ Met 

^! gcg tec ggg cct eat teg aea get act get gee gma gee gee tea teg 104 

Ala Ser Gly Pro His Ser Thr Ala Thr Ala Ala Xaa Ala Ala Ser Ser 

fy 5 10 15 

gee gee eea age neg gge gge tee age tec ggg aeg aeg ace acg acg 152 

Q Ala Ala Pro Ser Xaa Gly Gly Ser Ser Ser Gly Thr Thr Thr Thr Thr 

p 20 25 30 

aeg aee aeg aeg gga ggg ate etg ate gge gat cgc etg tae teg gaa 200 

Thr Thr Thr Thr Gly Gly lie Leu lie Gly Asp Arg Leu Tyr Ser Glu 

35 40 45 

gtt tea ett acc ate gac cac tet ctg atw eeg gag aga gge tct cgc 248 

Val Ser Leu Thr lie Asp His Ser Leu lie Pro Glu Arg Gly Ser Arg 

50 55 60 65 

cca ecc cat cca tgc agg atg gge teg aee tgc eea gtg aga egg act 2 96 

Pro Pro His Pro Cys Arg Met Gly Ser Thr Cys Pro Val Arg Arg Thr 

70 75 80 

tac gca tee tgg get geg wge tea tee agg eeg ccg gea tty tee tec 344 

Tyr Ala Ser Trp Ala Ala Xaa Ser Ser Arg Pro Pro Ala Phe Ser Ser 

85 90 95 

gky tgc cgc agg tgg eg 361 
Xaa Cys Arg Arg Trp 
100 

<210> 2290 
<211> 313 
<212> DNA 



1500 



